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ABSTRACT 
Osteosarcoma is the most common primary malignant bone tumor, afflicting mainly 

young patients. Since the inception of chemotherapy, survival rates augmented 

significantly, but are stagnated over the past decades, due to the absence of improved 

therapy. Most patients succumb to metastatic disease, which can occur even after 

apparent successful histological response to chemotherapy that precedes the surgical 

removal of the primary tumor. 

Recently, the cancer stem cell (CSC) model has been receiving attention and 

suggests that stem-like cells exist in many tumor types, form the clonogenic core of the 

tumor and actively contribute to chemoresistance. This theory was originally postulated 

as a somewhat rigid hierarchical model of tumor development, in which a self-renewing 

CSC originates differentiated progeny and is responsible for feeding the bulk tumor 

mass. However, evidence suggests that diverse pools of CSCs might exist, contributing 

to the intratumoral heterogeneity of solid tumors, including osteosarcoma. Besides, 

extrinsic factors, e.g. drug exposure, may also constitute a source of stemness within the 

tumors.  

In this thesis we performed a molecular and functional characterization of CSCs in a 

panel of cell lines representative of two histological subtypes of high-grade 

osteosarcoma, and investigated the central role of the regulatory Wnt/β-catenin 

pathway in the stemness properties and survival advantages of CSCs. 

In the first part, we demonstrated that different CSCs populations may co-exist in 

osteosarcoma cell lines exhibiting distinct functional properties. CSCs isolated from 

fibroblastic tumors are slowly-proliferating populations overexpressing Sox2 and Klf4 

pluripotency-related markers, have enhanced tumorigenic potential and specific 

activation of the self-renewal-related Wnt/β-catenin pathway, as assessed by nuclear β-

catenin positivity, AXIN2 expression and TCF/LEF transcriptional activity. The Aldefluor+ 

populations detected in the two histological osteosarcoma subtypes are SOX2+, but 

KLF4-, whereas the side-population subset phenotype is correlated with ABCG2 drug-

efflux transporter expression. Altogether, these results suggest that distinct functional 

methods identify CSCs with dissimilar characteristics, which may have implications on 

the design of CSC-targeted therapies. 

In the second part, we evaluated the therapeutic potential of inhibiting Wnt/β-

catenin against chemoresistant CSCs. The Wnt signaling antagonist IWR-1 was 
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selectively cytotoxic for CSCs, by decreasing cell viability, proliferation and cell cycle 

progression. IWR-1 induced apoptosis of osteosarcoma CSCs and in combination with 

doxorubicin treatment elicited synergistic cytotoxicity, reversing CSCs intrinsic resistance 

to this drug. IWR-1 impaired CSC’ self-renewal capacity by compromising landmark 

steps of the canonical Wnt signaling, namely nuclear β-catenin translocation and 

subsequent TCF/LEF activation and expression of downstream targets. Wnt inhibition 

also hampered Aldefluor activity and expression of key pluripotency-related genes. We 

observed a remarkable anti-tumor effect of IWR-1 in osteosarcoma-xenografted models 

that potentiated the anti-tumor efficacy of doxorubicin, accompanied by down-

regulation of TCF/LEF transcriptional activity, Sox2 and AXIN2 expression and nuclear β-

catenin. 

In the third part, we explored the striking hypothesis that drugs used in 

osteosarcoma treatment induce stemness properties in differentiated cells. Doxorubicin, 

cisplatin and methotrexate induced a phenotypic stem-like cell transition, by increasing 

Aldefluor activity and ALDH, ABC transporters and pluripotency markers expression. 

Doxorubicin up-regulated stemness markers via Wnt/β-catenin activation, but co-

treatment with IWR-1 prevented the drug-induced phenotype. Altogether, these results 

are consistent with the ability of doxorubicin to kill rapidly-dividing cancer cells, and of 

IWR-1 to eliminate chemoresistant CSCs populations and overcome acquired resistance. 

Translational significance of this study was conveyed by the pluripotency mRNA 

signature found in uncultured osteosarcoma patient samples and by the correlation of 

stemness-related markers expression with a worst prognosis in osteosarcoma patients 

who responded poorly to chemotherapy (EuroBonet dataset of whole genome 

expression). 

To conclude, our results suggest the existence of phenotypic heterogeneity in 

osteosarcoma CSCs, and revealed the Wnt/β-catenin as a key determinant of the 

stemness and chemoresistant profile of osteosarcoma. Targeting the Wnt pathway may 

simultaneously circumvent chemoresistance and the phenotypic differentiated-to-stem 

like cell transition induced by chemotherapeutics, and thus contribute to reduce 

chemotherapy doses and ameliorate the prognostic outcomes of osteosarcoma patients. 

 

Keywords: cancer stem cell, osteosarcoma, Wnt/β-catenin signaling, pluripotency, 

sphere formation assay, aldehyde dehydrogenase, side-population phenotype, 

chemoresistance, apoptosis, synergy, doxorubicin, IWR-1, mouse model 
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RESUMO 
O osteossarcoma é o tumor ósseo primário maligno mais comum e afecta sobretudo 

jovens adolescentes. Com a introdução da quimioterapia, as taxas de sobrevivência 

aumentaram significativamente, mas estagnaram nas últimas décadas, devido à falta de 

terapias mais eficazes. Muitos doentes desenvolvem metástases e sucumbem à doença, 

mesmo após boa resposta histológica à quimioterapia que antecede a remoção 

cirúrgica do tumor primário. 

Recentemente, o modelo das células estaminais cancerígenas (CSCs) sugere a 

existência de células com propriedades estaminais que formam o núcleo clonogénico 

tumoral e contribuem para a quimio-resistência. Esta teoria foi inicialmente postulada 

como um modelo hierárquico rígido, no qual CSCs com capacidade de auto-renovação 

e de diferenciação sustentam o crescimento do tumor e dão origem à população 

heterogénea de células diferenciadas. No entanto, há evidências que sugerem a 

existência de diferentes subpopulações de CSCs, podendo assim contribuir para a 

marcada heterogeneidade intratumoral típica dos tumores sólidos, incluindo o 

osteossarcoma. Além disso, factores extrínsecos, como por exemplo a exposição à 

quimioterapia, podem também contribuir para a aquisição de um fenótipo estaminal 

nos tumores. 

No âmbito desta tese foi realizada uma caracterização molecular e funcional de CSCs 

num painel de linhas celulares representativas de dois subtipos histológicos de 

osteossarcoma de alto-grau, tendo-se investigado o papel central da via Wnt/β-

catenina na regulação da estaminalidade e na sobrevivência de CSCs. 

Numa primeira parte, demonstrámos a existência de diferentes populações de CSCs 

no osteossarcoma, com propriedades funcionais distintas. As CSCs isoladas a partir de 

tumores fibroblásticos, caracterizam-se por uma baixa taxa de proliferação, expressão 

de marcadores de pluripotência (Sox2 e Klf4), elevado potencial tumorigénico e ativação 

da via Wnt/β-catenina, evidenciada pela localização nuclear de β-catenina, expressão da 

AXIN2 e actividade de transcrição do TCF/LEF. As populações Aldefluor+ detectadas nos 

dois subtipos histológicos de osteossarcoma, são SOX2+, mas KLF4-, enquanto o 

fenótipo side-population se correlaciona com a expressão do transportador de efluxo 

ABCG2. Estes resultados sugerem que diferentes métodos funcionais identificam CSCs 

com características distintas, o que pode ter implicações no desenho de terapias 

dirigidas às CSCs. 

Numa segunda parte, avaliámos o potencial terapêutico de inibição da via Wnt/β-

catenina em CSCs quimio-resistentes. O inibidor IWR-1 mostrou seletividade citotóxica 

para as CSCs, como demonstrado pela diminuição na viabilidade, proliferação e 
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progressão do ciclo celular e indução da apoptose. Demonstrou ainda sinergia em 

combinação com a doxorrubicina, revertendo a resistência intrínseca das CSCs a este 

fármaco. A inibição da via Wnt, demonstrada pela diminuição da translocação nuclear 

da β-catenina e repressão da atividade de transcrição do complexo TCF/LEF, 

comprometeu a capacidade de auto-renovação das CSCs e diminuiu a actividade do 

Aldefluor, assim como a expressão de genes de pluripotência. No modelo in vivo de 

osteossarcoma, o tratamento com o inibidor IWR-1 mostrou um efeito anti-tumoral 

pronunciado, acompanhado por uma diminuição da atividade de transcrição do TCF/LEF 

e da expressão de AXIN2, Sox2 e β-catenina nuclear. 

Na terceira parte, avaliámos os efeitos de agentes de quimioterapia utilizados no 

tratamento de osteossarcoma, nomeadamente a doxorrubicina, cisplatina e o 

metotrexato na aquisição de um fenótipo estaminal. Observou-se um aumento na 

atividade e expressão de ALDH, bem como da expressão de transportadores ABC e dos 

marcadores de pluripotência nas células expostas à quimioterapia, efeito que foi 

mediado pela ativação da via de sinalização Wnt/β-catenina. A inibição desta via com o 

IWR-1 preveniu a aquisição de um fenótipo estaminal induzido pela doxorrubicina, o 

que demonstra a capacidade do IWR-1 em eliminar CSCs e prevenir o desenvolvimento 

de resistência adquirida. 

O potencial translacional desta tese assenta na observação de uma potencial 

assinatura genética definida pela expressão de marcadores de pluripotência em 

amostras clínicas de osteossarcoma, e da correlação da expressão destes marcadores 

com um mau prognóstico, em doentes não-responsivos à quimioterapia, de acordo 

com a base de dados EuroBonet. 

Em conclusão, este trabalho sugere a existência de heterogeneidade fenotípica em 

CSCs de osteossarcoma e demonstrou que a via da Wnt/β-catenina constitui um 

fator-chave associado à estaminalidade e à quimio-resistência das CSCs. O 

desenvolvimento de novas terapias dirigidas às CSCs, tendo como alvo a via da Wnt/β-

catenina poderá contribuir para contornar a quimio-resistência intrínseca das CSCs e 

prevenir a aquisição de um fenótipo estaminal induzido pela exposição a fármacos. Esta 

abordagem poderá contribuir para reduzir as doses de quimioterapia e melhorar o 

prognóstico de doentes com osteossarcoma. 

 

Palavra-chave: células estaminais cancerígenas, osteossarcoma, via de sinalização 

Wnt/β-catenin, pluripotência, ensaio de formação de esferas, aldeído desidrogenase, 

fenótipo side-population, quimio-resistência, apoptose, sinergia, doxorrubicina, IWR-1, 

modelo de murganho 



 

Thesis Outline 

9 

 

OUTLINE OF THE THESIS 
 

In Chapter 1, we present a state-of-the-art picture of the pertinent literature with 

relevance for this thesis, namely key concepts and studies related to human 

osteosarcoma and biology of CSCs, and also a review of the recent literature reporting 

the induction of stem cell phenotypes by chemotherapeutics. Rationale and specific 

objectives related to the results described in subsequent chapters are also described. 

In Chapter 2, we employed three distinct functional assays to identify and isolate 

osteosarcoma CSCs in established osteosarcoma cell lines, and unraveled some of their 

genetic and phenotypic characteristics. 

In Chapter 3, we explored whether inhibition of Wnt/β-catenin pathway constitutes a 

strategy to target CSCs and improve the efficacy of chemotherapy in osteosarcoma. 

In Chapter 4, we investigated whether low concentrations of the chemotherapeutics 

most used in osteosarcoma had the ability to induce a stem-like phenotype on 

established cell lines, representative of two histological subtypes of high-grade 

osteosarcoma. 

In Chapter 5, results described in Chapters 2 to 4 are discussed and achievements of 

the study are summarized. 

Annexes I and II present a detailed description of in vitro methodological 

procedures used to isolate CSCs and Complementary Methods, Results and References, 

respectively. 

 

 

“Optimism is the foundation of courage.” – Nicholas Murray Butler 
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“The ultimate measure of a man is not where he stands in moments of comfort and 

convenience, but where he stands at a time of challenge and controversy.” – Dr. Martin 

Luther King Jr 
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1.1 HUMAN OSTEOSARCOMA: CLINICAL AND MOLECULAR 

FEATURES 

1.1.1 Epidemiology of osteosarcoma 

Primary tumors of the skeleton are very rare among the overall tumor burden 

affecting humans. However, osteosarcoma is the most common primary malignant bone 

tumor and afflicts more children and adolescents than adults (85% versus 15%). In fact, 

osteosarcoma comprises about 20% of all primary bone sarcomas and 3-4% of all 

childhood malignancies (Ta et al., 2009). 

Osteosarcoma is a primary high-grade tumor, particularly incident in children up to 

15 years (2.3% of all tumors) and in adolescents (15-25 years, 2.6% of all tumors) (Eyre 

et al., 2009; Gatta et al., 2009). Overall, the incidence of osteosarcoma worldwide is 2–

3/million/year. In Europe, this incidence is higher in adolescents, with an annual 

incidence peak of 8–11/million/year at 15–19 years (Ritter and Bielack, 2010). For 

instance, in Europe, between 1978 and 1997, the number of osteosarcoma cases in 

adolescents aged 15-19 years was 372 per million (Stiller et al., 2006b). Data from the 

American Surveillance, Epidemiology, and End Results (SEER) Program also clearly shows 

a triphasic pattern, having a peak during adolescence (8.4-8.6 cases), a plateau in 

adulthood (1.7 cases) and a second peak during elderly (>60 years, 4.9 cases) (Mirabello 

et al., 2009). This particular incidence pattern with age suggests that there is a link 

between osteosarcoma development and rapid bone growth. Incidence of osteosarcoma 

is different in males and females, varying with age (Stiller et al., 2006a). Below 15 years, 

the incidence is higher in females, but the ratio reverses to a clear male predominance 

after 15 years (Stiller et al., 2001; Stiller et al., 2006a; Mirabello et al., 2009). 

Osteosarcoma localizes mainly to the long tubular bones, with nearly 75% of all 

cases being located in the lower extremity (distal femur, proximal tibia) and 10% in the 

upper extremity (proximal humerus). Osteosarcoma patients normally present symptoms 

like local pain, swelling and limitations of joint movements (Ritter and Bielack, 2010). 

Pain may be perceived at first as intermittent and then more persistent over time, and 

may increase with physical activity and be more intense during the night; swelling in the 

area around the tumor mass; and symptoms of reduced movement, which may be 

accompanied by limp development. These symptoms can occur at any stage of the 

disease and depend on the location and growth rate of the tumor. Pain and swelling 
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are less common in adults than in active children, which may delay a proper diagnosis 

and also lead to misdiagnosis 

(http://www.cancer.org/cancer/osteosarcoma/detailedguide/osteosarcoma-signs-and-

symptoms, accessed in September 27, 2016). In fact, misdiagnosis may occur quite 

often, with tendinitis being among the most common type of confounding diagnosis 

(Widhe and Widhe, 2000). 

1.1.2 Histological classification and clinical features of osteosarcoma 

Osteosarcomas are classified according to the World Health Organization (WHO) as 

osteogenic tumors that produce osteoid or bony matrix, which is defective bone. 

Radiographic, histopathologic and microscopic criteria are used to classify the different 

types of osteogenic tumors, and show that osteosarcoma is a complex and 

multifactorial disease presenting several different cellular forms and histological patterns 

(Mohseny, 2009; Fletcher et al., 2013). The WHO classification system clusters 

osteosarcomas in: 

Malignant primary central high-grade osteosarcomas 

 conventional osteosarcoma is a high-grade malignant tumor, which includes the three 

most common subtypes - chondroblastic, osteoblastic and fibroblastic osteosarcoma. 

This sub-classification is based on the presence or absence of fibrous or cartilage tissue, 

called matrix, and on its amount and form;  

 telangiectatic osteosarcoma or hemorrhagic osteosarcoma is characterized by the 

presence of large spaces filled with blood with or without septa (less than 4% of all 

osteosarcomas); 

 small cell osteosarcoma or osteosarcoma with small cells resembling Ewing sarcoma 

(1.5% of all osteosarcomas); 

Malignant primary central low grade osteosarcomas 

 low grade central osteosarcoma arises from the medullary cavity of bone (1-2% of all 

osteosarcomas); 

Malignant primary peripheral osteosarcomas 

 parosteal osteosarcoma or juxtacortical low grade peripheral osteosarcoma arises on 

the surface of bone (4% of all osteosarcomas); 

 periosteal osteosarcoma is a chondroblastic osteosarcoma of intermediate grade 

arising also on the surface of bone (less than 2% of all osteosarcomas); 

 high-grade surface osteosarcoma (less than 1% of all osteosarcomas); 

 

http://www.cancer.org/cancer/osteosarcoma/detailedguide/osteosarcoma-signs-and-symptoms
http://www.cancer.org/cancer/osteosarcoma/detailedguide/osteosarcoma-signs-and-symptoms
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Malignant secondary osteosarcomas 

 secondary osteosarcoma occurs in bones that are affected by pre-existing 

abnormalities such as Paget disease or induced by radiation. 

This thesis will focus on primary central high-grade conventional osteosarcoma, 

which is by far the most common (75%) variant of osteosarcoma and the most 

challenging tumor type needing novel effective treatment options and improved 

therapy. In specific, we focus on fibroblastic and osteoblastic osteosarcoma, due to the 

higher availability of cell lines, which are easy to establish, and also availability of 

patient samples. 

High-grade conventional osteosarcomas are histologically characterized by the 

presence of unmineralized bone matrix (osteoid) and also variable amounts of fibrous 

tissue and/or cartilage, which are used to further sub-classify into osteoblastic, 

fibroblastic or chondroblastic osteosarcoma, as previously mentioned. Historically, there 

is no correlation between prognostic significance and sub-classification of 

osteosarcoma, although some correlation of the distinct histological subtypes to specific 

clinical outcomes has been observed, especially when contemporary multi-disciplinary 

therapy is used. Moreover, there is some tendency for chondroblastic osteosarcoma to 

show more often a poor histological response to chemotherapy, although this 

resistance trend does not translate into poorer survival rates due to its slightly better 

long-term survival and prognosis (Hauben et al., 2002; Hauben et al., 2006).  

Cytological appearance of osteosarcoma cells may vary, with tumors presenting an 

anaplastic pleomorphic structure composed of at least two of these cell types: 

epithelioid, plasmacytoid, fusiform, ovoid, small round cells, clear cells, mono- or 

multinucleated giant cells, or even spindle cells (Fletcher et al., 2013). 

Factors such as large tumor volume, metastatic lesions and axial location account for 

a negative prognostic for osteosarcoma patients. Moreover, high alkaline phosphatase 

levels (Ren et al., 2015) and tumors responding poorly to neoadjuvant chemotherapy 

present a higher risk to metachronous metastasis and recurrence (Carrle and Bielack, 

2006). Metastases detected at diagnosis are a particularly poor predictor of survival. 

1.1.3  Osteosarcomagenesis and associated molecular markers 

High-grade conventional osteosarcoma is characterized by extensive genetic 

instability, complicating the identification of unique causative gene alterations. The most 

common genetic alterations include losses in chromosomes 3q, 6q, 9, 10, 13, 17p, and 
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18q and gains in chromosomes 1p, 1q, 6p, 8q, and 17p. The rarer subtypes of 

osteosarcoma generally present genetic alterations which are different and less frequent 

in conventional tumors, and may serve as a basis for differential diagnostic (Martin et 

al., 2012). 

Genetic alterations in the retinoblastoma (RB1) (located at chromosome 13q14.2) and 

TP53 (located at chromosome 17p13.1) genes lead to inactivation of the RB1 and p53 

proteins, respectively, and are perhaps the most common and well described events 

involved in osteosarcomagenesis, which may also account for development of 

metastatic disease. RB1 and p53 proteins function as tumor suppressor proteins and are 

essential regulators of cell cycle progression after DNA damage recognition (Berman et 

al., 2008; Martin et al., 2012). Other genetic alterations that may play an important role 

in sporadic osteosarcoma are CDKNA2, CDKN2A, CDKN2B, MDM2, TWIST, CMYC, and 

FGFR2, among others, as previously reviewed (Kansara and Thomas, 2007). Also 

alterations occurring in the osteogenic differentiation cascade may give an important 

contribution for osteosarcoma development, as will be outlined later on in this text. 

However, it should be noted that none of these genetic alterations are specific for 

osteosarcoma, since they occur in many other tumor types. 

 RB1 protein. In normal cells, this tumor suppressor protein prevents the transition 

from G1 to S phase after DNA damage. During the G1 phase, RB proteins bind to and 

inhibit the transcriptional activity of E2F1-3 proteins, which then regulate the 

transcription of genes required for cell cycle progression, such as cyclins A, D and E. 

This process is strictly regulated by cyclin-dependent kinases (CDKs), and cyclin-

dependent kinase inhibitors (CDKNs) that properly promote the stability of the cellular 

genome (Manning and Dyson, 2011). In osteosarcoma, genetic alterations in RB1 lead 

to inability of defective RB1 protein to block the G1 to S transition thereby allowing 

uncontrolled cell cycle progression and proliferation (Kansara and Thomas, 2007). 

 p53 protein. Deregulation of p53 protein is also relevant in the development of 

osteosarcoma. p53 is activated after recognition of DNA damage and up-regulates p21 

protein that binds to cyclin D/CDK4/6 or cyclin E/CDK2 complexes promoting cell cycle 

arrest, quiescence (which may enable DNA repair to occur), senescence, or apoptosis, 

depending on the severity and extension of DNA damage. In osteosarcoma, p53 is 

commonly inactivated and involved in its etiology, as in many other tumors (Kansara 

and Thomas, 2007; Levine and Oren, 2009). Recently, Chen and colleagues detected 

TP53 gene alterations in almost all osteosarcomas of the discovery cohort tested using 
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whole genome sequencing, which further emphazises the crucial role of p53 pathway in 

the genetic landscape of osteosarcoma (Chen et al., 2014). 

 MDM2 protein. The oncoprotein MDM2 is a well-defined p53 inhibitor and is 

involved in both p53 degradation and down-regulation of p53 transcription. p53 

inactivation by MDM2 prevents cell cycle arrest and apoptosis following DNA damage, 

thereby enabling uncontrolled cell proliferation. A positive feedback loop also regulates 

MDM2 expression, which is transcriptionally up-regulated by p53. In addition, MDM2 

may also target p53 for proteosomal degradation, by exerting E3 ubiquitin ligase 

activity, and leading to even further potency of p53 abnormal activity in cancer cells 

(Kansara and Thomas, 2007). MDM2 amplification at chromosome 12q15 is not a 

common event in primary osteosarcoma (Duhamel et al., 2012), but occurs more 

frequently in metastases and recurrences than in primary tumors (Miller et al., 1996; 

Lonardo et al., 1997). 

 p14, p15, p16 proteins. Alterations in the genes CDKN2A/p16/INK4A, 

CDKNA2/p14/ARF, and CDKN2B/p15/INK4B, located at chromosome 9p21, have been 

implicated in osteosarcomagenesis. In normal cells, p14 and p16 proteins play a crucial 

regulatory role in G1 phase. In fact, p14ARF can inhibit MDM2 function, resulting in 

stabilization of p53 and cell cycle arrest or apoptosis. Deletions on chromosome 9p21 

have been found in osteosarcomas (Nielsen et al., 1998; Mohseny et al., 2009; Mohseny 

et al., 2010) and correlated with uncontrolled cell proliferation, tumor progression and 

particularly poor prognosis (Mohseny et al., 2009). 

 Osteogenic differentiation. Several studies suggest that osteosarcoma displays a 

phenotype similar to undifferentiated osteoprogenitors, in what concerns proliferative 

capacity and expression of typical osteogenic markers, such as alkaline phosphatase, 

osterix, Runx2 and Wnt signaling, which are markers of early osteogenic differentiation 

and more expressed in committed osteoprogenitors and early osteoblasts (Thomas et 

al., 2004). In this process, osteogenic bone-morphogenetic proteins (BMPs) may also 

give their contribution, by controlling pro-tumorigenic events occurring in 

osteochondroprogenitors, through the up-regulation of early differentiation target 

genes (Luo et al., 2008). Overexpression of Runx2 was actually correlated with poor 

response to chemotherapy in osteosarcoma patients (Sadikovic et al., 2010). The levels 

of expression of these markers vary according to the degree of cell differentiation – 

early or late osteogenic differentiation – and also in osteosarcoma this is observed, with 

the more aggressive tumors displaying a phenotype similar to undifferentiated 

progenitors and the less aggressive tumors showing similarities with committed 
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osteogenic cells that progressed further along the differentiation cascade. Moreover, 

osteosarcoma cells normally fail to undergo terminal differentiation, which contributes 

to their capacity for uncontrolled proliferation. As depicted later (Figure 1.), the degree 

of dedifferentiation of osteosarcoma cells may correlate with defects on the osteogenic 

differentiation cascade and also with a worse prognosis (Wagner et al., 2011). 

1.1.4 Mesenchymal stem cells and osteoblasts as possible cells-of-origin 

in osteosarcoma 

Osteosarcoma is considered a differentiation disease, derived from multipotent 

mesenchymal stem cells (MSCs). Recent findings suggest a potential link between a 

defective osteogenic differentiation of MSCs (Figure 1.1) and the development of 

osteosarcoma (Tang et al., 2008). Moreover, previous studies proposed a model 

describing the pre-malignant stages of osteosarcoma development, in which 

transformed MSCs, with complete loss of the CDKN2A locus, formed osteosarcomas 

upon grafting in murine models (Mohseny et al., 2009, Shimizu et al., 2010). These 

studies elucidated further about the mechanisms by which transformed murine MSCs 

led to the formation of tumors in nude mice, as reported previously (Tolar et al., 2007). 

 

 
 

Figure 1.1. Development of osteosarcoma resulting from defects in the normal differentiation 

of MSCs. Mutations occurring in fibroblastic, chondrogenic or osteoblastic progenitor cells, which 

are derived from differentiation of normal MSCs, may originate mutated cells that form the basis 

for osteosarcoma development. Depending on the mutated cell, different degrees of cell 

differentiation exist corresponding to the different most common subtypes of conventional 

osteosarcoma. 
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The functional parallelism as well as the phenotypic behavior observed between 

normal and transformed MSCs, provides large evidence for a MSC origin of 

osteosarcoma, as illustrated in Figure 1.2. In this model, similar to osteosarcomas, also 

other bone and soft tissue tumors, such as chondrosarcoma, fibrosarcoma and 

liposarcoma are likely to originate from the malignant transformation of MSCs. 

 

 
 

Figure 1.2. Transformed multipotent MSCs may originate osteosarcoma and other sarcomas. 

Multipotent MSCs, residing in all tissues, are able to differentiate into specific lineages, such as 

osteogenic, chondrogenic, fibroblastic and adipogenic. Chromosomal translocations or complex 

genetic alterations may occur and lead to the malignant cell transformation, giving rise to the 

diverse types of sarcoma. Adapted from (Teicher, 2012). 

An important component of the osteoblast differentiation program, which may 

underlie the malignant transformation of MSCs into osteosarcoma (Haydon et al., 2007), 

is the stem cell niche of the bone marrow and associated secreted factors. In fact, some 

of the signaling factors that influence the MSC program in osteosarcomas have been 

described. Mesenchymal stem cells isolated from human osteosarcoma samples were 

shown to be genetically distinct from tumor cells, suggesting that maintenance of a 

separate niche might be crucial in maintaining osteosarcoma cells in an undifferentiated 

state (Brune et al., 2011). Alternatively, it is possible that MSCs preserve osteosarcoma 

cells in an undifferentiated state through secretion of cytokines such as interleukin-6 

(Bian et al., 2010), which has also been shown to promote osteosarcoma proliferation 

and metastasis through STAT3 activation (Tu et al., 2012). More recently, Bonuccelli and 

co-workers investigated the mutual effect of normal-cancer cell metabolic programming 

and found that MSCs can increase their lactate production in response to oxidative 
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stress induced by osteosarcoma cells, which conversely enhances the migratory ability 

of tumor cells, an effect likely mediated by exosomes (Bonuccelli et al., 2014). 

Altogether, these studies demonstrate the key role of the interactions between 

tumor cells and their surrounding supportive microenvironment, which is crucial for the 

survival and proliferation of tumor cells. Still, the mechanisms by which osteosarcoma 

cells take advantage of normal MSCs have been matter of intense research in the past 

years, with several groups uncovering information on the signaling pathways that 

govern MSC programs in osteosarcomas. The involvement of p53 in the context of 

osteosarcomagenesis and its abnormal function in MSCs has been recently reviewed 

(Velletri et al., 2016). It is worthy to mention that changes in the p53 status can 

compromise bone homeostasis since it orchestrates key stages of the osteogenic 

differentiation program of MSCs, which if compromised may lead to osteosarcoma 

development, as previously explained. For instance, Rubio et al. showed that intrabone 

or periosteal inoculation of p53-deficient bone marrow- or adipose tissue-derived MSCs 

originated metastatic osteoblastic osteosarcoma, which when accompanied with the 

osteo-inductive factor BMP-2 increased the expression of osteogenic markers in a Wnt 

signaling-dependent manner and further increased the formation of the typical osteoid 

matrix deposited by osteosarcoma cells (Rubio et al., 2014). An alternative mechanism 

involves the family of proteins so-called inhibitors of DNA binding (IDs). An elegant 

study from Williams and colleagues uncovered that deubiquitination and stabilization of 

ID proteins by the deubiquitinating enzyme USP1 preserved stem cell-like features in 

osteosarcoma. Moreover, forced expression of USP1 in MSCs also stabilized ID proteins 

and led to inhibition of osteoblastic differentiation and promoted a more proliferative 

phenotype. This study implicated deubiquitination as a new mechanism possibly 

contributing to stem cell states in osteosarcoma and identified new potential 

therapeutic targets (Williams et al., 2011). 

Signaling pathways involved in metastasis formation and epithelial-mesenchymal 

transition (EMT) also seem to be involved in the crosstalk between MSCs and 

osteosarcoma cells. Recent findings from Fontanella et al., suggest that bone marrow-

derived MSCs cultured with osteosarcoma U2OS cells induced the activation of survival-

related AKT and ERK signaling pathways. Also, normal cells triggered an increase in 

tumor cell migration and invasion that was resultant from increased CXCR4 levels. From 

a therapeutic perspective, these authors used a new CXCR4 inhibitor, Peptide R, which 

reduced features of EMT in cancer cells, such as expression of vimentin protein and the 



 

General Introduction | 

21 

crosstalk between tumor cells and normal stem cells (Fontanella et al., 2016). Another 

group has shown that conditioned medium from bone marrow-derived stem cells can 

promote the proliferation and invasion of osteosarcoma cells, effects that possibly 

involve the stromal cell-derived factor-1/CXCR4 signaling axis (Yu et al., 2015). Together, 

these data indicate that microenvironment signals from supportive MSCs are crucial to 

drive osteosarcoma development. 

1.1.5 Current therapy for osteosarcoma 

Overall survival rates for children and adolescents with osteosarcoma have improved 

significantly since the 70’s, after the inception of conventional chemotherapy (Mirabello 

et al., 2009). In fact, osteosarcoma treatment follows a multimodal approach constituted 

by neoadjuvant chemotherapy, used to shrink the tumor mass in order to achieve a 

maximal safe surgical margin for posterior local surgical resection, and subsequently 

post-operative or adjuvant chemotherapy (Figure 1.3). Neoadjuvant chemotherapy has 

the advantage that the histological response to chemotherapy can be assessed on the 

resection specimen. This chemotherapeutic regimen has improved the cure rate and 

long-term disease-free survival percentage for osteosarcoma patients with localized 

lesions from 5% to 20% in the pre-chemotherapy era to the 60% to 70% range 

observed nowadays (Ta et al., 2009; Ritter and Bielack, 2010). 

 

 
 

Figure 1.3. Osteosarcoma therapeutic management. Treatment of osteosarcoma patients 

usually includes a multidrug regimen, where doxorubicin (DOX), cisplatin (CIS) and methotrexate 

(MTX) are included. 

The chemotherapy regimens recommended by the protocol of the European and 

American Osteosarcoma Study Group (EURAMOS-1) include doxorubicin, cisplatin and 

methotrexate. These three drugs, which may be combined with ifosfamide and 

etoposide after surgery, consist on the chemotherapy regimen most applied in 
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osteosarcoma patients (Ferrari and Palmerini, 2007; Whelan et al., 2015). Ifosfamide was 

synthetized from a chemical modification of cyclophosphamide and acts as a DNA 

alkylating agent (Tascilar et al., 2007). Etoposide inhibits DNA topoisomerase II and acts 

primarily in the G2 and S phases of the cell cycle, leading to mitotic failure and 

subsequent cell death (Bromberg et al., 2003). The use of both ifosfamide and 

etoposide has demonstrated activity in several soft tissue sarcomas and also in 

osteosarcoma patients (Goorin et al., 2002; Tascilar et al., 2007; Ferrari et al., 2012), but 

still the addition of a fourth drug to the doxorubicin/cisplatin/methotrexate regimen has 

been questioned, since clinical outcomes have not improved significantly (Anninga et 

al., 2011). In fact, recently published results from the EURAMOS-1 clinical trial 

demonstrate that the addition of ifosfamide and etoposide to postoperative 

chemotherapy in patients with poorly responding osteosarcoma is not recommended, 

since it is associated with increased toxicity and adverse secondary effects, while not 

significantly improving event-free survival (Marina et al., 2016). The authors of this study 

recommend that the three drug regimen remains the standard of care for osteosarcoma 

patients, and future trials should incorporate drugs with different mechanisms of action 

and targeted therapies. 

The percentage of necrotic tissue following neoadjuvant chemotherapy is an 

important prognostic factor in osteosarcoma. Patients with a level of tumor necrosis 

<90 % are considered poor responders as classified by histological grading (Mintz et al., 

2005) and are conducted to further adjuvant chemotherapy (doxorubicin, cisplatin, 

methotrexate) accompanied or not by additional compounds, or even conducted to 

radiation treatment depending on the case, as depicted above. The probability of 

disease-free survival, to date, is essentially determined by the histological response of 

tumors to neoadjuvant chemotherapy, measured by the extent of tumor necrosis, which 

is the most important prognostic factor (Bielack et al., 2002; Grimer, 2005; Bacci et al., 

2005). 

Neoadjuvant, preoperative or induction chemotherapy enables the early treatment of 

micrometastatic disease and facilitates the surgical resection by shrinking the tumor 

mass and decreasing vascularity (Rosen et al., 1982). Surgical resection for osteosarcoma 

patients, usually a limb-salvage surgery, should occur after a defined time-interval, with 

no advantage being observed with immediate surgery (Goorin et al., 2003) and aims to 

preserve a functioning limb without increasing the risk of post-operative complications 

to the patient. Adjuvant chemotherapy after surgical resection is normally performed in 

order to minimize the likelihood of local recurrence. 
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Dose-intensification of preoperative chemotherapy in osteosarcoma treatment has 

been examined in some studies. In 2003, Bacci and colleagues compared the 

histological response and final outcome of two groups of osteosarcoma patients treated 

preoperatively with different doses of doxorubicin, cisplatin, methotrexate and 

ifosfamide. They found no significant differences in terms of good histologic response 

to chemotherapy or in survival rates (5-year event-free and 5-year overall), which then 

suggests that the degree of necrosis at the time of definitive surgery reflects the innate 

biological sensitivity of osteosarcoma cells to chemotherapy, despite the dose 

intensification (Bacci et al., 2003). Five years later, Lewis et al. reported that dose-

intensive regimen produced a higher response rate than the standard regimen, as a 

statistically significant increase in favorable histologic response (more than 90% 

necrosis) was observed in patients receiving higher dosages of chemotherapy. 

Unfortunately, this difference did not translate into better overall survival or 

progression-free survival, which then puts into question the reliance on response rates 

as an early indicator of treatment benefit (Lewis et al., 2007). Anninga and co-workers 

have also observed that increasing the dosages of chemotherapy improved the 

histological response but not outcome (Anninga et al., 2011). Overall, the attempts to 

increase the proportion of tumor necrosis by means of an intensification of preoperative 

chemotherapy have not been always beneficial, leaving open the question of how to 

rescue poor responders to standard therapy. 

1.1.6 Novel therapeutic options being explored in osteosarcoma 

Development of metastatic disease, poor response to standard therapy and relapsed 

disease still constitute the major clinical problem preventing the cure of high-grade 

osteosarcoma patients. Of special note, patients presenting metastasis at the time of 

diagnosis have severely limited therapeutic options (Anninga et al., 2011). It is therefore 

understandable that new treatment strategies and drugs are warranted to ameliorate 

the results achievable with the conventional protocols. 

Sleijfer and Gelderblom recently reviewed ongoing clinical trials for osteosarcoma 

and soft tissue sarcomas (Sleijfer and Gelderblom, 2014) and emphasized the 

importance of designing such studies considering the stratification for tumor subtypes 

in order to enroll the appropriate patients for the clinical trials that may be most 

relevant for their specific case. This review summarized the developments in clinical 

studies and drug classes being explored in osteosarcoma and highlighted compounds 

such as the immunoregulatory cytokine pegylated interferon α2b and the third-
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generation bisphosphonate zoledronate. Pegylated interferon α2b activates the immune 

response and could therefore be active in osteosarcoma considering its extent of 

immunogenicity; disappointingly, the EURAMOS-1 investigators working in this study 

recently reported the lack of statistical significance of adding pegylated interferon to 

the classic combination doxorubicin/cisplatin/methotrexate (Bielack et al., 2015). 

Zoledronate showed pre-clinical evidence of activity against osteosarcoma (Goldsby et 

al., 2013), but also, lack of significant improvement in response was reported, with the 

addition of zoledronate to chemotherapy having the chance to increase the risk of 

therapeutic failure and being therefore not recommended (Piperno-Neumann et al., 

2016). 

Nevertheless, several therapeutic approaches are currently under clinical evaluation 

in osteosarcoma. Recently, also Hattinger and colleagues elegantly reviewed the 

emerging drugs for osteosarcoma which are under evaluation in different phases of 

clinical trials (Hattinger et al., 2015) and for which results are not yet published so far. In 

summary, these drugs have specific targets and mechanisms of action such as aurora 

kinase A (alisertib), inhibition of mammalian target of rapamycin (everolimus, CC-115), 

inhibition of angiogenesis and topoisomerase I (pazopanib, sorafenib), local treatment 

of pulmonary metastasis (inhaled lipid cisplatin, aerosolized interleukin-2), inhibition of 

cell proliferation (nab-paclitaxel, eribulin mesylate) and DNA alkylation (N,N’,N’’- 

triethylenethiophosphoramide). Moreover, also muramyl tripeptide (mifamurtide) is 

recommended to be added to chemotherapy, improving overall survival in some 

patients (Meyers et al., 2008). 

A very recent review from Heymann group also elaborated on the drugs being 

tested in phase I/II clinical trials, with special emphazises for immunomodulating agents, 

such as mifamurtide, anti-GD2 therapies and dendritic cell vaccines (Heymann et al., 

2016). 
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1.2 CANCER STEM CELLS IN SOLID TUMORS 
 

1.2.1 Stem cells in human cancer – historical perspective 

The existence of cancer stem cells was firstly documented in biological literature in 

1937 by J. Furth and M. Kahn (Furth et al., 1937). These authors successfully generated a 

tumor by grafting a single mouse tumor cell into a recipient mouse. Studies from 

Makino published in 1959 introduced the term “tumor stem cell” defining them as “a 

small subpopulation of cells that were insensitive to chemotherapy and had 

chromosomal features different from the bulk of cells” (Makino, 1959). However, the 

first formal and experimental-based definition of the “tumor stem cell” concept was 

later on proposed by Pierce and colleagues (1960-1988), owing to a series of landmark 

experiments in mouse teratocarcinomas and squamous cell carcinoma (Pierce et al., 

1960; Pierce and Wallace, 1971; Pierce and Speers, 1988). The presence of both 

undifferentiated and differentiated cells in tumors, and a possible hierarchical 

organization were described as “a concept of neoplasms, based upon developmental 

and oncological principles, states that carcinomas are caricatures of tissue renewal, in 

that they are composed of a mixture of malignant stem cells, which have a marked 

capacity for proliferation and a limited capacity for differentiation under normal 

homeostatic conditions, and of the differentiated, possibly benign, progeny of these 

malignant cells” (Pierce and Speers, 1988). In the 1970s also Metcalf and Moore referred 

to the “leukemic stem cells” describing them as “colony-forming cells” that “were shown 

to be self-replicating” (Metcalf and Moore, 1970). For a comprehensive understanding 

of the chronological evolution of the notion of cancer stem cells (CSCs) in cancer 

biology and development, the reader is also referred to reviews of outstanding quality 

(Clevers, 2011; Nguyen et al., 2012). 

1.2.2 Parallelism between Cancer Stem Cells and Normal Stem Cells 

Some of the fundaments of the CSC model are based on the similarities between 

these malignant cancer cells and normal stem cells. Therefore, to understand the 

fundamental biology of CSCs it is necessary to comprehend some of the properties of 

normal stem cells. 

Normal and cancer tissues have a population of stem cells that function in the 

maintenance of that individual tissue. Stem cells have unique properties that separate 
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them from generic cells (Shackleton, 2010), namely the capacity to self-renew and to 

differentiate into specific cell types (Figure 1.4): 

 Self-renewal refers to the intrinsic capacity of the stem cells to divide into two 

daughter cells, among which at least one of them possesses a similar developmental 

potential; in specific, one of the daughter cells is equal to the original stem cell and has 

the potential to divide indefinitely without acquiring properties of a different cell type. 

 Differentiation refers to the potential of a stem cell to divide and generate a 

committed daughter cell that will form another specific cell type, with a more 

specialized function within the tissues. This committed progenitor cell (also referred to 

transit-amplifying cell) may therefore give rise to differentiated cells after rapid 

proliferation and amplification. 

 

 
 

Figure 1.4. Self-renewal and differentiation in normal and cancer stem cells. Self-renewal and 

differentiation are intrinsic properties of stem cells and of CSCs. Mutations occurring in normal 

stem cells, progenitor cells or even more differentiated cells might give rise to CSCs and 

subsequent tumor development and progression. Adapted from (Bjerkvig et al., 2005). 

An accurate regulation of stem cell activity is crucial for the maintenance of tissue 

homeostasis, cell turnover and well-balanced internal steady state of that defined tissue. 

Therefore, expansion of the stem cell pool has to be restricted in these tissues in order 

to prevent “uncontrolled” cellular growth and proliferation. This may be accomplished 

by one of two different types of cell division: asymmetric or symmetric cell division 

(Figure 1.5): 
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 In the process of asymmetric cell division one daughter cell remains as a stem 

cell throughout self-renewal, and the other daughter cell is committed to go into a 

program of terminal differentiation and specialization. The maintenance of the 

equilibrium of the stem cell subset is most easily explained by asymmetric cell divisions. 

 During the symmetric cell division, both daughter cells assume the same fate, 

which may result in the generation of two similar stem cells (symmetric self-renewal) or 

two similar differentiated cells (symmetric differentiation). In these scenarios, the pool of 

stem cells is expanded or exhausted, respectively, which may alter the tissue 

homeostasis in case that uncontrolled cell proliferation occurs. 

 

 

Figure 1.5. Models of cellular division in normal and cancer stem cells. During the asymmetric 

cell division, two distinct daughter cells (one stem cell (SC) and another committed cell) have 

dissimilar functions within the tissues; in this process global homeostasis is maintained. During 

the symmetric cell division, either two stem cells or two committed daughter cells are generated 

after the mitosis of the original stem cell. Adapted from (Blanpain and Fuchs, 2009). 

1.2.3 Theories of cancer development: stochastic clonal evolution model 

and the hierarchical cancer stem cell (CSC) model 

The development of cancer is well-recognized as a disease of uncontrolled cell 

proliferation. Basic and clinical investigations, conducted all over the world and for 

many decades, have described theoretical models to unravel the mechanisms 

underlying cancer progression and development of inter- and intra-tumor 

heterogeneity. The most well-accepted and best described models are the stochastic 

model, also known as clonal evolution model, and the hierarchical cancer stem cell 

(CSC) model (Figure 1.6). Despite that initially these two hypotheses were described as 

opposing, recent investigations suggest that the level of complexity of tumor 
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development might be bigger than suspected and therefore these models may be, 

instead, complementary, as will be outlined. 

 

 
 

Figure 1.6. Theoretical models for explaining cancer evolution. A. In the stochastic clonal 

evolution model of tumor proliferation, different clones co-exist in the tumor and retain the 

ability of cancer initiation, self-renewal and differentiation. Random genetic alterations may confer 

dominant traits to some of the clones, leading to tumor heterogeneity. B. In the CSC hierarchical 

model, only a minority of tumor cells has the ability of generating the whole tumor population. 

This subset of stem-like cells possesses long-term self-renewal and gives rise to transit-amplifying 

cells and progressively more differentiated cells. C. In the combined clonal-stem cell model new 

mutations occurring in CSCs may lead to clonal evolution and multiple CSC clones co-exist within 

the tumor, further increasing tumor heterogeneity. Adapted from (Maugeri-Saccà et al., 2013). 

1.2.3.1 Stochastic clonal evolution model 

The stochastic clonal evolution model (Figure 1.6A) postulates that tumor 

development follows a Darwinian process, in which the accumulation of random genetic 

mutations leads to the emergence of dominant cell clones (Nowell, 1976; Merlo et al., 

2006). These dominant clones acquired a survival advantage over other cells and 

therefore possess enhanced capacity to survive in a hostile microenvironment. These 

selected cell populations are best suited for survival and proliferation and will then 

dominate the tumor. This stochastic model assumes that virtually every cell within the 

tumor may act as a cancer-propagating cell and their different activities may be 

explained by intrinsic factors, which will determine the overall tumor heterogeneity 

owing to the existence of genetically diverse sub-clones responsive to micro-

environmental stimuli (Shackleton et al., 2009; Nguyen et al., 2012; Maugeri-Saccà et al., 

2013). One of the best examples in which the clonal evolution model is applicable is 
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acute myeloid leukemia, as demonstrated by studies from several groups using whole-

genome sequencing techniques (Ding et al., 2012; Li et al., 2016). These reports 

demonstrated that therapeutic failures and relapses are associated with the acquisition 

of new mutations and subjected to clonal evolution, processes that are shaped by 

chemotherapy. Moreover, tumor heterogeneity is linked to dynamic genetic and 

epigenetic events which may affect the biological and clinical features of tumors, as 

evidenced in osteosarcoma from data derived from whole-exome sequencing analysis 

(Bousquet et al., 2016). 

Nevertheless, histological evidence derived from the analysis of histopathological 

specimens reveals that some tumors are organized in a hierarchical manner, a feature 

that the stochastic model cannot explain (van Neerven et al., 2016). 

1.2.3.2 Cancer stem cell (CSC) model 

In recent years, a novel model of tumorigenesis was proposed (Figure 1.6B), based 

on the identification of a biologically distinct and rare tumor cell fraction within the 

total malignant cell population, displaying characteristics similar to those of normal 

stem cells – the cancer stem cell hypothesis. The existence of these CSCs was proposed 

by several authors (Sell and Pierce, 1994; Tu et al., 2002) and several experimental-

based studies in fact identified CSCs in acute myeloid leukemia (Bonnet and Dick, 1997), 

breast cancer (Al-Hajj et al., 2003), brain tumors (Singh et al., 2003) and bone sarcomas 

(Gibbs CP et al., 2005), among many others as previously reviewed (Visvader and 

Lindeman, 2008). 

Basic principles of the CSC theory. This hierarchical model postulates that a cellular 

hierarchy exists within the tumors, and only CSCs possess long-term self-renewal and 

differentiation potential into different lineages. CSCs, as the founders of the entire 

tumor cell population, reside at the apex of such hierarchy and give rise to committed 

progenitor cells with progressively higher levels of differentiation, and lower proliferative 

capacity and restricted renewal potential (Clarke et al., 2006; Visvader and Lindeman, 

2012). However, the model does not accommodate the possibility of reversal between 

cellular states with intrinsic unrestricted or limited proliferative capacities, that is, a 

committed progenitor cell shall not display proliferative capacity similar to the 

undifferentiated stem-like cells (Nguyen et al., 2012). 

CSCs display intrinsic heterogeneity. The CSC model does necessarily require that 

CSCs are homogeneous cell subsets at the genetic or functional levels. Indeed, several 

studies, indicate that different CSC sub-populations that are genetically distinct may co-
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exist (Visvader and Lindeman, 2012), which explains the distinct roles that CSCs possess, 

namely in tumor initiation, chemoresistance or self-renew abilities (Maugeri-Saccà et al., 

2013). A comprehensible explanation of the most used in vitro techniques available for 

CSC identification and isolation is given in Annex I. Principles, advantages and 

limitations of the sphere, side-population and Aldefluor™ assays, as well as CD marker 

sorting techniques, are explained in that section of this thesis. 

CSCs have important therapeutic implications. CSCs are relatively resistant to 

common chemotherapeutic agents, in comparison to their more sensitive and 

differentiated progeny (Diehn et al., 2009a). In this regard, CSCs may account for cases 

of relapses post-treatment and also contribute for the development of metastatic 

disease (Cheng et al., 2011). Therefore, an important clinical implication from this model 

is the possibility of eradicating tumor growth if CSCs are properly eliminated. Intense 

research has been conducted in the past years aiming to specifically target 

chemoresistant CSCs; signaling pathways involved in self-renewal and also depletion of 

the activity of detoxification systems seem to hold potential for a successive eradication 

of this chemoresistant cell subset within the tumors, as will be outlined in later sections 

of this thesis. 

1.2.3.3  The clonal and CSC models of cancer development are 

complementary – the plastic CSC model 

The clonal evolution model and the hierarchical CSC model of tumorigenesis are not 

mutually exclusive, and attempts to better describe tumor heterogeneity suggest a new 

type of model – the dynamic or plastic CSC model, which combines principles of both 

theories (Figure 1.6C). In this model, tumor heterogeneity results from hierarchical 

organization of different phenotypic cell clones, which may convert from non-

tumorigenic to tumorigenic cell fractions. Moreover, cancer cell populations behave 

dynamically due to their intrinsic cell plasticity, since not only CSC can generate mature 

progeny, but also differentiated cells are able to switch phenotypically into stem-like 

cells, in the presence of the appropriate oncogenic insults (Vicente-Duenas et al., 2009; 

Cabrera et al., 2015). Collectively, these two mechanisms have also been referred to as 

phenotypic switching (Kemper et al., 2014) or more recently, as bidirectional 

interconversion (van Neerven et al., 2016). Indeed, several studies characterizing 

embryonic stem cells (ESCs), adult somatic stem cells and CSCs seem to exclude the 

scenario in which the clonal evolution model and the CSC model are of antithetic 

nature: 
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 Takahashi and Yamanaka in 2006 demonstrated that fibroblasts, differentiated 

mature cells, could be converted in induced pluripotent stem cells by acquiring a 

stemness state due to forced expression of the core of embryonic transcription 

reprogramming factors (Oct3/4, Sox2, c-Myc, Klf4), so-called Yamanaka factors 

(Takahashi and Yamanaka, 2006); 

 Several studies in different cancer types also demonstrate that stemness in cancer 

is a cell state, which is affected by multiple conditions such as hypoxia, pH, paracrine 

signals and activation of the EMT. These conditions promote the expression of stem cell 

markers and clonogenic ability in differentiated cancer cells, which suggests that 

reprogramming of stemness may also occur in cancer (Mani et al., 2008; Li et al., 2009; 

Vermeulen et al., 2010; Hjelmeland et al., 2011); 

 External influences derived from the microenvironmental conditions surrounding 

cancer cells, which is a key mainstay of the principles of the clonal evolution model, are 

also involved in the biology of CSCs, namely by imprinting dynamics to the process of 

acquisition and retention of stem-like features (Vermeulen et al., 2010; Hjelmeland et al., 

2011); 

 Not only CSCs, but also early progenitors derived from CSCs division, seem to be 

able to propagate the tumors, although with different temporal patterns, as exemplified 

in colon cancer (Dieter et al., 2011). This fact is strengthened by other studies 

demonstrating that CD133-positivity is not exclusive of tumor-initiating cells and 

CD133-negative cells are also tumorigenic (Shmelkov et al., 2008); 

 The genetic heterogeneity observed among cancer-propagating cell populations 

suggests a clonal evolution within the stem cell pool, as exemplified in acute 

lymphoblastic leukemia, in which sub-clones have variegated genetics and branched 

evolutionary origins (Anderson et al., 2011). 

The clear distinction of the clonal evolution model from the CSC model requires that 

researchers employ complex methods of clonal tracking to determine whether there 

exists stochastic causality on CSC activity and propagation. Moreover, a better 

functional characterization of CSCs is important to identify these cells, since genetic and 

phenotypic features may differ from the stem-like cell behavior that is detected at the 

functional levels (Nguyen et al., 2012). 



| Chapter 1 – 1.2 CSCs in solid tumors 

 

32 

1.2.4  Cancer stem cells in osteosarcoma 

The identification of osteosarcoma CSCs has gained increasing attention over the last 

decade. In this section we highlight some of the studies that already reported the 

existence of these cells in osteosarcoma cell lines and patient samples, and explored 

their leading role in osteosarcoma genesis and resistance to therapies. 

Spheres. The sphere-formation assay has been widely used to isolate CSCs from diverse 

solid tumors. Gibbs and co-workers reported for the first time results derived from the 

application of this assay to osteosarcoma cell lines (Gibbs CP et al., 2005). Since then a 

growing number of groups also employed the simple and practical principles of the 

sphere assay to enrich and expand osteosarcoma CSCs, which were subsequently 

characterized by, for instance, the expression of pluripotency-related markers (Di Fiore 

et al., 2009; Fujji et al., 2009; Wang et al., 2009; Saini et al., 2012; Martins-Neves et al., 

2012) and resistance to chemotherapy (Martins-Neves et al., 2012; Zhang et al., 2013; 

Salerno et al., 2013; Yu et al., 2016). 

Aldefluor™. Activity of aldehyde dehydrogenases (ALDH) using the commercial 

Aldefluor™ assay kit has been increasingly used in the identification and isolation of 

CSCs in several tumors types. Honoki and colleagues in 2010 firstly reported the 

identification of ALDH-positive osteosarcoma cells (Honoki et al., 2010). Later on, studies 

from Wang and co-workers also revealed the presence of ALDH-positive cells in mouse 

xenografts and correlated with stem cell marker expression and high tumorigenicity 

(Wang et al., 2011). Also in murine osteosarcoma cells ALDH seems to cooperate with 

DKK-1 to enhance tumorigenic properties (Krause et al., 2014). 

Side-population. Although the side-population assay is more questionable than the 

Aldefluor™ assay due to its less accurate technical implementation (Golebiewska et al., 

2011), several groups have published data using this assay to identify and isolate 

osteosarcoma CSCs. Wu et al. reported in 2007 the existence of a distinct cell 

population extruding Hoechst-33342 in osteosarcoma samples, consistent with the side-

population phenotype (Wu et al., 2007). The protocol optimized by this group has since 

then been used by other researchers to identify the side-population in osteosarcoma 

cell lines (Tirino et al., 2008; Tang et al., 2011a; Rouleau et al., 2012). Isolated side-

population cells have been associated with tumorigenic capacity, expression of 

stemness-related markers including Wnt signaling activation (Yi et al., 2015), sphere-

forming capacity, clonogenicity and drug resistance (Wang and Teng, 2016). 
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Surface markers. Despite that the identification of stem-like cell populations, based on 

surface marker expression, has been more elusive in mesenchymal tumors than in other 

types of liquid and solid tumors, several groups have successfully characterized these 

cell subsets in osteosarcomas. Tirino and co-workers in 2008 reported for the first time 

the existence of CD133-positive cell subset within osteosarcoma cell lines that formed 

spheres, had a side-population profile and expressed ABCG2 (Tirino et al., 2008). CD133 

has since then been validated by other independent groups (Di Fiore et al., 2009; He et 

al., 2012; Fujiwara et al., 2014; Wang et al., 2015a; Zhou et al., 2015), being associated 

with poor prognosis and chemoresistance. Other groups have also identified surface 

markers such as CD29, CD90, CD105, CD44, ICAM-1, CD56, identified as a mesenchymal 

signature (Levings et al., 2009), CD117 (Adhikari et al., 2010; Pu et al., 2016; Yu et al., 

2016), CBX3 and ABCA5 (Saini et al., 2012), CD248 (Rouleau et al., 2012; Sun et al., 2015) 

and CD271 (Tian et al., 2014). In general, expression of these surface markers correlates 

with stemness signatures in osteosarcoma and aggressive cellular phenotypes. 

microRNAs. Recently, increasing attention has been devoted to microRNAs in the 

biology of cancer cells. Di Fiori and colleagues firstly suggested that microRNAs such as 

let-7/98 and miR-29a,b,c involved in carcinogenesis and stemness could be new 

markers for osteosarcoma (Di Fiore et al., 2013). Later on, the same group reported that 

overexpression of miR-29b-1 reduced proliferation, stemness features and 

chemoresistance of 3AB-OS cells (Di Fiore et al., 2014). Since then, other authors also 

reported the involvement of other microRNAs, such as mir-148a (Chang Y et al., 2015), 

miR-143 (Zhou et al., 2015), Let-7d (Di Fiore et al., 2016), miR-34a-5p (Pu et al., 2016) 

and miR-26a (Lu et al., 2016), which are involved in osteosarcoma stemness, regulation 

of cell survival and resistance to therapies. However, caution should be taken when 

considering microRNAs as therapeutic targets or as diagnostic and prognostic markers, 

since they may present diverse functional roles and molecular mechanisms within the 

tumor cells, playing oncogenic but also tumor suppressive roles depending on the 

specific microRNA, and the tumor type and context. 

1.2.5 Pluripotency and self-renewal-related signaling pathways involved 

in the biology of cancer stem cells 

The presence of CSCs in several types of malignancies is now well established. These 

cells display many characteristics of embryonic and adult stem cells. An increasing 

number of studies have demonstrated that CSCs typically have tenacious activation or 
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expression of components of the highly conserved signal transduction pathways 

involved in development, differentiation and tissue homeostasis, such as the Notch, 

Hedgehog and Wnt pathways. Abnormal activity of these pathways that control stem-

cell self-renewal seems crucial for the tumorigenicity of CSCs, cells in which these 

embryonic pathways may also interact with many other signaling pathways controlling 

cellular division, survival and invasion. Therefore, therapeutic targeting of Notch, 

Hedgehog and Wnt pathways in CSCs may be a leading strategy for the blockade of 

CSC’s self-renewal and proliferation (Takebe et al., 2015). 

 Pluripotency in human embryonic stem cells (ESC) 

The transcriptional regulatory networks in ESCs are governed by the pluripotency-

associated factors Oct4, Sox2 and Nanog. Studies employing chromatin 

immunoprecipitation-based technologies revealed that these transcription factors have 

extensive co-binding and their gene targets have also been mapped. Oct4 and Nanog 

are key regulators of the ESC pluripotency due to their relatively unique expression 

pattern in these cells (Boyer et al., 2005). These studies uncovered the existence of an 

Oct4-centric module, which includes Oct4, Sox2 and Nanog, as well Klf4 and Tcf3 (Jiang 

et al., 2008; Cole et al., 2008). Oct4 is also known to interact biochemically with some of 

these factors, including Sox2 (van den Berg et al., 2010). The auto-regulatory loop 

formed by Oct4, Sox2 and Nanog generates a stable state for ESCs to maintain their 

pluripotentiality by keeping them in a controlled gene expression program and by 

regulating the expression levels of transcription factors, safeguarding the entrance into 

differentiation programs, which occurs when their expression and function is no longer 

present (Young, 2011). 

Extracellular signals from diverse signaling pathways, such as BMP, FGF, Wnt and 

Activin/Nodal also regulate human ESC transcriptional regulation that is required for the 

maintenance of self-renewal and pluripotency (Yeo and Ng, 2013) (Figure 1.7). For 

instance, FGF-signaling via MEK/ERK activation is necessary to prevent extra-embryonic 

differentiation (Li et al., 2007). Activin signaling, through SMAD2/3 transcription factors, 

is known to up-regulate Nanog expression (Vallier et al., 2009). Also endogenous 

activity of Wnt signaling controls the differentiation fate of ESCs, as shown by studies 

from the Nusse group. These authors demonstrated that human ESC lines had 

heterogeneous Wnt activation, with the individual levels of cellular activity correlating 

with the diverse commitment towards lineage specification and clonogenic potential 

(Blauwkamp et al., 2012). 
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Figure 1.7. Interplay between pluripotency networks and self-renewal-related signaling 

pathways in human ESCs. Pluripotency in ESCs is maintained by the core transcriptional 

regulatory network composed of Oct4, Sox2 and Nanog. Activity of these transcription factors is 

influenced by diverse external clues derived from signaling pathways such as Wnt, FGF, 

Activin/Nodal and BMPs. Adapted from 

https://media.cellsignal.com/www/pdfs/science/pathways/esc_pluripotency.pdf (assessed in 

September, 27 2016). 

 

Although these stem cells express transcription factors (Oct4, Sox2 and Nanog) that 

are classically associated with pluripotency, there are substantial differences in the 

features of the transcriptional regulatory networks that characterize them in ESCs and in 

cancer cells, which are widely known for their deregulation on the more diverse 

signaling pathways. Deciphering these pluripotent networks in cancer cells may provide 

new mechanistic insights into how these networks contribute to tumorigenesis and even 

resistance to therapies (Ng and Surani, 2011; Kim and Orkin, 2011). 

https://media.cellsignal.com/www/pdfs/science/pathways/esc_pluripotency.pdf
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 Pluripotency networks in cancer cells 

The existence of embryonic-related features in tumor cells was firstly proposed by 

Rudolf Virchow, who hypothesized that tumors arise from embryo-like cells, after having 

verified that tumors display a high degree of cellular heterogeneity following 

pathological examination (Virchow, 1855). Later on, other studies proposed that tumors 

may arise from dormant embryonic remnants that exist in adult tissues, which once 

reactivated in certain conditions may evolve to tumors (Durante, 1874; Cohnheim, 1875). 

Back in 2008, studies from the Weinberg group, demonstrated that histologically 

poorly differentiated tumors had an expression profile of markers associated with ESC 

identity and also Nanog, Oct4, Sox2 and c-Myc target genes were more frequently 

overexpressed in poorly differentiated tumors than in well-differentiated tumors (Ben-

Porath et al., 2008). Schoenhals and colleagues compared the expression of Oct4, Sox2, 

Klf4 and c-Myc in a series of 40 human tumors with that of their normal tissue 

counterparts using publicly available gene expression data and found significant 

overexpression of at least 1 out of 4 pluripotency factors Oct4, Sox2, Klf4 or c-Myc in 

18 out of the 40 tumors. In some cases the expression of these genes was associated 

with tumor progression or bad prognosis, which reinforces the key role these 

transcription factors might have in the pathological self-renewal characteristics of cancer 

cells (Schoenhals et al., 2009). 

Several other groups have also explored the fundamental role of embryonic factors 

in mediating tumorigenesis and reprogramming of cancer cells towards a stem-like 

phenotype, in diverse tumor types. Li et al. demonstrated that c-Met enhanced the 

glioblastoma CSC subset via a mechanism requiring Nanog (Li et al., 2011). Other 

groups showed that a proper interplay between Nanog, Hedgehog signaling and p53 is 

also crucial for tumor growth and stem cell behavior in glioblastoma (Zbinden et al., 

2010). Also in hepatocellular carcinoma, Nanog was demonstrated to regulate stem cell 

renewal through up-regulation of the IGF1R-signaling pathway (Shan et al., 2012). In 

this tumor, Oct4 has a critical role in stemness maintenance mediated by the sex-

determining region Y (SRY) protein (Murakami et al., 2015). 

Expression of OCT4 or transmembrane delivery of Oct4 protein induced the 

dedifferentiation of melanoma cells and acquisition of typical CSC-like features. 

Interestingly, forced Oct4 expression was also correlated with autoregulation of Oct4 

expression and increased expression of other embryonic transcription factors such as 

Nanog and Klf4 (Kumar et al., 2012). 
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An elegant study from Stolzenburg and colleagues demonstrated that selectively 

targeting Sox2 with a zinc finger-based artificial transcription factor suppressed mRNA 

expression in breast cancer cells, and resulted in reduced cell proliferation in vitro and 

in vivo. This study showed that also embryonic transcription factors are “druggable” 

molecules and important therapeutic targets in cancer (Stolzenburg et al., 2012). Sox2, 

similar to other ESC transcription factors, plays important roles in stem cell functions in 

different tumor types such as skin squamous-cell carcinoma (Boumahdi et al., 2014) and 

ovarian cancer (Li et al., 2015), contributing also to chemoresistance. 

Recently, several studies have demonstrated that Klf4 expression is cancer type-

dependent and its expression during tumorigenesis may be depending on the tumor 

stage and play either a tumor suppressive or oncogenic role. For instance, the tumor 

suppressive role of Klf4, which is frequently down-regulated in colorectal cancer, was 

highlighted in in vivo models of colonic tumorigenesis. This study showed that Klf4 is 

involved in acinar-to-ductal cell reprogramming and has a critical role in suppressing 

the development of colonic neoplasia (Ghaleb et al., 2016). Also Wei et al. showed that 

Klf4 is up-regulated in and required for acinar-to-ductal metaplasia during early 

pancreatic carcinogenesis and its ablation reduces the formation of pancreatic 

intra-epithelial neoplasia induced by mutant Kras (Wei et al., 2016). However, for 

instance in esophageal squamous cell carcinoma, Klf4 expression is decreased and its 

deletion induced squamous cell dysplasia in mouse models. Also, recent studies indicate 

that Klf4 is decreased in high-grade dysplasia and early stage esophageal squamous cell 

tumors, but its expression increased with advanced cancer stage, and Klf4 expression in 

these tumors was inversely correlated with survival (Yang and Katz, 2016). Altogether 

these studies highlight the fact that using the expression of these transcription factors 

as diagnostic or therapeutic targets should be done taking in consideration the context 

and tumor type. 

1.2.5.1  Self-renewal - Notch signaling pathway 

Notch signaling is an important developmental-related signaling pathway controlling 

stem cell self-renewal. Notch controls the cell fate of ESCs during embryonic 

development and also plays a leading role in the differentiation of somatic stem cells 

into more specialized cell types. Notch signaling pathway is complex, plays different 

roles in diverse functional activities, and different cells and tumor types may express 

diverse Notch receptors and ligands. Post-translational modifications of pathway 

molecules and also crosstalk with other signaling pathways might also modify and 
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determine the net effect of Notch signaling (Andersson and Lendahl, 2014). Interactions 

between Notch transmembrane ligands (e.g. DLL1/3/4, Jagged1/2) from one cell with 

transmembrane receptors (Notch1-4) in another cell triggers a proteolytic cascade that 

culminates in the release of an intracellular fragment that can interact with CSL 

transcription factors that regulate the expression of target genes, such as p21, cyclin D1, 

cMyc and those belonging to the HES and HEY family (Gu et al., 2012) (Figure 1.8). 

 

 
 

Figure 1.8. Notch signaling pathway. Cell-to-cell contact enables the activation of Notch 

signaling. Delta or Jagged ligands interact with Notch receptors and lead to a signaling cascade 

that culminates in the transcriptional activation of Notch-associated target genes. Adapted from 

(Takebe et al., 2011). 

In this signaling cascade, the enzyme γ-secretase plays a central role in the cleavage 

of the active Notch intracellular domain (NICD), and several compounds aiming to 

specifically target γ-secretase were already developed and are in clinical investigation 

(Takebe et al., 2015). Several evidence associates alterations in the Notch signaling 

pathway to cancer development. Depending on the tissue type and cellular conditions, 

Notch signaling may serve both as oncogene if involved in stem cell self-renewal, or as 
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a tumor suppressor if involved in the regulation of cellular terminal differentiation 

(Previs et al., 2015). 

Notch pathway regulates cell-fate determination and maintains tissue homeostasis, 

playing a role also in CSCs from various malignancies (Takebe et al., 2011). Examples 

include embryonal tumors, such as medulloblastoma, glioblastomas, pancreatic cancer 

and osteosarcoma. In fact, in these cancers Notch ligands and receptors have been 

found up-regulated and Notch inhibition associated with the suppression of typical 

Notch target genes such as Hes1, reduction of sphere formation and also of cells 

displaying CSC markers’ expression, and reduction of tumorigenic potential of stem-like 

cells (Fan et al., 2006; Fan et al., 2010; Abel et al., 2014). Importantly, the Notch pathway 

has also been shown to be a possible driver of osteogenic sarcoma (Tao et al., 2014) 

and its inhibition suppresses osteosarcoma growth (Tanaka et al., 2009). 

 Notch signaling and resistance to therapies 

Several studies suggest that Notch pathway is related to chemo- and radioresistance, 

and the pharmacological inhibition of this pathway might be an interesting manner to 

counteract the capacity of CSCs from various malignancies to survive conventional 

therapy (Pannuti et al., 2010). 

Wang and colleagues showed that inhibition of the Notch pathway by a γ-secretase 

inhibitor or Notch shRNA renders glioblastoma CSCs more sensitive to radiation 

therapy, by specifically impairing the clonogenic survival of CSCs, but not of the non-

stem glioma cells, and by reducing the activity of the survival-related molecules such as 

AKT and Mcl-1. Of relevance, these authors also showed that Notch knockdown 

impaired xenograft tumor formation. This study suggested that Notch pathway may 

serve as another potential therapeutic target for reducing glioblastoma radioresistance 

(Wang et al., 2010b). McAuliffe et al. conducted studies in ovarian CSCs and 

demonstrated that activation of the Notch signaling pathway, particularly via Notch3, 

are critical for the stemness regulation and cisplatin resistance. Moreover, Notch 

inhibition increased cells’ sensitivity to cisplatin; also, the combinatorial treatment 

(cisplatin and γ-secretase inhibitor) targeted both the ovarian CSCs and the bulk of 

tumor cells, demonstrating a synergistic cytotoxic effect in Notch-dependent tumor cells 

(McAuliffe et al., 2012). Another group has shown that treatment of breast cancer cells 

with the small herbal molecule psoralidin suppressed the proliferation of both parental 

ALDH-negative cells and ALDH-positive CSCs isolated from the MDA-MB-231 cell line. 

The cytotoxic effects of psoralidin were mediated by down-regulation of Notch1 
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signaling and also of epithelial-mesenchymal markers such as β-catenin and vimentin 

(Suman et al., 2013).  

Many agents targeting the Notch pathway have entered clinical trials [as reviewed 

recently in (Takebe et al., 2015)] and hold potential for eradicating CSCs resistance, 

especially in combination with chemotherapy or other targeted agents. 

 Notch signaling in osteosarcoma 

As reported for other solid tumors, the prominent role of Notch signaling in 

controlling osteosarcoma CSCs has also been subjected of research by several 

independent groups. In general, activation of Notch pathway correlates with altered cell 

proliferation, chemoresistance and metastatic abilities of osteosarcoma cells (Hughes, 

2010). 

Tanaka et al. showed that osteosarcoma patient specimens overexpress Notch 

receptors and ligands, such as NOTCH2, JAGGED1, HEY1, and HEY2. Moreover, Notch 

inhibition associated with reduced cell proliferation in vitro and tumor progression in 

vivo, accompanied by cell cycle arrest and down-regulation of cell cycle promotors such 

as cyclin D1 and up-regulation of cell cycle suppressors, such as p21 (Tanaka et al., 

2009). Using a murine in vitro model of osteosarcoma, Mu and co-workers showed that 

Notch genes (NOTCH1, 2, 4) and also HES1 and STAT2 target genes were up-regulated 

in the highly metastatic K7M2 cell line, compared to the less metastatic K12 cells. Also, 

Notch inhibition reduced ALDH activity in K7M2 cells (Mu et al., 2013). Tao and co-

workers developed a mouse model of osteosarcoma based on the conditional 

expression of the intracellular domain of Notch1 (NICD). These authors showed the 

fundamental role of Notch activation in osteosarcoma since expression of NICD in 

immature osteoblasts was enough to favor the formation of tumors consistent with the 

pathophysiology of osteosarcoma with complete penetrance. Moreover, Notch 

expression combined with loss of TP53 synergistically accelerated osteosarcoma 

development, further demonstrating the importance of Notch activation paralleled by 

mutations in TP53 as drivers of osteosarcomagenesis (Tao et al., 2014). 

Activation of Notch pathway has also been reported after exposure of osteosarcoma 

cells to chemotherapeutics such as doxorubicin and cisplatin. It has been shown that 

doxorubicin at non-toxic doses inhibits proliferation of osteosarcoma cells through up-

regulation of Notch target genes such as NOTCH1, HEY1, HES1, and HES5 (Ji et al., 

2015), while sub-lethal doses of cisplatin select for cisplatin-resistant cells exhibiting a 

mesenchymal profile and stem cell-related genes, such as Stro-1 and CD117, a 
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phenotype that was down-regulated by γ-secretase inhibition. Moreover, Notch 

inhibition prevented tumor recurrence in resistant xenograft tumors (Yu et al., 2016). 

Overall, these studies indicate that targeted inactivation of the self-renewal Notch 

pathway may be useful for the elimination of CSCs and the overcoming of drug 

resistance in osteosarcoma. 

1.2.5.2  Self-renewal - Hedgehog signaling 

The Hedgehog signaling pathway is also recognized as a key regulator of embryonic 

development, controlling cellular differentiation, proliferation and self-renewal. 

Depending on the context, Hedgehog signals may act as morphogens, inducing 

different cell fates, or act as mitogens, regulating cell proliferation and organ 

development. In adult somatic cells, Hedgehog remains active and involved in the 

regulation of tissue homeostasis and maintenance of stem cell renewal (Gupta et al., 

2010). 

Hedgehog signaling in human cells (Figure 1.9) initiates when Hedgehog ligands 

desert, indian or sonic hedgehog (DHH, IHH, SHH respectively) bind to transmembrane 

receptors such as Patched 1 (PTCH1). This binding results in the activation of 

smoothened (SMO), which is normally repressed by PTCH (off state). SMO activation 

enables the transduction of Hedgehog signals to the cytoplasm (Taipale et al., 2002), 

through the activation of transcriptional activity of GLI transcription factors, namely the 

activators GLI1 and GLI2 (on state). GLI1 expression is highly dependent on active 

Hedgehog, and is therefore used as readout of Hedgehog pathway activation. In the 

absence of ligands, GLI transcription factors are proteolytically processed to generate 

the transcriptional repressor GLI3. In human cells, Hedgehog target genes include 

molecules involved in the signaling pathway itself, such as GLI1 and PTCH1, but also 

other cell-specific genes involved in cell proliferation, apoptosis and vascularization, 

such as cyclin D, Myc, Bmi1, Bcl-2, VEGF and Snail, depending on the contexts and cell 

types (Scales and de Sauvage, 2009). 
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Figure 1.9. Hedgehog signaling pathway. Diagram depicting the ligands, receptors and 

transcriptional regulators of Hedgehog signaling pathway. See text for further details. Adapted 

from (Lim et al., 2013). 

 Hedgehog signaling and resistance to therapies 

Similar to Notch signaling, also the Hedgehog pathway has been shown to be 

constitutively active in several cancer types and implicated in drug resistance, which 

seems to be mediated by paracrine signaling, interactions between the tumor cells and 

the surrounding stroma and also pathway activation in CSCs (Gupta et al., 2010). 

A decade ago, Sims-Mourtada and colleagues explored the connection between 

Hedgehog and ABC transporters. Hedgehog inhibition increased the sensitivity of 

esophageal adenocarcinoma cells to docetaxel, methotrexate and etoposide. Moreover, 

Hedgehog was shown to regulate P-glycoprotein and BCRP expression (Sims-Mourtada 

et al., 2007). Inhibition of Hedgehog signaling with IPI-926, a compound that depletes 

tumor-associated stromal tissue, was also shown to enhance the delivery of gemcitabine 

in a mouse model of pancreatic cancer (Olive et al., 2009). Also in myeloid leukemia, 

activation of Hedgehog was correlated with enhanced chemoresistance, and pathway 

inhibition interfered with P-glycoprotein-mediated drug resistance (Queiroz et al., 2010). 

More recently, several other groups further explored the connection between 

Hedgehog activation and resistance to chemotherapy. For instance, SMO antagonists 



 

General Introduction | 

43 

sensitized resistant ovarian cancer cells and ALDH-positive cells to paclitaxel and 

combination treatments reduced tumor burden in vivo (Steg et al., 2012b). In gastric 

cancer, CD44-positive/Musashi-1-positive cells, which account for enhanced resistance 

to doxorubicin due to high drug efflux activity, overexpressed SHH and GLI1, but were 

sensitive to pharmacological and genetic GLI inhibition associated with ABCG2 down-

regulation (Xu et al., 2015a). Other groups showed that Hedgehog pathway activity may 

transcriptionally control the expression of Twist1 and Snail, independently of ABC 

transporters; this study also found that TWIST1 is a direct target of the transcription 

factor GLI (Kong et al., 2015). Recently, in advanced non-small-cell lung carcinoma, GLI2 

expression was found to be more often positive in patients refractory to chemotherapy 

than patients with controlled disease, which further reinforces that Hedgehog pathway 

activation is associated with resistance to chemotherapy (Giroux Leprieur et al., 2016). 

 Hedgehog signaling in osteosarcoma 

Activation of the Hedgehog pathway is an important event in many types of human 

cancer and osteosarcoma is not exception, as evidenced by several studies. 

Hirotsu and colleagues firstly demonstrated that SMO was a therapeutic target in 

osteosarcoma, as SMO genetic depletion or pharmacological inhibition prevented cell 

proliferation in vitro and in vivo. This study found that several cell lines and also biopsy 

specimens overexpressed signaling molecules such as SMO, PTCH1 and GLI, implying an 

activation of the pathway in osteosarcoma (Hirotsu et al., 2010). 

Studies from the Setoguchi lab widely explored the role of GLI2 in human 

osteosarcoma. In 2011, this group reported that GLI2 was overexpressed in biopsy 

specimens and in vitro GLI2 knockdown prevented cell proliferation, by inducing cell 

cycle arrest and down-regulation of cell cycle promoters, such as cyclin D1 and 

phosphorylated Rb proteins (Nagao et al., 2011). Moreover, GLI2 also seems to be 

involved in metastatic dissemination since genetic knockdown or pharmacological 

inhibition of GLI2 inhibited cell migration and invasion and decreased lung metastasis 

(Nagao-Kitamoto et al., 2015a). Subsequent studies showed that osteosarcoma cell 

invasion mediated by GLI2 was regulated by ribosomal protein S3. Knockdown of GLI2 

reduced the expression of this protein and cell migration, while forced expression of 

ribosomal protein S3 rescued that phenotype. This study indicated this signaling axis as 

a new marker of invasive osteosarcoma, since expression of ribosomal protein S3 was 

higher in osteosarcomas with lung metastases compared with specimens that were not 

disseminated (Nagao-Kitamoto et al., 2015b). More recently, another report from this 
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group showed that Hedgehog inhibitors such as arsenic trioxide and vismodegib 

synergistically reduced cell proliferation when used in combination with standard 

chemotherapeutics, and treatment combination was also effective in a mouse xenograft 

model, establishing Hedgehog pathway inhibitors as an attractive therapeutic method in 

osteosarcoma (Saitoh et al., 2016). Other reports further confirmed that Hedgehog 

signaling is an important therapeutic target in osteosarcoma and overexpression of 

pathway members such as GLI2 correlates with poor clinical outcomes (Yang et al., 

2013). 

1.2.5.3  Self-renewal - Canonical Wnt or Wnt/β-catenin signaling 

pathway 

The regulation of stem cell properties in cancer cells is regulated by several signaling 

pathways, among which the Wnt/β-catenin is probably the most relevant and studied. 

Wnt/β-catenin signaling has a stage- and cell type-dependent function in bone 

development and also in cancer formation. The sequestration of Wnt ligands by e.g. 

Wnt inhibitory factor 1 (WIF1) or secreted frizzled-related proteins (SFRPs), or the 

interaction of lipoprotein-related protein 5 and 6 (LRP5/6) co-receptors with 

extracellular antagonists such as dickkopf-1 (DKK-1) and sclerostin (SOST) directly inhibit 

Wnt signaling (Figure 1.10, left panel). Moreover, the central signaling mediator β-

catenin is normally phosphorylated, ubiquitinated and conducted to proteasomal 

degradation at the cytoplasmic level (off state), a process that occurs under control of 

the β-catenin destruction complex, a multi-protein molecular structure consisting of 

adenomatous polyposis coli (APC), casein kinase 1α, Axin 1/2, glycogen synthase kinase 

3β (GSK-3β) and tankyrase 1/2. 

Wnt/β-catenin signaling initiates when activating ligands, such as Wnt3A (Willert et 

al., 2003), bind to members of the Frizzled receptor family and lipoprotein-related 

protein 5 and 6 (LRP5/6) co-receptors (Cong et al., 2004) – activation of the on state 

(Figure 1.10, right panel). The interaction of a Wnt ligand with these membrane 

receptors triggers a signal cascade that reduces the degradation of β-catenin. During 

this on state β-catenin protein is not conducted to ubiquitin-proteasome-mediated 

degradation and its levels stabilize in the cytoplasm. The rise in protein levels and 

subsequent successive phosphorylation steps, culminate in the translocation of β-

catenin to the nucleus. Once at the nuclear level, β-catenin partners with T-cell 

factor/lymphoid enhancer factor (TCF/LEF) family of transcription factors (Fodde and 

Brabletz, 2007), thereby promoting transcriptional activation of several specific target 
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genes, such as cyclin D1 and c-Myc, which regulate cell cycle, proliferation and 

differentiation (Tetsu and McCormick, 1999; He et al., 1998), and also Axin2 and DKK-1, 

negative modulators of the signaling pathway (Jho et al., 2002; Niida et al., 2004). 

 

 
 

Figure 1.10. Wnt/β-catenin signaling pathway. Overview of the Wnt/β-catenin pathway, also 

known as canonical Wnt pathway. Adapted from (Baron and Kneissel, 2013). 

 Targeting Wnt/β-catenin pathway in cancer 

Wnt/β-catenin pathway can be abnormally activated in cancer by several manners, 

due to the large number of signaling molecules involved in the pathway, as previously 

described. Moreover, Wnt is implicated in several tumors of both epithelial and 

mesenchymal origin, with special emphasis for leukemia, colon, breast and prostate 

cancers. There is therefore a great interest and potential for the development of Wnt 

antagonists. Drugs targeting the Wnt pathway are currently on the market or under 

development, and are categorized in non-steroidal anti-inflammatory drugs (NSAIDs), 

derivatives of vitamin D, antibody-based treatments, and small molecule inhibitors 

(Yang et al., 2016). 
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Small-molecule antagonists of the Wnt pathway ultimately leading to β-catenin 

degradation appear to be a promising strategy to specifically target tumor cells (Bao et 

al., 2012; Lau et al., 2013; Tian et al., 2013; Wessel Stratford et al., 2014). Tankyrases are 

members of the PARP-family of poly-ADP-ribosylation proteins, and promote the 

ubiquitination and degradation of Axin proteins. Axin is the concentration limiting factor 

in regulating the efficiency of the degradation complex exerting a key regulatory node 

in the Wnt/β-catenin signaling cascade. Tankyrase inhibitors, such as IWR-1, stabilize 

Axin by inhibiting the poly-ADP-ribosylating enzymes preventing PARsylation and 

ubiquitylation, thereby enhancing the stability of the degradation complex with 

consequent attenuation of Wnt/β-catenin signaling (Huang et al., 2009). Pre-clinical 

studies, using tankyrase inhibitors, have shown that Axin stabilization via inhibition of 

tankyrase exerts significant anti-tumoral effects both in vitro and in xenografted animals 

with colon (Lau et al., 2013) and lung cancer (Busch et al., 2013). 

Other compounds such as curcumin, piperine (polyphenols), sulforaphane (natural 

compound extracted from broccoli) and salinomycin (an antibacterial potassium 

ionophore) have been shown to inhibit, for instance, sphere forming efficiency and 

ALDH activity of breast cancer cells (Kakarala et al., 2010), and to decrease tumor 

growth after serial transplants in mice (Gupta et al., 2009; Li et al., 2010). Salinomycin 

and sulforaphane also seem to be active against osteosarcoma cells, via inhibition of 

Wnt/β-catenin signaling, decrease in sphere forming efficiency, sensitization to 

doxorubicin and induction of cell cycle arrest (Tang et al., 2011b; Kim et al., 2011). A 

comprehensible description of clinical trials with drugs targeting the Wnt pathway was 

recently published (Zhan et al., 2016). 

 Wnt/β-catenin signaling in osteosarcoma 

Aberrant activation of Wnt/β-catenin has been linked to the development of 

numerous carcinomas, and linked to the self-renewal of CSCs in a variety of solid 

tumors (de Sousa et al., 2011; Mao et al., 2014). However, reports regarding the 

activation status of Wnt/β-catenin in osteosarcoma are contradictory and no definitive 

causal relationship has been established so far. 

 Wnt activation in osteosarcoma. Some authors reported an abnormal activation 

of Wnt/β-catenin mediated by an autocrine mechanism in osteosarcoma samples based 

on the detection of Wnt ligands, LRP5/6 co-receptors or cytoplasmic β-catenin staining. 

Elevated β-catenin levels have been associated with a metastatic phenotype in 

osteosarcoma (Kansara and Thomas, 2007). For example, osteosarcoma tumors 
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overexpressing LRP5, a Wnt co-receptor, are associated with a poorer prognosis and 

decreased patient survival (Hoang et al., 2004). Another study also suggested that 

abnormal activation of Wnt/β-catenin signaling is involved in the formation of lung 

metastasis (Guo et al., 2008). Furthermore, elevated levels of β-catenin are correlated 

with osteoprogenitor proliferation and the development of osteosarcoma lung 

metastasis (Iwaya et al., 2003). Also Vijayakumar et al. reported that Wnt signaling was 

active in 50% of human sarcomas and cell lines examined (Vijayakumar et al., 2011). 

Rubin et al. showed that re-expression of Wnt inhibitory factor 1 (WIF-1), a secreted 

Wnt-antagonist, inhibited Wnt signaling and reduced tumor growth and metastasis in 

osteosarcoma mouse models (Rubin et al., 2010). Therefore, deregulation of the Wnt 

signaling pathway may lead to osteosarcoma by hampering terminal osteogenic 

differentiation and promoting cell proliferation. These results show a possible 

therapeutic benefit of Wnt-pathway disruption in the treatment of metastatic 

osteosarcoma. The Wnt-pathway is a putative therapeutic target since it appears that 

aberrant activation of the pathway leads to the transcription of oncogenes and cell 

cycle promoters and therefore to cell proliferation and enhanced survival. 

 

 Wnt inactivation in osteosarcoma. Contradictory to other reports, previous data 

from the LUMC Bone Tumor Group, showed a down-regulation of Wnt/β-catenin in 

osteosarcoma biopsy samples and osteoblastomas, compared to normal osteoblasts, by 

evaluating nuclear β-catenin rather than cytoplasmic β-catenin. Nuclear β-catenin was 

absent in 90% of the biopsies and cell lines tested and the remaining cases showed 

weak nuclear staining. This report suggested that the loss of Wnt/β-catenin pathway 

activity contributes to osteosarcoma development and that only nuclear staining can 

determine the degree of Wnt activity, since it is within the nucleus that transcription 

occurs for target gene expression, which was furthermore confirmed by a Wnt induced 

reporter assay and inhibition of proliferation upon reactivation of Wnt/β-catenin 

signaling (Cai et al., 2010). Also data from genome wide expression analysis of 

osteosarcomas pointed to Wnt/β-catenin down-regulation in this bone tumor (Cleton-

Jansen et al., 2009). Inactivation of Wnt signaling was also previously observed in 

another study, further suggesting a tumor suppressor role for Wnt/β-catenin signaling 

(Matushansky et al., 2007). Inactivation of the Wnt antagonist, Wif-1, has been 

associated with radiation-induced osteosarcoma in mice, further implying deregulation 

of Wnt signaling in osteosarcomas (Kansara et al., 2009). 
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Some reconciling explanations for the contradictory findings reported may be the 

heterogeneous nature of osteosarcoma cells, the diverse methods used to detect 

Wnt/β-catenin activity (e.g. β-catenin staining, reporter activity) and the differentiation 

stages of the cells examined, with special emphasis for the fact that most reports do 

not discuss the implications of tumor heterogeneity in Wnt signaling activation or 

inactivation. 

Several studies already reported results targeting the Wnt pathway in osteosarcoma 

and other tumors (de Sousa et al., 2011; Gurney et al., 2012; Barham et al., 2013; Le et 

al., 2014; Takebe et al., 2015). When targeting the Wnt-pathway, activating mutations in 

downstream molecules, for example β-catenin, can be of negative influence as it may 

bypass Wnt inhibition and preserve the invasive phenotype of the cells (Kansara and 

Thomas, 2007). A pre-clinical study by Leow et al. has shown that inhibition of the 

Wnt/β-catenin pathway with curcumin and PKIF118-310 diminished nuclear β-catenin 

levels, resulting in a decreased intrinsic and activated β-catenin/TCF transcriptional 

activities and therefore expression of β-catenin target genes. This led to an inhibition of 

migratory potential through down-regulation of MMP-9, and a decrease in expression 

of cyclin-D, c-myc and survivin. This resulted in anti-proliferative effect and an increase 

in cell death and decreased cell migration and invasion (Leow et al., 2010). It also 

appears that blocking Wnt/LRP-5 signaling can reduce tumor invasiveness by reversing 

the EMT (Guo et al., 2007). 

None of the aforementioned studies addressed the role of the Wnt/β-catenin 

pathway in CSC subpopulations in osteosarcoma. All of them addressed exclusively cell 

lines and human tumor samples and considered the bulk tumor cells, which therefore 

do not allow inferences about the regulatory role of the Wnt/β-catenin signaling in 

CSCs, as they are postulated to represent a small fraction of the whole cell population. 

The critical role of Wnt signaling in modulating the delicate balance between self-

renewal and differentiation of MSCs (Ling et al., 2009), as well as in regulating the 

stemness networks in other adult stem cells, points out for a deregulation of this 

developmental pathway also in osteosarcoma CSCs. 
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1.3 DRUG RESISTANCE IN CANCER STEM CELLS AND 

OSTEOSARCOMA 

 

Several lines of evidence acquired from human cancer tissues and pre-clinical studies 

indicate that different mechanisms play a determinant role in cancer resistance to 

chemotherapeutics. The knowledge of the different signaling pathways (Figure 1.11) 

that determine chemoresistance is vital for the development of novel molecular targets 

that enhance chemosensitivity and may allow the selection of appropriate therapeutic 

strategies for human cancers. In this section, we analyze some important mechanisms 

and signaling pathways that are interrelated with cancer drug resistance, particularly in 

CSCs, by giving appropriate examples. 

 

 
 

Figure 1.11. Mechanisms contributing to cancer drug resistance. Diagram depicting some of 

the main mechanisms that may contribute to drug resistance in cancer. Mechanisms and signaling 

pathways indicated in italic are explored in the results presented throughout this thesis. 

Composed from images adapted from (Cheung and Rando, 2013; Garaycoechea et al., 2012), 

http://portal.faf.cuni.cz/Groups/Experimental-Pharmacology-and-Drug-Interactions/Research-

Projects/Drug-resistance-in-cancer/, 

http://www.abnova.com/support/resources.asp?switchfunctionid=%7BCBB86AB6-2EA6-422F-BBBD-

1CB8B9DCE6FA%7D (assessed September, 5 2016). 

http://portal.faf.cuni.cz/Groups/Experimental-Pharmacology-and-Drug-Interactions/Research-Projects/Drug-resistance-in-cancer/
http://portal.faf.cuni.cz/Groups/Experimental-Pharmacology-and-Drug-Interactions/Research-Projects/Drug-resistance-in-cancer/
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1.3.1 Quiescence and cell cycle arrest 

Dormancy or quiescence in tumors may be derived from a defective angiogenic 

process, in which tumor mass expansion is limited due to inability to recruit new and 

functional blood vessels, and therefore the tumor mass is poorly vascularized. This 

process is closely associated with cancer cell cycle arrest in which blockade of tumor 

mass expansion results from quiescence of tumor cells. Microenvironmental stimuli or 

intracellular hits leading to increased cell proliferation may result in escape from 

dormancy and expansion of the tumor mass, leading to the emergence of clinically 

relevant disease (Almog, 2010). Quiescence is molecularly regulated by the signaling 

pathways that govern cell cycle progression, namely the tumor suppressors p53 and RB 

proteins, cyclin-dependent protein kinase inhibitors, such as p21, p27, and p57, and also 

Notch-related pathways and some micro-RNAs (Cheung and Rando, 2013).  

 Quiescence and cell cycle restriction in cancer stem cells and 

osteosarcoma 

Quiescence is a common characteristic of drug-resistant cells and has been linked 

with stem cell traits in several tumors. Similar to normal stem cells, CSCs are quiescent, 

slow-cycling cells and therefore circumvent the production of high levels of intracellular 

reactive oxygen species (ROS), which accounts for their self-renewal capacity and 

resistance to chemotherapeutic drugs and also to ionizing radiation (Moore and Lyle, 

2011). For instance, quiescent glioblastoma CSCs have been revealed as selectively 

resistant to temozolomide treatment and being able to regenerate tumor growth after 

chemotherapy (Chen et al., 2012). Another study has shown that rapidly-proliferating 

glioma cells keep their slow-cycling counterparts in a reversible state of quiescence, 

which is related to high chemoresistance (Campos et al., 2014). Dey-Guha et al. 

reported that fast-cycling breast cancer cells could produce slowly proliferating progeny 

by asymmetric cell division. These “G0-like” cancer cells behaved like quiescent stem 

cells and were able to stably survive in vivo in a “out of cycle” state for a long period of 

time (Dey-Guha et al., 2011). Leukemia CSCs are among the types of stem-like 

populations most well-explored in terms of quiescence or dormancy (Essers and 

Trumpp, 2010). In fact, leukemic CSCs have been shown to exist in a quiescent state in 

the marrow niche and are resistant to tyrosine kinase inhibitors. This study also 

demonstrated that inhibiting Bcl-2 using sabutoclax enhanced the sensitivity of those 

cells to tyrosine kinase inhibition at doses that spare normal progenitors (Goff et al., 
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2013). The Fbxw7–c-Myc axis has also been proved to be crucial for the maintenance of 

quiescence and stemness in leukemia CSCs. Moreover, Fbxw7 ablation circumvented 

CSCs’ quiescence and sensitized the cells to imatinib treatment (Takeishi et al., 2013). 

Also, restriction of cell cycle progression by p21 expression seems crucial for 

maintaining self-renewal and preventing excessive DNA-damage in leukemia CSCs (Viale 

et al., 2009). In other tumor types, e.g. medulloblastoma, it was reported that Sox2-

positive cells, quiescent and resistant to chemotherapy, were responsible for the 

propagation of sonic hedgehog medulloblastomas, being also enriched following anti-

mitotic chemotherapy and SMO inhibition (Vanner et al., 2014). 

Quiescent stem cells among tumors seem to depend on apoptosis-related proteins 

for their survival. In fact, slow-proliferating lung CSCs retaining the PKH26 dye were 

shown to be significantly more sensitive to the BH3-mimetic ABT-737 than rapidly 

proliferating PKH26-low cells, especially due to Bcl-xL inhibition. This study also showed 

that in vivo ABT-737 therapy promoted a cell-cycle arrest of lung CSC-derived tumors 

implying the long-term benefits of ABT-737, as it preferentially eliminated the quiescent 

cells in non-small cell lung cancer (Zeuner et al., 2014). Lagadinou et al. also reported 

that Bcl-2 inhibition with ABT-263 severely impaired oxidative phosphorylation and 

selectively eradicated G0 quiescent leukemia stem cells, which also possessed low ROS 

levels, indicating that the association between lower ROS and quiescence is crucial for 

CSCs survival (Lagadinou et al., 2013). 

Quiescent cell populations have also been found in osteosarcoma and shown to be 

involved in chemotherapy resistance. Shimizu and colleagues demonstrated that IGF2 or 

insulin exposure create an autophagic state of cellular dormancy in highly tumorigenic 

osteosarcoma cells cultured under serum-free conditions, which then conferred 

resistance to drugs like doxorubicin, cisplatin and methotrexate (Shimizu et al., 2014). 

This dormant cell state correlated with enhanced cell survival and autophagy, and the 

presence of extracellular glutamine, which when inhibited in vivo, conferred sensitivity 

to chemotherapeutics in osteosarcoma xenografts in mice. Recently, also Jiang and co-

workers reported that microRNA-329 inhibits osteosarcoma cell proliferation and 

induced G0/G1 cell cycle arrest as well as inhibition of tumorigenicity in vivo, effects 

that seem to be mediated by the DNA repair protein Rad10 (Jiang et al., 2016).  
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1.3.2 Activity of aldehyde dehydrogenases (ALDH) 

In the context of drug resistance, a key characteristic feature of normal and 

malignant stem cells is the overexpression of enzymes belonging to the ALDH 

superfamily, particularly ALDH1A1, ALDH2 and ALDH3A1 (Douville et al., 2008). These 

enzymes mediate the conversion of xenobiotic and intracellular aldehydes, such as 

drugs, ethanol and vitamins, into their less harmful corresponding carboxylic acids, 

thereby acting as important mediators of defense against cytotoxic compounds that can 

induce DNA damage, inactivation of enzymes and even cell death (Xu et al., 2015b). 

ALDHs are responsible for the metabolic regulation of retinoic acid and ROS, and this 

seems to underlie the functional roles of ALDHs in CSCs. 

The regulation of retinoic acid metabolism by ALDH has been reported in breast 

CSCs, with its modulation being sufficient to induce breast CSC differentiation (Ginestier 

et al., 2007). Also in osteosarcoma, it has recently been shown that all-trans retinoic acid 

inhibits osteosarcoma growth by promoting osteogenic differentiation, mediated in part 

by activation of Smad signaling pathway (Yang et al., 2016). Moreover, Mu and 

colleagues reported that retinal treatment preferentially affected ALDH-high 

osteosarcoma cells by decreasing their proliferation, invasion capacity, and resistance to 

oxidative stress. These effects were more pronounced in highly metastatic osteosarcoma 

cells, accompanied by altered expression of metastasis-related genes and down-

regulation of Notch signaling markers (Mu et al., 2015). 

The role of ALDH in ROS metabolism also seems to be involved in CSC resistance to 

cytotoxic drugs. In fact, CSCs with relatively low ROS levels are more resistant to 

chemotherapeutic drugs in several tumor types (Diehn et al., 2009b; Achuthan et al., 

2011; Kobayashi and Suda, 2012; Raha et al., 2014). 

 ALDH in cancer stem cells’ chemoresistance and cancer prognosis 

As mentioned in previous sections, ALDHs are actively involved in the 

chemoresistance of CSCs and their expression generally correlates with a poor 

prognosis. 

A plethora of studies have investigated the role of ALDH expression and activity in 

diverse types of tumors. In 2012, Croker and Allan explored the response to standard 

therapy and to inhibitors of ALDH using the breast cancer cell lines MDA-MB-231 and 

MDA-MB-468. They found that ALDH-positive/CD44-positive cell populations were 

significantly more resistant to doxorubicin, paclitaxel and ionizing radiation than the 
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negative counterparts and expressed higher levels of P-glycoprotein, a candidate 

contributor for the resistance to therapy. Moreover, pre-treatment of those cells with 

the ALDH inhibitor ATRA sensitized them to chemo- and radiotherapy and reduced 

their capacity for colony formation (Croker and Allan, 2012). Kim and co-workers 

showed that pancreatic cancer also has a CSC population enriched for ALDH activity. 

Cells displaying this phenotype were resistant to gemcitabine but sensitive to disulfiram, 

an ALDH inhibitor. In in vivo experiments, these two drugs showed additive effects, 

reversing the therapy resistance phenotype. This study had further clinical significance, 

since surgical specimens receiving preoperative chemo-radiation therapy displayed 

higher positivity for ALDH compared with therapy-naïve specimens (Kim et al., 2013). 

Several other authors also explored the involvement of ALDH in resistance to e.g. 5-

fluorouracil in gastric cancer (Nishikawa et al., 2013) and to tyrosine kinase inhibitors, 

such as gefitinib, in lung cancer cells (Huang et al., 2013) revealing that this class of 

detoxifying enzymes consist in potential treatment targets. 

Other studies have conveyed important clinical significance for ALDH expression. 

Ajani and co-workers found a significant association between extremely resistant 

esophageal/gastroesophageal junction carcinoma specimens established from patients 

who had chemo-radiation therapy and surgery, and high ALDH-1 labeling indices, 

demonstrating that ALDH-1 expression may be predictive of response to therapy. 

Complementary in vitro data also showed that higher ALDH-1 expression correlated 

with resistant/aggressive phenotype of several esophageal carcinoma cell lines (Ajani et 

al., 2014). 

Expression of different ALDHs has been reported as an important indicator of poor 

prognosis and patient survival. Several studies performed in patient samples and 

xenografts, using flow cytometry, immunohistochemistry and whole genome microarray 

expression revealed that expression of ALDHs is involved in disease progression and 

also metastatic dissemination. In fact, in breast cancer, perhaps the tumor type in which 

ALDH activity has been most well studied, studies from Ginestier and colleagues were 

the first to identify CSC populations based on ALDH activity. This study found a positive 

correlation between ALDH activity and the cell fraction most tumorigenic and endowed 

of self-renewal capacity in a series of breast carcinomas, and expression of ALDH1 was 

associated with a poor prognosis (Ginestier et al., 2007). Three years later, a report 

again from Wicha group described that cellular invasion in vitro and metastasis 

formation in a xenograft model of inflammatory breast cancer, were mediated by a cell 

subset displaying high ALDH activity. Moreover, expression of ALDH1 was proposed as 
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an independent predictive factor for early metastasis formation and poor survival 

(Charafe-Jauffret et al., 2010). Other subsequent studies have shown that ALDH activity 

in breast CSCs is mainly due to isoform ALDH1A3, whose expression in patient samples 

correlates with tumor grade, metastasis and cancer stage (Marcato et al., 2011). 

Nevertheless, expression of ALDH1A1 isoform seems to be the most significant factor 

for determining ALDH activation in breast cancer and association with stage and 

response to chemotherapies (Khoury et al., 2012; Sjöström et al., 2015; Liu et al., 2015). 

 ALDH and osteosarcoma 

ALDH activity has also been investigated in osteosarcoma and interconnected with 

drug resistance. Honoki and coworkers in 2010 were the first to report that Aldefluor™-

positive cells were present in the human sarcoma cell lines, MG-63 and HT1080. On the 

other hand, sphere-forming MG-63 cells were resistant to doxorubicin and cisplatin and 

also had increased ALDH1 expression, which may contribute to that phenotype (Honoki 

et al., 2010). 

Recent investigations indicate that activity of ALDH1 may be modulated by DKK-1, a 

Wnt antagonist, and ALDH1 can be involved in osteosarcoma cancer cell survival and 

resistance to chemotherapy (Krause et al., 2014). In this study, transcriptional activation 

of ALDH1 was dependent on the activation of the non-canonical Jun-mediated Wnt 

pathway, suggesting that signaling pathways other than those controlling self-renewal 

(e.g. Wnt/β-catenin signaling) can also participate in the modulation of ALDH activity. 

Another study associated the resistance of Saos-2 and U2OS osteosarcoma cells to 

doxorubicin with activation of ALDH1-positive/CD133-positive cells. This resistance 

phenotype was inhibited by forced expression of miR-143, which suggests that it may 

play a role in tumor suppression in osteosarcoma by counteracting stemness properties 

such as ALDH expression (Zhou et al., 2015). 

Other authors have also identified chemoresistant chondrosarcoma cells that are 

sensitive to ALDH inhibitors such as disulfiram (Greco et al., 2014). These authors also 

found a significant correlation of ALDH activity and existence of distant metastases in 

ten cases of human bone sarcomas (including osteosarcomas, chondrosarcomas and 

Ewing sarcomas), suggesting that ALDH has an important role in the metastatic 

potential of bone tumor cells. Awad and colleagues, in 2010 also identified high 

expression of ALDH activity in Ewing sarcoma cell lines, and isolated ALDH-positive cells 

that were also positive for the Oct4 pluripotency marker and resistant to doxorubicin, 

but sensitive to the ABC transporters’ inhibitor verapamil (Awad et al., 2010). These 
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studies reveal the complexity of ALDH activity in bone sarcomas and reinforce the need 

for circumventing these detoxification systems in order to promote the sensitivity of 

bone tumor cells to conventional chemotherapeutics. 

1.3.3  Drug efflux transporters 

Cancer cells can become resistant to cytotoxic drugs through efflux of the drug from 

the cell. Resistance to multiple drugs can arise due to the overexpression and function 

of so-called drug-efflux transporters belonging to the adenosine triphosphate (ATP)–

binding cassette (ABC) superfamily. ABC transporters are complex molecular pumps, 

which mediate the translocation of a wide array of substrates across cellular membranes 

against a concentration gradient through ATP hydrolysis. Multidrug resistance (MDR) 

may develop due to the overexpression of ABC transporters and cause relapses to 

therapy, which together with metastatic dissemination is a major contributor to death 

by cancer (Moitra et al., 2011). 

The ABC family of drug efflux transporters comprises about 48 different proteins, 

which are primarily located on the plasma membrane and contribute to reduce the 

intracellular concentration of diverse drugs. Among these transporters, P-glycoprotein 

(P-gp/ABCB1 or MDR1) and breast cancer resistance protein (BCRP/ABCG2) are some of 

the most well studied and are membrane transporters abundantly expressed on tissues 

as diverse as the intestine mucosal membrane, kidney proximal tubule epithelia, liver, 

placenta, and luminal blood–brain barrier. The primary functions of these transporters 

involve the protection against xenobiotics and cellular toxicants, as they export a variety 

of drugs from different drug classes, including doxorubicin, cisplatin and methotrexate, 

among many others (Chen et al., 2016). Although the specificity of P-glycoprotein 

substrates is different from BCRP, they substantially overlap (Colabufo et al., 2010). 

High expression of ABC transporters has been detected in a variety of CSCs in 

diverse tumor types, preferentially in immature cancer cells, and correlated with 

resistance to a wide array of chemotherapeutic compounds as reviewed before (Dean, 

2009; Higgins, 2007; Chen et al., 2016). 

 ABC transporters and osteosarcoma 

High expression of P-glycoprotein was detected in high-grade osteosarcoma clinical 

samples and associated with a decreased probability of remaining event-free after 

diagnosis (Baldini et al., 1995). This study also showed that increased levels of P-

glycoprotein were associated with a significantly increased risk of adverse events in 



| Chapter 1 – 1.3 Mechanisms of drug resistance 

 

56 

patients treated with surgery and chemotherapy. Previous studies from our group have 

shown that chemosensitivity of osteosarcoma cells to doxorubicin was strongly 

dependent on ABCB1 expression (Gomes et al., 2006). Moreover, multidrug resistance 

mediated by P-glycoprotein was monitored non-invasively by in vivo bioluminescence 

imaging in orthotopically xenografted osteosarcoma mouse models, derived from 

osteosarcoma cell lines expressing different levels of P-glycoprotein (MNNG-HOS – 

high, and 143B – low expression) (Gomes et al., 2007). Others have shown that 

inhibition or overexpression of the transcription factor Trps1, which regulates 

chondrocyte proliferation and differentiation, led to ABCB1 repression or up-regulation 

in osteosarcoma cells. Moreover, expression of Trps1 directly correlated with ABCB1/P-

glycoprotein in clinical samples (Jia et al., 2014). Also studies testing other less 

conventional compounds, such as diallyl trisulfide via NF-κB suppression (Wang et al., 

2014c) and icariin by down-regulation of the PI3K/AKT pathway (Wang et al., 2015b), 

showed decreases in P-glycoprotein expression, thereby reducing the multidrug 

resistance and inducing apoptosis of osteosarcoma cells. 

Our previous recent studies also showed that inhibition of drug efflux transporters 

with verapamil enhanced the cellular uptake of doxorubicin by osteosarcoma MNNG-

HOS spheres that overexpress P-glycoprotein and BCRP (Martins-Neves et al., 2012), 

being encompassed by an up-regulation the pro-apoptotic protein Bak and suppression 

of anti-apoptotic Bcl-2, favoring the commitment of osteosarcoma CSCs towards 

apoptosis (Gonçalves et al., 2015).  

A recent ongoing clinical trial in non-metastatic high-grade osteosarcoma patients is 

re-evaluating the effect of mifamurtide combined with chemotherapy in relation to P-

glycoprotein expression and the overall survival will serve as the primary outcome 

(NCT014559484, ongoing recruitment, 2011-2020). 

1.3.4  Other chemoresistance mechanisms 

Detailed aspects concerning apoptosis, ERK and AKT pathways, DNA repair 

mechanisms and hypoxia are not within the scope of this thesis. However, given their 

important contribution to resistance to chemotherapy, in this section we give a few 

examples of the role of these signaling pathways in CSCs and osteosarcoma. 

 Apoptosis 

Programmed cell death or apoptosis occurs in diverse cellular phases such as normal 

development, organogenesis, ageing or inflammatory response, and serves as a natural 
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barrier to cancer. Apoptotic mechanisms involve a complex signaling cascade and are 

composed of both upstream regulators and downstream effector components (Plati et 

al., 2011). Currently, two distinct, although tightly interconnected, signaling pathways 

control apoptotic cell death. In the intrinsic or mitochondrial pathway, the 

counterbalance between pro- (e.g. Bcl-2, Bcl-xL, Mcl-1) and anti-apoptotic (e.g. Bax, Bak) 

members of the Bcl-2 family of proteins determines the trigger to mitochondrial 

apoptosis and dictates whether a cell will be committed towards cell death or not, 

depending on their expression levels and binding activities (Verena, 2012; Baig et al., 

2016). Another distinct way of controlling apoptosis occurs due to the activation of cell-

surface death receptors (e.g. DR3, DR5, TRAIL, TNF receptors), which are responsive to 

diverse death ligands (e.g. TRAIL, TNF, FAS) expressed by immunocompetent cells 

(Ashkenazi, 2015; Baig et al., 2016). In case that the net chief signal is pro-apoptotic, 

then the apoptotic program, either derived from mitochondrial changes or from 

activated cell-surface death receptors, culminates in the activation of normally latent 

proteases (effector caspases-3, -6 and -7) that will be responsible for the execution 

phase of apoptosis, in which the cell is progressively disassembled and its contents, so-

called apoptotic bodies, engulfed by neighboring and phagocytic cells (Adams and 

Cory, 2007; Elmore, 2007). 

Despite that most chemotherapeutic drugs exert their biological effects through 

induction of apoptotic cell death, tumor cells use a variety of strategies to circumvent 

apoptosis, being therefore a major impediment to effective cancer treatment. Moreover, 

apoptosis evasion is an even more evident hallmark of CSCs (Fulda and Pervaiz, 2010). 

For instance, overexpression of Bcl-2 and Bcl-xL was found in leukemia stem cells 

(Konopleva et al., 2002), and the BH3-mimetic ABT-737 effectively eliminated those cells 

(Baev et al., 2014). Also in colorectal cancer the induction of the initiator caspase-9 was 

demonstrated to target preferentially the colorectal CSCs (Kemper et al., 2012). 

Osteosarcoma cells are no exception in what concerns evasion from apoptosis. 

Expression of key anti-apoptotic proteins such as Bcl-2 (Ferrari et al., 2004), Bcl-xL 

(Wang et al., 2010b) and survivin (Trieb et al., 2003), has been detected in cell lines and 

patient samples and correlated with enhanced cell survival proliferation in vitro and also 

associated with poor prognosis and metastatic dissemination. Conversely, activation of 

pro-apoptotic proteins even if mediated by other survival-related molecules (Eliseev et 

al., 2008; Wang et al., 2010a) promotes apoptosis in osteosarcoma cells. 
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 Survival-related pathways – ERK and AKT 

The EGFR-Ras-Raf-MEK-ERK signaling network and the PI3K/PTEN/AKT signaling 

pathway control cell growth, regulate cell survival, cell differentiation and apoptosis, 

thus being considered important targets for cancer therapy (McCubrey et al., 2006; 

Roberts and Der, 2007). 

Deregulation and oncogenic activation of survival-related pathways is of utmost 

importance for CSCs proliferation and persistence among tumors. Therefore, it is not 

surprising that ERK and AKT pathways are up-regulated in CSCs and involved in 

tumorigenic features such as apoptosis resistance, in vivo tumorigenicity and EMT. 

Indeed, ERK activity has been observed in breast (Luo et al., 2015) and prostate cancer 

(Kyjacova et al., 2015a) and embryonal rhabdomyosarcoma stem cell subsets (Ciccarelli 

et al., 2016). Also AKT activation has been connected with CSC features in prostate 

(Chang et al., 2013) and skin cancer (Segrelles et al., 2014) and also glioblastoma 

multiforme (Daniele et al., 2015). 

Activation of the ERK pathway was reported in osteosarcoma (Pignochino et al., 

2009). Moreover, recent genetic screens also identified AKT as an osteosarcoma-

promoter pathway (Moriarity et al., 2015). Some studies indicate these two survival-

related signaling pathways have therapeutic potential in osteosarcoma treatment (Kuijjer 

et al., 2014; Baranski et al., 2015). Molecularly, the ERK pathway also seems to be 

involved in EMT and metastasis formation (Hou et al., 2014) and activated by the down-

regulation of p16 protein (Silva and Aboussekhra, 2016). Nevertheless, the role of these 

pathways in osteosarcoma CSCs is still not widely explored and deserves further 

investigation. 

 DNA repair mechanisms 

DNA-damaging agents, such as most conventional chemotherapeutics used in 

osteosarcoma treatment, elicit diverse types of lesions in the DNA molecules (e.g. 

single- and double-strand breaks). Cancer cells recognize those lesions and bypass the 

cytotoxic stress induced by anticancer agents, by activating various DNA repair 

pathways, such as nucleotide excision repair, base excision repair, homologous 

recombination repair and nonhomologous end joining (Maugeri-Saccà et al., 2012). 

Several studies unraveled the molecular basis of these DNA repair pathways and 

provided rationale for the development of DNA repair inhibitors, which have been 

demonstrating therapeutic benefits and synergizing with those DNA-damaging drugs 

(Damia and D'Incalci, 2007; Zhu et al., 2009). The PARP inhibitor olaparib, for treating 
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BRCA1 or BRCA2 mutated tumors, represents the first drug based on this principle 

(O'Connor, 2015). Some studies suggest that a prompt activation of DNA damage 

response and enhanced DNA repair capacity are key contributors to increased CSCs’ 

resistance to therapy, due to their extraordinary ability to repair the genetic code 

compared with their offspring (Wang, 2015), as exemplified in glioma (Bao et al., 2006), 

breast (Diehn et al., 2009b), endometrial (Kato et al., 2011), non-small cell lung cancer 

(Lundholm et al., 2013) and prostate CSCs (Yan and Tang, 2014).  

Suppression of Rad51, the key protein of DNA homologous recombination repair, 

correlated with osteosarcoma HOS cell cycle arrest and limited in vivo tumor growth, 

while also sensitizing cells to ionizing radiation and chemotherapy (Du et al., 2011). Also 

the nucleotide excision repair variants XPD rs13181 and rs1799793 are related to higher 

event-free survival in osteosarcoma patients receiving neoadjuvant chemotherapy, and 

their expression provided a therapeutic advantage from cisplatin chemotherapy, 

probably by reducing DNA repair activity (Biason et al., 2012). Recent studies suggest 

that homologous recombination deficiency associates with MG-63 and ZK-58 cells 

sensitivity to the PARP inhibitor talazoparib alone or in combination with 

chemotherapeutics (Engert et al., 2016). Despite that more studies are required to a 

better understanding of DNA repair pathways in osteosarcoma, promising pre-clinical 

results testing DNA repair inhibitors in this and other tumors seems to hold potential 

for targeting osteosarcoma bulk cells and CSCs. For instance, two recent related studies 

reported that a set of primary osteosarcomas possessed mutation signatures 

reminiscent of BRCA deficiency (Kovac et al., 2015) and osteosarcoma cells with this 

BRCAness phenotype were sensitive to PARP inhibition (Engert et al., 2016). 

 Hypoxia 

Poorly organized networks of vascularization among solid tumors may determine the 

existence of hypoxic zones. The low oxygen tension present in these areas, despite 

generating toxic ROS, provides selective pressure for tumor growth and survival 

advantage for aggressive cells (Philip et al., 2013). Moreover, hypoxia is considered an 

independent prognostic indicator of poor outcome and risk for metastasis development 

in osteosarcoma and other tumors (Höckel and Vaupel, 2001; Zhao et al., 2015). 

The central mediator of hypoxia, HIF-1, activates the transcription of genes involved 

in key aspects of cancer biology, representing an important therapeutic target 

(Semenza, 2003). Also, some studies suggest that moderate hypoxia might be beneficial 

for CSC’s survival (Heddleston et al., 2010), via the modulation of key survival-related 
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pathways controlling cell proliferation and self-renewal namely Wnt/β-catenin signaling 

(Santoyo-Ramos et al., 2014), side-population and Oct4 expression (Das et al., 2008), 

CD133, nestin and Sox2 (McCord et al., 2009) and also Aldefluor™ activity (Soehngen et 

al., 2014). 

Expression of key hypoxia-related markers has been observed in osteosarcoma and 

related to drug resistance (El Naggar et al., 2012) and e.g. down-regulation of Wnt/β-

catenin (Scholten et al., 2014). Osteosarcoma as a solid tumor is highly susceptible to 

hypoxia activated pro-drugs such as TH-302, which has been shown to cooperate with 

doxorubicin against osteosarcoma-induced bone destruction and limiting pulmonary 

metastases formation (Liapis et al., 2015). The leading role of hypoxia in metastatic 

osteosarcoma dissemination seems to be mediated by the HIF-1α-CXCR4 pathway axis, 

which plays a crucial role during osteosarcoma cell migration (Guo et al., 2014; Guan et 

al., 2015). Overexpression of the long non-coding RNA HIF‑2α-promoter upstream 

transcript inhibited osteosarcoma CSCs proliferation and migration, sphere‑forming 

ability of MG-63 cells and decreased CD133-positive cells (Wang et al., 2015a). Further 

studies are required concerning the role of hypoxia in osteosarcoma CSCs’ biological 

features and may provide novel therapeutic targets for osteosarcoma, as observed for 

other solid tumors. 
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1.4 CHEMOTHERAPY-INDUCED ENRICHMENT OF STEM-LIKE 

CELLS IN HUMAN CANCER 

The existence of cancer stem cells (CSCs) within solid tumors is nowadays a well-

accepted concept and these cells are well-known for their resistance to conventional 

chemotherapies and ionizing radiation. Most studies exploring the leading role of CSCs 

in cancer resistance employ the approach of first, isolating CSCs with some established 

in vitro methodology, or test in vivo for their capacity to repopulate a complete tumor, 

and second, testing whether the isolated cells are more resistant to some specific drug 

or compound, in comparison to some normal control cells or corresponding more 

differentiated tumor cells. Conversely, it is conceivable that chemotherapeutics, by 

exerting the stressing pressure on tumor cells, might select a population of stem-like 

cells, which are spared from its cytotoxic effects, due to their intrinsic resistance to the 

chemotherapy; moreover, this selective pressure may also induce stem-like cell 

properties in regular cancer cells and lead to the outgrowth of previously differentiated 

and therapy-sensitive cancer cell clones. 

Chemotherapeutic drugs, in addition to shrink the tumor mass, may also exert a 

selective pressure on tumor cells leading to the outgrowth of the fittest surviving 

clones. Recently, the ability of tumor cells to adapt to specific microenvironmental 

changes by changing their phenotype, a phenomenon called as phenotypic switching 

(Kemper et al., 2014), is believed to constitute a defense mechanism that allows tumor 

cells to evade surveillance of the immune system, survive unfavorable conditions, or 

escape radio- or chemotherapy. Moreover, several lines of evidence support the 

concept that treatment of cancer cells with common conventional therapeutics may be 

a novel source of cancer cell plasticity and stemness within tumors (Pisco and Huang, 

2015). Several studies suggest that both ionizing radiation (Ghisolfi et al., 2012) and 

chemotherapy (Hu et al., 2012; Abubaker et al., 2013) can promote or enhance stem 

cell-related phenotypes in tumor cells, which were previously differentiated cancer cells 

(Auffinger et al., 2014), or negative for specifics CSC biomarkers or for the activity of 

relevant signaling pathways controlling stem cells’ renewal and survival (Lagadec et al., 

2013). 

Some studies have already uncovered some of the mechanisms by which classic 

chemotherapies can promote phenotypic shifts in non-CSCs populations to a CSC-like 

state in cancer cell lines and bulk tumors, and correlated with clinical chemoresistance 
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(Steg et al., 2012a) and poor prognosis (Lee et al., 2011). However, the mechanisms 

leading to the enrichment of stem-like cells in osteosarcoma are still a matter of 

examination. In this part of Chapter 1, we focus on the revision of several studies that 

have already described stemness-induction by chemotherapy and other compounds, 

and also by ionizing radiation. 

1.4.1  Stemness-induction or CSC enrichment with doxorubicin-based 

treatments 

Doxorubicin is among the group of widely used conventional drugs in the treatment 

of sarcomas and other solid tumors. This DNA-intercalating agent has been shown to 

be a potent apoptotic inducer in cancer treatment but resistance almost invariably 

occurs. This may be attributable to active drug extrusion by ATP-binding cassette (ABC) 

transporters, also enhanced detoxification mediated by ALDHs, but the emergence of 

resistant cell clones may also occur due to the selection of stem-like cells, which are 

spared from the treatment due to their intrinsic resistant profile. Moreover, there are 

several studies indicating that doxorubicin is among the drugs with high propensity to 

induce stemness signatures in previously differentiated cancer cells of various human 

tumors. 

Doxorubicin was shown to select for drug-surviving cells in non-small cell lung 

cancer cell lines, which expressed several stem-related markers, namely CD133, Oct4, 

ALDH activity and canonical Wnt activity, accompanied by functional characteristics such 

as sphere-formation and enhanced clonogenicity and tumorigenicity (Levina et al., 

2008). Another interesting study in small cell lung cancer has made use of cell lines 

established longitudinally from the same tumor sample of a patient receiving a 

combination of drugs (doxorubicin, cyclophosphamide and etoposide) and also 

irradiation (Berendsen et al., 1988). In a review report, Hamilton and Olszewski described 

some results obtained from whole genome sequencing of these cell lines, which 

allowed the analysis of gene expression changes occurring during tumor relapse and 

treatment failure. They found that chemoresistant cell lines (GLC16/19) had increased 

expression of classic stem cell markers, such as CD133, ALDH1A1, and members of the 

Wnt and Notch pathways, compared to the chemotherapy-naïve GLC14 cell line 

(Hamilton and Olszewski, 2013). 

Doxorubicin is also able to induce stemness characteristics in breast cancer cells, 

such as expression of ABCB1 and CD44 markers and functional behavior, e.g. 
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mammosphere formation and increased invasiveness, accompanied by augmented 

tumorigenicity (Calcagno et al., 2010). Importantly, also in breast cancer tissue patient 

samples, the proportion of CD44/ALDH1-positive cells was significantly increased after 

primary doxorubicin-inclusive systemic therapy and correlated with tumor 

aggressiveness and progression (Lee et al., 2011). Moreover, others have shown that 

chemotherapy treatment of human breast cancers significantly increased the percentage 

of CD44-positive/CD24-negative cells, and increased the mammosphere formation 

efficiency of cells from biopsy samples taken before and after treatment (Li et al., 2008). 

Zheng and colleagues explored the long-term effects of doxorubicin in 

neuroblastoma cells and found that drug treatment selected for a cell sub-population 

able to form tumorspheres, with increased clonogenic and invasive abilities, which also 

expressed augmented levels of the pluripotency marker SOX2 (Zheng et al., 2013). 

Recently, also doxorubicin at non-toxic doses was shown to activate in vitro the 

Notch pathway in osteosarcoma cells (Mei et al., 2015), although further inhibition-

approach studies should be performed to confirm the Notch pathway as another 

relevant candidate underlying the chemotherapy-induced phenotype in osteosarcoma 

cells. Moreover, also cisplatin increased the expression of Nanog, Bmi-1 and Oct4 ESC 

markers and seems to modulate the angiogenic-related autocrine signaling in several 

sarcoma cell lines, leading to the emergence of a tumorigenic side-population fraction 

within the previously much less tumorigenic HOS cells (Tsuchida et al., 2008). 

1.4.2  Stemness-induction or enrichment of CSC with platinum-based 

drugs 

The induction of cancer stemness with platinum-based drugs has also been reported 

in several different types of solid tumors, in particular cisplatin, which is used in a wide 

variety of solid malignancies. Cisplatin-mediated DNA damage generally leads to a 

consistently rate of favorable initial responses, but treatment often results in the 

development of resistance, due to reduced drug uptake, increased drug inactivation, 

and increased DNA adduct repair, which dictate the overall extent of cisplatin resistance. 

Using a cohort of matched primary/recurrent ovarian tumors, Steg and co-workers 

have shown that cisplatin-resistant ovarian tumor cells expressed a stemness signature 

with increase in the ALDH1A1, CD44 and CD133 markers, and also mediators of the 

Notch, Hedgehog and Wnt pathways, especially at the completion of primary therapy. 
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Moreover, knockdown of stem cell genes such as CD105, GLI1 and specially GLI2 

augmented cancer cells sensitivity to cisplatin in vitro (Steg et al., 2012a). 

Yang and colleagues uncovered a mechanism by which the enrichment and survival 

of colorectal CSCs may occur. It was reported that autophagy, which may mediate both 

cell survival and cell death depending on the conditions, was induced after oxaliplatin 

treatment and protected the stemness and chemoresistance of colorectal cancer cell 

lines. Oxaliplatin treatment alone induced the expression of typical stem cells markers 

such as OCT4, SOX2, NANOG and LIN28 in CD44-positive cells (Yang et al., 2015a). 

The effects of low dose cisplatin treatment in liver cancer cells were studied by 

Zhang et al. using the HepG2 cell line. They found that the percentage of ALDH-positive 

and CD133-positive cells was greatly increased in cells treated with 1-4 µg/mL cisplatin, 

but not as much with 5 µg/mL cisplatin, which indicates that low doses of 

chemotherapeutics may efficiently enrich for CSCs in vitro (Zhang et al., 2014). 

In head and neck squamous cell carcinoma, cisplatin has also been shown to 

enhance the stem cell fraction. Studies from Nör and co-workers unveiled that cisplatin 

treatment increased the fraction of ALDH/CD44-positive CSCs in the UM-SCC-22B cell 

line. Moreover, cisplatin promoted sphere formation and self-renewal and induced 

Bmi-1 and Oct4 expression, indicative of stemness induction. These authors also 

observed that interleukin-6 contributed to the cisplatin-induced sphere formation of 

cells isolated from primary cancer cells collected after surgery (Nör et al., 2014), which 

makes evidence for the participation of microenvironmental niche factors in therapy-

induced phenotypic alterations in cancer cells. 

In lung cancer, cisplatin has also been shown to mediate the acquisition of an EMT-

related phenotype and CSC properties via the AKT/β-catenin pathway (Wang et al., 

2014a), but also to select for CD133-positive stem-like cells, via activation of the Notch 

pathway (Liu et al., 2013). Alternatively, cisplatin treatment appears able to regulate 

DNA damage repair in lung cancer and contribute to the development of a multidrug-

resistance phenotype (Oliver et al., 2010). Using another approach, Barr and colleagues 

demonstrated that cisplatin treatment of lung cancer cells in vitro resulted in the 

enrichment of the CD133-positive cell fraction, both after acute cytotoxic exposure and 

in cells with a stable cisplatin-resistant phenotype. These resistant cells displayed a stem 

cell-like gene signature with augmented ALDH activity and expression of pluripotency 

markers Nanog, Oct4 and Sox2, and also a profile consistent with the EMT, with c-Met 

and β-catenin being up-regulated as well (Barr et al., 2013). Recently, also Moro and co-

workers reported that the combinatorial treatment of non-small cell lung cancer cell 
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lines with cisplatin and the differentiating agent all-trans retinoic acid prevented the 

enrichment of CD133-positive CSC, which occurred after cisplatin treatment alone (Moro 

et al., 2015). 

Hu and colleagues showed that Sox2 and Oct3/4 expression increased upon 

carboplatin treatment, and knockdown of these genes sensitized hepatocellular 

carcinoma cells to treatment and reduced cells’ capacity for sphere formation, a well-

known functional readout of stem cell populations (Hu et al., 2012). 

In ovarian carcinoma cells, cisplatin promotes a more migratory and mesenchymal 

phenotype, accompanied by up-regulation of the typical CSC markers OCT4 and 

NANOG (Latifi et al., 2011). Later on, this group reported that cisplatin, paclitaxel and 

the combination of both drugs resulted in the enrichment of ovarian cancer cells with 

increased expression of NANOG and OCT4, although significant differences were not 

observed between single and combinatorial treatments (Abubaker et al., 2013). 

Sub-lethal doses of cisplatin have also been shown to preferentially select for 

chemo-resistant stem-like cells in osteosarcoma, through activation of Notch signaling. 

Cisplatin-resistant cells displayed more mesenchymal and stemness-related 

characteristics than cisplatin-sensitive cells, such as Stro-1/CD117-positivity. These 

authors also observed in vivo that Notch inhibition prevented tumor recurrence from 

cisplatin-resistant xenograft tumors (Yu et al., 2016). 

1.4.3  Stemness-induction or enrichment of CSC with other 

chemotherapeutic drugs 

Research for new therapeutic compounds has been intense during the past decades. 

A whole class of new targeted therapeutics has been approved by the Food and Drug 

Administration (FDA - USA) and European Medicine Agency (EMA – Europe) and 

included in the clinical management of several different malignancies. However, 

development of resistance has also been observed and, similar to what seems to occur 

with conventional therapeutics, these new drugs also seem to be capable of inducing 

stemness properties in cancer cells. 

Auffinger et al. have shown that patient-derived and established glioma cells 

exposed to therapeutic doses of temozolamide, the most commonly used 

chemotherapeutic in gliomas, were able to interconvert between non-CSCs and CSCs, 

expressing pluripotency and stemness markers such as CD133, Sox2, Oct4, and Nestin. 

Importantly, when implanted into nude mice, the tumors resulting from the newly 
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temozolomide-induced CSC were easily implanted and displayed a more invasive 

phenotype (Auffinger et al., 2014). 

Shien and colleagues established gefitinib-resistant EGFR-mutant lung cancer cell 

lines, which exhibited EMT features and CSC properties, such as self-renewal capability, 

increase of side-population phenotype and overexpression of ALDH1A1. Moreover, 

ALDH1A1 was up-regulated in clinical samples with acquired resistance to gefitinib 

(Shien et al., 2013). Also Kim et al. showed that ALDH-positive pancreatic cancer stem-

like cells were resistant to gemcitabine and further enriched after treatment with this 

drug (Kim et al., 2013). 

Tamoxifen, a drug highly used for the treatment of estrogen receptor-positive breast 

cancer, has also been shown to induce stem cell characteristics in cancer cells. By 

performing whole transcriptome analysis of MDA-MB-231 breast cancer cells exposed 

to tamoxifen for a short period of time, Notas et al. identified a subset of estrogen 

receptor-dependent genes associated with developmental processes and pluripotency 

that were induced after treatment. This gene expression signature was also correlated 

with disease relapse in estrogen receptor-positive breast cancer samples after tamoxifen 

treatment, as observed for other tumor types. Moreover, in a sub-group of these 

samples, ALDH1A1 stemness marker was overexpressed after surgery and tamoxifen 

treatment (Notas et al., 2015). Tamoxifen was actually recently shown to activate 

ALDH1A1, by specifically binding to the aldehyde site of ALDH1A1, but not of ALDH2 or 

ALDH3A1 (Belmont-Díaz et al., 2015). These reports reinforce the stemness-related 

phenotypic signature that may occur after treatment exposure in clinical samples, as 

observed in in vitro models. 

Dylla and colleagues demonstrated that treatment of colorectal CSC-derived 

xenografts with the alkylating agent cyclophosphamide resulted in the enrichment of 

stem-like cells displaying the ESA/CD44/CD166-positive signature, despite that the 

number of proliferating cells appeared unaltered. Also, residual tumorigenic cells 

surviving cyclophosphamide treatment displayed increased levels of ALDH1A1 and c-

Myc, well-known stem cell markers (Dylla et al., 2008). 

Some investigators have explored the effect of targeted therapeutics and found that 

survival-related signaling pathways, such as MAPK and ERK, might be involved in the 

acquisition of invasive and metastatic phenotypes. Recent studies from Lu et al. 

demonstrated that MAPK-ERK inhibitors and copper chelators have the anti-therapeutic 

effect of inducing breast CSC enrichment. The loss of MAPK-ERK signaling caused 

transcriptional activation of the pluripotency factor Nanog, which was required for the 
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induction of the stemness phenotype and enhanced tumorigenesis (Lu et al., 2015). 

MAPK pathway inhibition of melanoma cells displaying a proliferative phenotype 

resulted in the acquisition of characteristics consistent with an invasive phenotype, 

indicating that targeted therapy with MAPK inhibitors may promote phenotype 

switching, potentially resulting in metastasis (Zipser et al., 2011). Other groups further 

explored phenotypic switching in melanoma after targeted treatment with BRAF 

inhibitors and found that inhibitor–resistant melanoma cells acquired an invasive and 

metastatic phenotype via the reactivation of the MAPK-ERK pathway. This phenotype 

was also observed in RAS-mutant melanoma cells and accompanied by a cell 

morphology adjustment from rounded to elongated cells (Sanchez-Laorden et al., 2014). 

 

1.4.4  Stemness-induction or enrichment of CSC with radiation therapy 

Ionizing radiation, in parallel with chemotherapeutics, is an important first-line 

approach in the treatment of solid tumors. As reviewed in (Vlashi and Pajonk, 2015), 

recent reports indicate that non-stem cancer cells exhibiting a remarkable degree of 

plasticity, may re-acquire CSC traits, particularly in the context of radiation therapy. 

Ghisolfi et al. were among the first to report that ionizing radiation can induce stem 

cell-like properties in heterogeneous cancer cells. These authors found that exposure of 

non-stem cancer cells to ionizing radiation enhanced sphere formation in hepatocellular 

carcinoma cell lines, in both the parental unselected cell populations and also on the 

non-side population fraction isolated from the bulk cell lines. These functional 

alterations were accompanied by increased expression of the pluripotency-related 

markers Sox2 and Oct3/4. Importantly, genetic depletion of Sox2 or Oct3/4 resulted in 

inhibition of the radiation–induced sphere formation, and sensitized the cells to 

radiation treatment (Ghisolfi et al., 2012) 

Studies from Wang and colleagues using mice bearing syngeneic mammary tumors 

revealed that stemness induced by irradiation correlated with increased spontaneous 

lung metastasis. However, this phenotype was blocked by disulfiram and copper 

treatment, which via NF-κB inhibition, inhibited primary tumor growth, associated lung 

metastasis formation and also the stem cell properties induced by irradiation alone 

(Wang et al., 2014b). Others have explored the effects of radiation in the Notch 

signaling pathway also in breast cancer (Lagadec et al., 2013). In this report, it was 
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found that radiation induced expression of both receptors and ligands such as Notch2, 

3 and 4 and also DLL1 and 3, an effect that was especially pronounced in CSC-enriched 

mammospheres. However, treatment with a γ-secretase inhibitor prevented the 

radiation-induced phenotype, and compromised the pool of radiation-surviving CSCs. 

Recent studies from Bae and co-workers revealed that there is a similar gene 

expression pattern between ESCs and ionizing radiation-treated colorectal carcinoma 

and breast cancer cells, indicated by hierarchical clustering extracted from whole 

genome transcriptome analysis. Specifically, they found that expression of several genes 

associated with stem cell regulatory and survival-related pathways (e.g. TGF-β, 

Wnt/Hedgehog/Notch, ERK or MAPK signaling) was up-regulated in irradiated cells. This 

elegant study adds further evidence that radiotherapy, similar to chemotherapeutics, 

may also induce stemness signatures in cancer cells (Bae et al., 2015). 

Ionizing radiation is among the first-choice treatment for prostate carcinoma. Recent 

studies from Kyjacova and co-workers showed that also in this solid tumor 

radioresistance can result in the dissemination of surviving stem cell-like cells. Using 

metastasis-derived cell lines and a clinically relevant protocol of radiation exposure, 

these authors showed that a sub-population of surviving cells, non-adherent and 

anoikis-resistant emerged after treatment and presented active Notch signaling 

together with expression of typical stem cell markers CD133, Oct4, Sox2 and Nanog. 

Notably, the survival of these non-adherent cells required the activation of the survival-

related ERK signaling pathway, as pharmacological or genetic knockdown of ERK1/2 

resulted in anoikis-mediated cell death (Kyjacova et al., 2015). 

 

Therapy-induced non-genetic cell plasticity is a central process in the development 

of drug resistance. In this introductory part of this thesis, we reviewed some of the 

publications describing the mechanisms by which chemotherapeutics and ionizing 

radiation may induce stem cell-like states in cancer cells, as illustrated in Figure 1.12. 

Cancer cells have the ability to proceed to different phenotypes and switch between 

those phenotypes without acquiring genomic alterations, after drug exposure which 

together with cell cytotoxicity also significantly alters the microenvironmental niche. 

Altogether, the reports mentioned in this sub-section suggest that drug-triggered 

cancer cell stemness and plasticity constitutes an important contributor for drug 

resistance, and make evidence that targeting stem cell pathways before or in parallel 

with conventional treatments might be an effective approach to prevent therapy-

induced tumor progression. 
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Figure 1.12. Induction of stemness by chemotherapeutic drugs or ionizing radiation in cancer 

cells. Exposure of cancer cells to conventional chemotherapeutic drugs may induce or 

select for stem-like cells, depending on the treatment schedule. Phenotypic 

reprogramming involving activation of pluripotency-related signaling pathways such as 

Wnt, Hedgehog and Notch, may culminate in the acquisition of a stem-like phenotype 

with an advantageous functional behavior that confers drug resistance and tumor 

repopulation ability. Pictures in the lowest panel adapted from (Visvader and Lindeman, 

2008; Garaycoechea et al., 2012; Kayama et al., 2007). 
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1.5 RATIONALE AND SPECIFIC AIMS OF THIS THESIS 

Tumor heterogeneity is a well-recognized characteristic of osteosarcoma and 

constitutes one of the main causes of treatment failure. The existence of CSCs, already 

found in most, if not all, tumors types, seems to contribute extensively to the observed 

phenotypic and functional heterogeneity within the bulk tumor cell population, and 

associated to treatment resistance, tumor relapses and recurrences and disseminated 

metastatic disease, being therefore a leading therapeutic target. However, there are 

some difficulties in identifying a consistent phenotype for osteosarcoma CSCs. 

Moreover, identifying the mechanisms by which CSCs persist among these tumors and 

understanding how are they molecularly regulated is particularly important and offers 

the possibility of effectively targeting CSCs from a therapeutic perspective. Also, the 

exact mechanisms underlying the enrichment of stem-like cells induced by therapy and 

whether stemness-related markers are correlated with poor outcome in osteosarcoma 

are still open questions. 

Specific aims 

Based on these findings, the main goal of this thesis is to explore the role of CSCs in 

osteosarcoma by: 

1. providing an in-depth functional and molecular characterization of CSCs in a 

panel of genetically profiled osteosarcoma cell lines derived from two distinct 

histological subtypes of high-grade osteosarcoma; 

2. questioning the central role of the regulatory Wnt/β-catenin pathway in self-

renewal, stemness maintenance and chemoresistance of osteosarcoma CSCs; 

3. investigating the mechanisms underlying the chemotherapy-induced 

phenotypic cell state transition towards a stem-like phenotype, as a mechanism of 

adaptive resistance. 





 

General Introduction | 

73 

1.6 REFERENCES 
 Abel EV, Kim EJ, Wu J, Hynes M, Bednar F, 

Proctor E, Wang L, Dziubinski ML, Simeone DM. 

2014. The Notch Pathway Is Important in 

Maintaining the Cancer Stem Cell Population in 

Pancreatic Cancer. PLoS ONE 9:e91983. 

http://dx.doi.org/10.1371/journal.pone.0091983  

 Abubaker K, Latifi A, Luwor R, Nazaretian S, Zhu 

H, Quinn M, Thompson E, Findlay J, Ahmed N. 

2013. Short-term single treatment of 

chemotherapy results in the enrichment of 

ovarian cancer stem cell-like cells leading to an 

increased tumor burden. Mol Cancer 12:24. 

http://dx.doi.org/10.1186/1476-4598-12-24  

 Achuthan S, Santhoshkumar TR, Prabhakar J, 

Nair SA, Pillai MR. 2011. Drug-induced 

Senescence Generates Chemoresistant Stemlike 

Cells with Low Reactive Oxygen Species. J Biol 

Chem 286:37813-37829. 

http://dx.doi.org/10.1074/jbc.M110.200675  

 Adams JM, Cory S. 2007. The Bcl-2 apoptotic 

switch in cancer development and therapy. 

Oncogene 26:1324-1337. 

http://dx.doi.org/10.1038/sj.onc.1210220  

 Adhikari AS, Agarwal N, Wood BM, Porretta C, 

Ruiz B, Pochampally RR, Iwakuma T. 2010. CD117 

and Stro-1 Identify Osteosarcoma Tumor-Initiating 

Cells Associated with Metastasis and Drug 

Resistance. Cancer Res 70:4602-4612. 

http://dx.doi.org/10.1158/0008-5472.CAN-09-3463  

 Ajani JA, Wang X, Song S, Suzuki A, Taketa T, 

Sudo K, Wadhwa R, Hofstetter WL, Komaki R, 

Maru DM, Lee JH, Bhutani MS, Weston B, 

Baladandayuthapani V, Yao Y, Honjo S, Scott AW, 

Skinner HD, Johnson RL, Berry D. 2014. ALDH-1 

expression levels predict response or resistance to 

preoperative chemoradiation in resectable 

esophageal cancer patients. Mol Oncol 8:142-149. 

http://dx.doi.org/10.1016/j.molonc.2013.10.007  

 Al-Hajj M, Wicha MS, Benito-Hernandez A, 

Morrison SJ, Clarke MF. 2003. Prospective 

identification of tumorigenic breast cancer cells. 

Proc Natl Acad Sci USA 100:3983-3988. 

http://dx.doi.org/10.1073/pnas.0530291100  

 Almog N. 2010. Molecular mechanisms 

underlying tumor dormancy. Cancer Lett 294:139-

146. http://dx.doi.org/10.1016/j.canlet.2010.03.004  

 Anderson K, Lutz C, van Delft FW, Bateman CM, 

Guo Y, Colman SM, Kempski H, Moorman AV, 

Titley I, Swansbury J, Kearney L, Enver T, Greaves 

M. 2011. Genetic variegation of clonal architecture 

and propagating cells in leukaemia. Nature 

469:356-361. 

http://dx.doi.org/10.1038/nature09650  

 Andersson ER, Lendahl U. 2014. Therapeutic 

modulation of Notch signalling - are we there 

yet? Nat Rev Drug Discov 13:357-378. 

http://dx.doi.org/10.1038/nrd4252  

 Anninga JK, Gelderblom H, Fiocco M, Kroep JR, 

Taminiau AHM, Hogendoorn PCW, Egeler RM. 

2011. Chemotherapeutic adjuvant treatment for 

osteosarcoma: Where do we stand? Eur J Cancer 

47:2431-2445. 

http://dx.doi.org/10.1016/j.ejca.2011.05.030  

 Ashkenazi A. 2015. Targeting the extrinsic 

apoptotic pathway in cancer: lessons learned and 

future directions. J Clin Invest 125:487-489. 

http://dx.doi.org/10.1172/JCI80420  

 Auffinger B, Tobias AL, Han Y, Lee G, Guo D, 

Dey M, Lesniak MS, Ahmed AU. 2014. Conversion 

of differentiated cancer cells into cancer stem-like 

cells in a glioblastoma model after primary 

chemotherapy. Cell Death Differ 21:1119-1131. 

http://dx.doi.org/10.1038/cdd.2014.31  

 Awad O, Yustein JT, Shah P, Gul N, Katuri V, 

O'Neill A, Kong Y, Brown ML, Toretsky JA, Loeb 

DM. 2010. High ALDH Activity Identifies 

Chemotherapy-Resistant Ewing's Sarcoma Stem 

Cells That Retain Sensitivity to EWS-FLI1 

Inhibition. PLoS ONE 5:e13943. 

http://dx.doi.org/10.1371/journal.pone.0013943  

 Bacci G, Forni C, Ferrari S, Longhi A, Bertoni F, 

Mercuri M, Donati D, Capanna R, Bernini G, 

Briccoli A, Setola E, Versari M. 2003. Neoadjuvant 

Chemotherapy for Osteosarcoma of the Extremity: 

Intensification of Preoperative Treatment Does 

Not Increase the Rate of Good Histologic 

Response to the Primary Tumor or Improve the 

Final Outcome. J Pediat Hematol Oncol 25:845-

853  

 Bacci G, Mercuri M, Longhi A, Ferrari S, Bertoni 

F, Versari M, Picci P. 2005. Grade of 

chemotherapy-induced necrosis as a predictor of 

local and systemic control in 881 patients with 

non-metastatic osteosarcoma of the extremities 

http://dx.doi.org/10.1371/journal.pone.0091983
http://dx.doi.org/10.1186/1476-4598-12-24
http://dx.doi.org/10.1074/jbc.M110.200675
http://dx.doi.org/10.1038/sj.onc.1210220
http://dx.doi.org/10.1158/0008-5472.CAN-09-3463
http://dx.doi.org/10.1016/j.molonc.2013.10.007
http://dx.doi.org/10.1073/pnas.0530291100
http://dx.doi.org/10.1016/j.canlet.2010.03.004
http://dx.doi.org/10.1038/nature09650
http://dx.doi.org/10.1038/nrd4252
http://dx.doi.org/10.1016/j.ejca.2011.05.030
http://dx.doi.org/10.1172/JCI80420
http://dx.doi.org/10.1038/cdd.2014.31
http://dx.doi.org/10.1371/journal.pone.0013943


| Chapter 1 – 1.6 References 

 

74 

treated with neoadjuvant chemotherapy in a 

single institution. Eur J Cancer 41:2079-2085. 

http://dx.doi.org/10.1016/j.ejca.2005.03.036  

 Bae JH, Park SH, Yang JH, Yang K, Yi JM. 2015. 

Stem cell-like gene expression signature identified 

in ionizing radiation-treated cancer cells. Gene 

572:285-291. 

http://dx.doi.org/10.1016/j.gene.2015.08.005  

 Baev DV, Krawczyk J, O'Dwyer M, Szegezdi E. 

2014. The BH3-mimetic ABT-737 effectively kills 

acute myeloid leukemia initiating cells. Leuk Res 

Rep 3:79-82. 

http://dx.doi.org/10.1016/j.lrr.2014.06.001  

 Baig S, Seevasant I, Mohamad J, Mukheem A, 

Huri HZ, Kamarul T. 2016. Potential of apoptotic 

pathway-targeted cancer therapeutic research: 

Where do we stand? Cell Death Dis 7:e2058. 

http://dx.doi.org/10.1038/cddis.2015.275  

 Baldini N, Scotlandi K, Barbanti-Bròdano G, 

Manara MC, Maurici D, Bacci G, Bertoni F, Picci P, 

Sottili S, Campanacci M, Serra M. 1995. Expression 

of P-Glycoprotein in High-Grade Osteosarcomas 

in Relation to Clinical Outcome. N Engl J Med 

333:1380-1385. 

http://dx.doi.org/10.1056/NEJM199511233332103  

 Bao R, Christova T, Song S, Angers S, Yan X, 

Attisano L. 2012. Inhibition of Tankyrases Induces 

Axin Stabilization and Blocks Wnt Signalling in 

Breast Cancer Cells. PLoS ONE 7:e48670. 

http://dx.doi.org/10.1371/journal.pone.0048670  

 Bao S, Wu Q, McLendon RE, Hao Y, Shi Q, 

Hjelmeland AB, Dewhirst MW, Bigner DD, Rich JN. 

2006. Glioma stem cells promote radioresistance 

by preferential activation of the DNA damage 

response. Nature 444:756-760. 

http://dx.doi.org/10.1038/nature05236  

 Baranski Z, Booij TH, Kuijjer ML, de Jong Y, 

Cleton-Jansen AM, Price LS, van de Water B, 

Bovée JVMG, Hogendoorn PC, Danen EH. 2015. 

MEK inhibition induces apoptosis in osteosarcoma 

cells with constitutive ERK1/2 phosphorylation. 

Genes Cancer 6:503-512. 

http://dx.doi.org/10.18632/genesandcancer.91  

 Barham W, Frump AL, Sherrill TP, Garcia CB, 

Saito-Diaz K, VanSaun MN, Fingleton B, Gleaves L, 

Orton D, Capecchi MR, Blackwell TS, Lee E, Yull F, 

Eid JE. 2013. Targeting the Wnt Pathway in 

Synovial Sarcoma Models. Cancer Discov 3:1286-

1301. http://dx.doi.org/10.1158/2159-8290.CD-13-

0138  

 Baron R, Kneissel M. 2013. WNT signaling in 

bone homeostasis and disease: from human 

mutations to treatments. Nat Med 19:179-192. 

http://dx.doi.org/10.1038/nm.3074  

 Barr MP, Gray SG, Hoffmann AC, Hilger RA, 

Thomale J, Flaherty JD, Fennell DA, Richard D, 

Leary JJ, Byrne KJ. 2013. Generation and 

Characterisation of Cisplatin-Resistant Non-Small 

Cell Lung Cancer Cell Lines Displaying a Stem-Like 

Signature. PLoS ONE 8:e54193. 

http://dx.doi.org/10.1371/journal.pone.0054193  

 Belmont-Díaz JA, Calleja-Castañeda LF, Yoval-

Sánchez B, Rodríguez-Zavala JS. 2015. Tamoxifen, 

an anticancer drug, is an activator of human 

aldehyde dehydrogenase 1A1. Proteins 83:105-

116. http://dx.doi.org/10.1002/prot.24709  

 Ben-Porath I, Thomson MW, Carey VJ, Ge R, Bell 

GW, Regev A, Weinberg RA. 2008. An embryonic 

stem cell-like gene expression signature in poorly 

differentiated aggressive human tumors. Nat 

Genet 40:499-507. 

http://dx.doi.org/10.1038/ng.127  

 Berendsen HH, de Leij L, de Vries EGE, 

Mesander G, Mulder NH, de Jong B, Buys CHCM, 

Postmus PE, Poppema S, Sluiter HJ, The HT. 1988. 

Characterization of Three Small Cell Lung Cancer 

Cell Lines Established from One Patient during 

Longitudinal Follow-up. Cancer Res 48:6891-6899  

 Berman SD, Calo E, Landman AS, Danielian PS, 

Miller ES, West JC, Fonhoue BD, Caron A, Bronson 

R, Bouxsein ML, Mukherjee S, Lees JA. 2008. 

Metastatic osteosarcoma induced by inactivation 

of Rb and p53 in the osteoblast lineage. Proc Natl 

Acad Sci USA 105:11851-11856. 

http://dx.doi.org/10.1073/pnas.0805462105  

 Bian Zy, Fan Qm, Li G, Xu Wt, Tang Tt. 2010. 

Human mesenchymal stem cells promote growth 

of osteosarcoma: Involvement of interleukin-6 in 

the interaction between human mesenchymal 

stem cells and Saos-2. Cancer Sci 101:2554-2560. 

http://dx.doi.org/10.1111/j.1349-7006.2010.01731.x  

 Biason P, Hattinger CM, Innocenti F, Talamini R, 

Alberghini M, Scotlandi K, Zanusso C, Serra M, 

Toffoli G. 2012. Nucleotide excision repair gene 

variants and association with survival in 

osteosarcoma patients treated with neoadjuvant 

chemotherapy. Pharmacogenomics J 12:476-483. 

http://dx.doi.org/10.1038/tpj.2011.33  

 Bielack SS, Kempf-Bielack B, Delling G, Exner 

GU, Flege S, Helmke K, Kotz R, Salzer-Kuntschik 

http://dx.doi.org/10.1016/j.ejca.2005.03.036
http://dx.doi.org/10.1016/j.gene.2015.08.005
http://dx.doi.org/10.1016/j.lrr.2014.06.001
http://dx.doi.org/10.1038/cddis.2015.275
http://dx.doi.org/10.1056/NEJM199511233332103
http://dx.doi.org/10.1371/journal.pone.0048670
http://dx.doi.org/10.1038/nature05236
http://dx.doi.org/10.18632/genesandcancer.91
http://dx.doi.org/10.1158/2159-8290.CD-13-0138
http://dx.doi.org/10.1158/2159-8290.CD-13-0138
http://dx.doi.org/10.1038/nm.3074
http://dx.doi.org/10.1371/journal.pone.0054193
http://dx.doi.org/10.1002/prot.24709
http://dx.doi.org/10.1038/ng.127
http://dx.doi.org/10.1073/pnas.0805462105
http://dx.doi.org/10.1111/j.1349-7006.2010.01731.x
http://dx.doi.org/10.1038/tpj.2011.33


 

General Introduction | 

75 

M, Werner M, Winkelmann W, Zoubek A, Jürgens 

H, Winkler K, for the Cooperative German-

Austrian-Swiss Osteosarcoma Study Group. 2002. 

Prognostic Factors in High-Grade Osteosarcoma 

of the Extremities or Trunk: An Analysis of 1,702 

Patients Treated on Neoadjuvant Cooperative 

Osteosarcoma Study Group Protocols. J Clin 

Oncol 20:776-790. 

http://dx.doi.org/10.1200/JCO.20.3.776  

 Bielack SS, Smeland S, Whelan JS, Marina N, 

Jovic G, Hook JM, Krailo MD, Gebhardt M, Pápai 

Z, Meyer J, Nadel H, Randall RL, Deffenbaugh C, 

Nagarajan R, Brennan B, Letson GD, Teot LA, 

Goorin A, Baumhoer D, Kager L, Werner M, Lau 

CC, Sundby Hall K, Gelderblom H, Meyers P, 

Gorlick R, Windhager R, Helmke K, Eriksson M, 

Hoogerbrugge PM, Schomberg P, Tunn PU, Kühne 

T, Jürgens H, van den Berg H, Böhling T, Picton S, 

Renard M, Reichardt P, Gerss J, Butterfass-Bahloul 

T, Morris C, Hogendoorn PCW, Seddon B, 

Calaminus G, Michelagnoli M, Dhooge C, Sydes 

MR, Bernstein M. 2015. Methotrexate, 

Doxorubicin, and Cisplatin (MAP) Plus 

Maintenance Pegylated Interferon Alfa-2b Versus 

MAP Alone in Patients With Resectable High-

Grade Osteosarcoma and Good Histologic 

Response to Preoperative MAP: First Results of 

the EURAMOS-1 Good Response Randomized 

Controlled Trial. J Clin Oncol 33:2279-2287. 

http://dx.doi.org/10.1200/JCO.2014.60.0734  

 Bjerkvig R, Tysnes BB, Aboody KS, Najbauer J, 

Terzis AJA. 2005. The origin of the cancer stem 

cell: current controversies and new insights. Nat 

Rev Cancer 5:899-904. 

http://dx.doi.org/10.1038/nrc1740  

 Blanpain C, Fuchs E. 2009. Epidermal 

homeostasis: a balancing act of stem cells in the 

skin. Nat Rev Mol Cell Biol 10:207-217. 

http://dx.doi.org/10.1038/nrm2636  

 Blauwkamp TA, Nigam S, Ardehali R, Weissman 

IL, Nusse R. 2012. Endogenous Wnt signalling in 

human embryonic stem cells generates an 

equilibrium of distinct lineage-specified 

progenitors. Nat Commun 3:1070. 

http://dx.doi.org/10.1038/ncomms2064  

 Bonnet D, Dick JE. 1997. Human acute myeloid 

leukemia is organized as a hierarchy that 

originates from a primitive hematopoietic cell. Nat 

Med 3:730-737. 

http://dx.doi.org/10.1038/nm0797-730  

 Bonuccelli G, Avnet S, Grisendi G, Salerno M, 

Granchi D, Dominici M, Kusuzaki K, Baldini N. 

2014. Role of mesenchymal stem cells in 

osteosarcoma and metabolic reprogramming of 

tumor cells. Oncotarget 5:7575-7588. 

http://dx.doi.org/10.18632/oncotarget.2243  

 Boumahdi S, Driessens G, Lapouge G, Rorive S, 

Nassar D, Le Mercier M, Delatte B, Caauwe A, 

Lenglez S, Nkusi E, Brohee S, Salmon I, Dubois C, 

Marmol Vd, Fuks F, Beck B, Blanpain C. 2014. 

SOX2 controls tumour initiation and cancer stem-

cell functions in squamous-cell carcinoma. Nature 

511:246-250. 

http://dx.doi.org/10.1038/nature13305  

 Bousquet M, Noirot C, Accadbled F, Sales de 

Gauzy J, Castex MP, Brousset P, Gomez-Brouchet 

A. 2016. Whole-exome sequencing in 

osteosarcoma reveals important heterogeneity of 

genetic alterations. Annals of Oncology 27:738-

744. http://dx.doi.org/10.1093/annonc/mdw009  

 Boyer LA, Lee TI, Cole MF, Johnstone SE, Levine 

SS, Zucker JP, Guenther MG, Kumar RM, Murray 

HL, Jenner RG, Gifford DK, Melton DA, Jaenisch R, 

Young RA. 2005. Core Transcriptional Regulatory 

Circuitry in Human Embryonic Stem Cells. Cell 

122:947-956. 

http://dx.doi.org/10.1016/j.cell.2005.08.020  

 Bromberg KD, Burgin AB, Osheroff N. 2003. A 

Two-drug Model for Etoposide Action against 

Human Topoisomerase II+α. J Biol Chem 

278:7406-7412. 

http://dx.doi.org/10.1074/jbc.M212056200  

 Brune JC, Tormin A, Johansson MC, Rissler P, 

Brosjö O, Löfvenberg R, von Steyern FV, Mertens 

F, Rydholm A, Scheding S. 2011. Mesenchymal 

stromal cells from primary osteosarcoma are non-

malignant and strikingly similar to their bone 

marrow counterparts. Int J Cancer 129:319-330. 

http://dx.doi.org/10.1002/ijc.25697  

 Busch A, Johnson K, Stan R, Sanglikar A, Ahmed 

Y, Dmitrovsky E, Freemantle S. 2013. Evidence for 

tankyrases as antineoplastic targets in lung 

cancer. BMC Cancer 13:211. 

http://dx.doi.org/10.1186/1471-2407-13-211  

 Cabrera MC, Hollingsworth RE, Hurt EM. 2015. 

Cancer stem cell plasticity and tumor hierarchy. 

World J Stem Cells 7:27-36. 

http://dx.doi.org/10.4252/wjsc.v7.i1.27  

 Cai Y, Mohseny AB, Karperien M, Hogendoorn 

PC, Zhou G, Cleton-Jansen AM. 2010. Inactive 

http://dx.doi.org/10.1200/JCO.20.3.776
http://dx.doi.org/10.1200/JCO.2014.60.0734
http://dx.doi.org/10.1038/nrc1740
http://dx.doi.org/10.1038/nrm2636
http://dx.doi.org/10.1038/ncomms2064
http://dx.doi.org/10.1038/nm0797-730
http://dx.doi.org/10.18632/oncotarget.2243
http://dx.doi.org/10.1038/nature13305
http://dx.doi.org/10.1093/annonc/mdw009
http://dx.doi.org/10.1016/j.cell.2005.08.020
http://dx.doi.org/10.1074/jbc.M212056200
http://dx.doi.org/10.1002/ijc.25697
http://dx.doi.org/10.1186/1471-2407-13-211
http://dx.doi.org/10.4252/wjsc.v7.i1.27


| Chapter 1 – 1.6 References 

 

76 

Wnt/β-catenin pathway in conventional high-

grade osteosarcoma. J Pathol 220:24-33. 

http://dx.doi.org/10.1002/path.2628  

 Calcagno AM, Salcido CD, Gillet JP, Wu CP, 

Fostel JM, Mumau MD, Gottesman MM, 

Varticovski L, Ambudkar SV. 2010. Prolonged Drug 

Selection of Breast Cancer Cells and Enrichment 

of Cancer Stem Cell Characteristics. J Natl Cancer 

Inst 102:1637-1652. 

http://dx.doi.org/10.1093/jnci/djq361  

 Campos B, Gal Z, Baader A, Schneider T, 

Sliwinski C, Gassel K, Bageritz J, Grabe N, von 

Deimling A, Beckhove P, Mogler C, Goidts V, 

Unterberg A, Eckstein V, Herold-Mende C. 2014. 

Aberrant self-renewal and quiescence contribute 

to the aggressiveness of glioblastoma. J Pathol 

234:23-33. http://dx.doi.org/10.1002/path.4366  

 Carrle D, Bielack S. 2006. Current strategies of 

chemotherapy in osteosarcoma. Int Orthop 

30:445-451. http://dx.doi.org/10.1007/s00264-006-

0192-x  

 Chang Y, Zhao Y, Gu W, Cao Y, Wang S, Pang J, 

Shi Y. 2015. Bufalin inhibits the differentiation and 

proliferation of cancer stem cells derived from 

primary osteosarcoma cells through mir-148a. Cell 

Physiol Biochem 36:1186-1196. 

http://dx.doi.org/10.1159/000430289  

 Chang L, Graham PH, Hao J, Ni J, Bucci J, Cozzi 

PJ, Kearsley JH, Li Y. 2013. Acquisition of 

epithelial-mesenchymal transition and cancer 

stem cell phenotypes is associated with activation 

of the PI3K/Akt/mTOR pathway in prostate cancer 

radioresistance. Cell Death Dis 4:e875. 

http://dx.doi.org/10.1038/cddis.2013.407  

 Charafe-Jauffret E, Ginestier C, Iovino F, Tarpin 

C, Diebel M, Esterni B, Houvenaeghel G, Extra JM, 

Bertucci F, Jacquemier J, Xerri L, Dontu G, Stassi G, 

Xiao Y, Barsky SH, Birnbaum D, Viens P, Wicha 

MS. 2010. Aldehyde Dehydrogenase 1-Positive 

Cancer Stem Cells Mediate Metastasis and Poor 

Clinical Outcome in Inflammatory Breast Cancer. 

Clin Cancer Res 16:45-55. 

http://dx.doi.org/10.1158/1078-0432.CCR-09-1630  

 Chen J, Li Y, Yu TS, McKay RM, Burns DK, Kernie 

SG, Parada LF. 2012. A restricted cell population 

propagates glioblastoma growth after 

chemotherapy. Nature 488:522-526. 

http://dx.doi.org/10.1038/nature11287  

 Chen X, Bahrami A, Pappo A, Easton J, Dalton J, 

Hedlund E, Ellison D, Shurtleff S, Wu G, Wei L, 

Parker M, Rusch M, Nagahawatte P, Wu J, Mao S, 

Boggs K, Mulder H, Yergeau D, Lu C, Ding L, 

Edmonson M, Qu C, Wang J, Li Y, Navid F, Daw 

NC, Mardis E, Wilson R, Downing J, Zhang J, Dyer 

M. 2014. Recurrent Somatic Structural Variations 

Contribute to Tumorigenesis in Pediatric 

Osteosarcoma. Cell Rep 7:104-112. 

http://dx.doi.org/10.1016/j.celrep.2014.03.003  

 Chen Z, Shi T, Zhang L, Zhu P, Deng M, Huang 

C, Hu T, Jiang L, Li J. 2016. Mammalian drug efflux 

transporters of the ATP binding cassette (ABC) 

family in multidrug resistance: A review of the 

past decade. Cancer Lett 370:153-164. 

http://dx.doi.org/10.1016/j.canlet.2015.10.010  

 Cheng L, Alexander R, Zhang S, Pan CX, 

MacLennan GT, Lopez-Beltran A, Montironi R. 

2011. The clinical and therapeutic implications of 

cancer stem cell biology. Expert Rev Anticancer 

Ther 11:1133-1145. 

http://dx.doi.org/10.1586/era.11.82  

 Cheung TH, Rando TA. 2013. Molecular 

regulation of stem cell quiescence. Nat Rev Mol 

Cell Biol 14:329-340. 

http://dx.doi.org/10.1038/nrm3591    

 Ciccarelli C, Vulcano F, Milazzo L, Gravina GL, 

Marampon F, Macioce G, Giampaolo A, Tombolini 

V, Di Paolo V, Hassan HJ, Zani BM. 2016. Key role 

of MEK/ERK pathway in sustaining tumorigenicity 

and in vitro radioresistance of embryonal 

rhabdomyosarcoma stem-like cell population. Mol 

Cancer 15:16. http://dx.doi.org/10.1186/s12943-

016-0501-y  

 Clarke MF, Dick JE, Dirks PB, Eaves CJ, Jamieson 

CHM, Jones DL, Visvader J, Weissman IL, Wahl 

GM. 2006. Cancer Stem Cells - Perspectives on 

Current Status and Future Directions: AACR 

Workshop on Cancer Stem Cells. Cancer Res 

66:9339-9344. http://dx.doi.org/10.1158/0008-

5472.CAN-06-3126  

 Cleton-Jansen AM, Anninga JK, Briaire-de Bruijn 

IH, Romeo S, Oosting J, Egeler RM, Gelderblom H, 

Taminiau AHM, Hogendoorn PCW. 2009. Profiling 

of high-grade central osteosarcoma and its 

putative progenitor cells identifies tumourigenic 

pathways. Br J Cancer 101:1909-1918. 

http://dx.doi.org/10.1038/sj.bjc.6605405  

 Clevers H. 2011. The cancer stem cell: premises, 

promises and challenges. Nat Med313-319. 

http://dx.doi.org/10.1038/nm.2304  

http://dx.doi.org/10.1002/path.2628
http://dx.doi.org/10.1093/jnci/djq361
http://dx.doi.org/10.1002/path.4366
http://dx.doi.org/10.1007/s00264-006-0192-x
http://dx.doi.org/10.1007/s00264-006-0192-x
http://dx.doi.org/10.1159/000430289
http://dx.doi.org/10.1038/cddis.2013.407
http://dx.doi.org/10.1158/1078-0432.CCR-09-1630
http://dx.doi.org/10.1038/nature11287
http://dx.doi.org/10.1016/j.celrep.2014.03.003
http://dx.doi.org/10.1016/j.canlet.2015.10.010
http://dx.doi.org/10.1586/era.11.82
http://dx.doi.org/10.1038/nrm3591
http://dx.doi.org/10.1186/s12943-016-0501-y
http://dx.doi.org/10.1186/s12943-016-0501-y
http://dx.doi.org/10.1158/0008-5472.CAN-06-3126
http://dx.doi.org/10.1158/0008-5472.CAN-06-3126
http://dx.doi.org/10.1038/sj.bjc.6605405
http://dx.doi.org/10.1038/nm.2304


 

General Introduction | 

77 

 Cohnheim J. 1875. Congenitales, quergestreiftes 

Muskelsarkom der Nieren. Archiv f pathol Anat 

(Virchows Arch) 65:64-69. 

http://dx.doi.org/10.1007/BF01978936  

 Colabufo NA, Berardi F, Cantore M, Contino M, 

Inglese C, Niso M, Perrone R. 2010. Perspectives 

of P-Glycoprotein Modulating Agents in Oncology 

and Neurodegenerative Diseases: Pharmaceutical, 

Biological, and Diagnostic Potentials. J Med Chem 

53:1883-1897. 

http://dx.doi.org/10.1021/jm900743c  

 Cole MF, Johnstone SE, Newman JJ, Kagey MH, 

Young RA. 2008. Tcf3 is an integral component of 

the core regulatory circuitry of embryonic stem 

cells. Genes Dev 22:746-755. 

http://dx.doi.org/10.1101/gad.1642408  

 Cong F, Schweizer L, Varmus H. 2004. Wnt 

signals across the plasma membrane to activate 

the β-catenin pathway by forming oligomers 

containing its receptors, Frizzled and LRP. 

Development 131:5103-5115. 

http://dx.doi.org/10.1242/dev.01318  

 Croker AK, Allan AL. 2012. Inhibition of 

aldehyde dehydrogenase (ALDH) activity reduces 

chemotherapy and radiation resistance of stem-

like ALDHhiCD44+ human breast cancer cells. 

Breast Cancer Res Treat 133:75-87. 

http://dx.doi.org/10.1007/s10549-011-1692-y  

 Damia G, D'Incalci M. 2007. Targeting DNA 

repair as a promising approach in cancer therapy. 

Eur J Cancer 43:1791-1801. 

http://dx.doi.org/10.1016/j.ejca.2007.05.003  

 Daniele S, Costa B, Zappelli E, Da Pozzo E, 

Sestito S, Nesi G, Campiglia P, Marinelli L, 

Novellino E, Rapposelli S, Martini C. 2015. 

Combined inhibition of AKT/mTOR and MDM2 

enhances Glioblastoma Multiforme cell apoptosis 

and differentiation of cancer stem cells. Sci Rep 

5:9956. http://dx.doi.org/10.1038/srep09956  

 Das B, Tsuchida R, Malkin D, Koren G, Baruchel 

S, Yeger H. 2008. Hypoxia Enhances Tumor 

Stemness by Increasing the Invasive and 

Tumorigenic Side Population Fraction. STEM 

CELLS 26:1818-1830. 

http://dx.doi.org/10.1634/stemcells.2007-0724  

 de Sousa EMF, Vermeulen L, Richel D, Medema 

JP. 2011. Targeting Wnt Signaling in Colon Cancer 

Stem Cells. Clin Cancer Res 17:647-653 

http://dx.doi.org/10.1158/1078-0432.CCR-10-1204  

 Dean M. 2009. ABC Transporters, Drug 

Resistance, and Cancer Stem Cells. J Mammary 

Gland Biol Neoplasia 14:3-9. 

http://dx.doi.org/10.1007/s10911-009-9109-9  

 Dey-Guha I, Wolfer A, Yeh AC, Albeck G, Darp R, 

Leon E, Wulfkuhle J, Petricoin EF, Wittner BS, 

Ramaswamy S. 2011. Asymmetric cancer cell 

division regulated by AKT. Proc Natl Acad Sci USA 

108:12845-12850 

http://dx.doi.org/10.1073/pnas.1109632108  

 Di Fiore R, Drago-Ferrante R, Pentimalli F, Di 

Marzo D, Forte IM, D'Anneo A, Carlisi D, De Blasio 

A, Giuliano M, Tesoriere G, Giordano A, Vento R. 

2014. MicroRNA-29b-1 impairs in vitro cell 

proliferation, self-renewal and chemoresistance of 

human osteosarcoma 3AB-OS cancer stem cells. 

Int J Oncol 45:2013-2023. 

http://dx.doi.org/10.3892/ijo.2014.2618  

 Di Fiore R, Drago-Ferrante R, Pentimalli F, Di 

Marzo D, Forte IM, Carlisi D, De Blasio A, 

Tesoriere G, Giordano A, Vento R. 2016. Let-7d 

miRNA Shows Both Antioncogenic and Oncogenic 

Functions in Osteosarcoma-Derived 3AB-OS 

Cancer Stem Cells. J Cell Physiol 231:1832-1841. 

http://dx.doi.org/10.1002/jcp.25291  

 Di Fiore R, Fanale D, Drago-Ferrante R, 

Chiaradonna F, Giuliano M, De Blasio A, Amodeo 

V, Corsini LR, Bazan V, Tesoriere G, Vento R, 

Russo A. 2013. Genetic and molecular 

characterization of the human Osteosarcoma 3AB-

OS cancer stem cell line: A possible model for 

studying osteosarcoma origin and stemness. J Cell 

Physiol 228:1189-1201. 

http://dx.doi.org/10.1002/jcp.24272  

 Di Fiore R, Santulli A, Drago Ferrante R, Giuliano 

M, De Blasio A, Messina C, Pirozzi G, Tirino V, 

Tesoriere G, Vento R. 2009. Identification and 

expansion of human osteosarcoma-cancer-stem 

cells by long-term 3-aminobenzamide treatment. J 

Cell Physiol 219:301-313. 

http://dx.doi.org/10.1002/jcp.21667  

 Diehn M, Cho RW, Clarke MF. 2009a. 

Therapeutic Implications of the Cancer Stem Cell 

Hypothesis. Semin Radiat Oncol 19:78-86. 

http://dx.doi.org/10.1016/j.semradonc.2008.11.002  

 Diehn M, Cho RW, Lobo NA, Kalisky T, Dorie MJ, 

Kulp AN, Qian D, Lam JS, Ailles LE, Wong M, 

Joshua B, Kaplan MJ, Wapnir I, Dirbas FM, Somlo 

G, Garberoglio C, Paz B, Shen J, Lau SK, Quake SR, 

Brown JM, Weissman IL, Clarke MF. 2009b. 

http://dx.doi.org/10.1007/BF01978936
http://dx.doi.org/10.1021/jm900743c
http://dx.doi.org/10.1101/gad.1642408
http://dx.doi.org/10.1242/dev.01318
http://dx.doi.org/10.1007/s10549-011-1692-y
http://dx.doi.org/10.1016/j.ejca.2007.05.003
http://dx.doi.org/10.1038/srep09956
http://dx.doi.org/10.1634/stemcells.2007-0724
http://dx.doi.org/10.1158/1078-0432.CCR-10-1204
http://dx.doi.org/10.1007/s10911-009-9109-9
http://dx.doi.org/10.1073/pnas.1109632108
http://dx.doi.org/10.3892/ijo.2014.2618
http://dx.doi.org/10.1002/jcp.25291
http://dx.doi.org/10.1002/jcp.24272
http://dx.doi.org/10.1002/jcp.21667
http://dx.doi.org/10.1016/j.semradonc.2008.11.002


| Chapter 1 – 1.6 References 

 

78 

Association of reactive oxygen species levels and 

radioresistance in cancer stem cells. Nature 

458:780-783. 

http://dx.doi.org/10.1038/nature07733  

 Dieter SM, Ball CR, Hoffmann CM, Nowrouzi A, 

Herbst F, Zavidij O, Abel U, Arens A, Weichert W, 

Brand K, Koch M, Weitz J, Schmidt M, von Kalle C, 

Glimm H. 2011. Distinct Types of Tumor-Initiating 

Cells Form Human Colon Cancer Tumors and 

Metastases. Cell stem cell 9:357-365. 

http://dx.doi.org/doi: 10.1016/j.stem.2011.08.010  

 Ding L, Ley TJ, Larson DE, Miller CA, Koboldt 

DC, Welch JS, Ritchey JK, Young MA, Lamprecht T, 

McLellan MD, McMichael JF, Wallis JW, Lu C, Shen 

D, Harris CC, Dooling DJ, Fulton RS, Fulton LL, 

Chen K, Schmidt H, Kalicki-Veizer J, Magrini VJ, 

Cook L, McGrath SD, Vickery TL, Wendl MC, Heath 

S, Watson MA, Link DC, Tomasson MH, Shannon 

WD, Payton JE, Kulkarni S, Westervelt P, Walter 

MJ, Graubert TA, Mardis ER, Wilson RK, DiPersio 

JF. 2012. Clonal evolution in relapsed acute 

myeloid leukaemia revealed by whole-genome 

sequencing. Nature 481:506-510. 

http://dx.doi.org/10.1038/nature10738  

 Douville J, Beaulieu R, Balicki D. 2008. ALDH1 as 

a Functional Marker of Cancer Stem and 

Progenitor Cells. Stem Cells Dev 18:17-26. 

http://dx.doi.org/10.1089/scd.2008.0055  

 Du LQ, Wang Y, Wang H, Cao J, Liu Q, Fan FY. 

2011. Knockdown of Rad51 expression induces 

radiation- and chemo-sensitivity in osteosarcoma 

cells. Med Oncol 28:1481-1487. 

http://dx.doi.org/10.1007/s12032-010-9605-1  

 Duhamel LAE, Ye H, Halai D, Idowu BD, 

Presneau N, Tirabosco R, Flanagan AM. 2012. 

Frequency of Mouse Double Minute 2 (MDM2) 

and Mouse Double Minute 4 (MDM4) 

amplification in parosteal and conventional 

osteosarcoma subtypes. Histopathology 60:357-

359. http://dx.doi.org/10.1111/j.1365-

2559.2011.04023.x  

 Durante F. 1874. Nesso fisio-pathologico tra la 

struttura dei nei materni e la genesi di alcuni 

tumori maligni. Arch Memor Observ Chir Pract 

11:217-226 

 Dylla SJ, Beviglia L, Park IK, Chartier C, Raval J, 

Ngan L, Pickell K, Aguilar J, Lazetic S, Smith-

Berdan S, Clarke MF, Hoey T, Lewicki J, Gurney AL. 

2008. Colorectal Cancer Stem Cells Are Enriched 

in Xenogeneic Tumors Following Chemotherapy. 

PLoS ONE 3:e2428. 

http://dx.doi.org/10.1371/journal.pone.0002428  

 El Naggar A, Clarkson P, Zhang F, Mathers J, 

Tognon C, Sorensen PH. 2012. Expression and 

stability of hypoxia inducible factor 1α in 

osteosarcoma. Pediatr Blood Cancer 59:1215-

1222. http://dx.doi.org/10.1002/pbc.24191  

 Eliseev RA, Dong YF, Sampson E, Zuscik MJ, 

Schwarz EM, O'Keefe RJ, Rosier RN, Drissi MH. 

2008. Runx2-mediated activation of the Bax gene 

increases osteosarcoma cell sensitivity to 

apoptosis. Oncogene 27:3605-3614. 

http://dx.doi.org/10.1038/sj.onc.1211020  

 Elmore S. 2007. Apoptosis: A Review of 

Programmed Cell Death. Toxicol Pathol 35:495-

516. 

http://dx.doi.org/10.1080/01926230701320337  

 Engert F, Kovac M, Baumhoer D, Nathrath M, 

Fulda S. 2016. Osteosarcoma cells with genetic 

signatures of BRCAness are susceptible to the 

PARP inhibitor talazoparib alone or in 

combination with chemotherapeutics. Oncotarget 

In press. 

http://dx.doi.org/10.18632/oncotarget.10720  

 Essers MAG, Trumpp A. 2010. Targeting 

leukemic stem cells by breaking their dormancy. 

Mol Oncol 4:443-450. 

http://dx.doi.org/10.1016/j.molonc.2010.06.001  

 Eyre R, Feltbower RG, Mubwandarikwa E, Eden 

TOB, McNally RJQ. 2009. Epidemiology of bone 

tumours in children and young adults. Pediatr 

Blood Cancer 53:941-952. 

http://dx.doi.org/10.1002/pbc.22194  

 Fan X, Khaki L, Zhu TS, Soules ME, Talsma CE, 

Gul N, Koh C, Zhang J, Li YM, Maciaczyk J, 

Nikkhah G, DiMeco F, Piccirillo S, Vescovi AL, 

Eberhart CG. 2010. NOTCH Pathway Blockade 

Depletes CD133-Positive Glioblastoma Cells and 

Inhibits Growth of Tumor Neurospheres and 

Xenografts. STEM CELLS 28:5-16. 

http://dx.doi.org/10.1002/stem.254  

 Fan X, Matsui W, Khaki L, Stearns D, Chun J, Li 

YM, Eberhart CG. 2006. Notch Pathway Inhibition 

Depletes Stem-like Cells and Blocks Engraftment 

in Embryonal Brain Tumors. Cancer Res 66:7445-

7452. http://dx.doi.org/10.1158/0008-5472.CAN-

06-0858  

 Ferrari S, Bertoni F, Zanella L, Setola E, Bacchini 

P, Alberghini M, Versari M, Bacci G. 2004. 

Evaluation of P-glycoprotein, HER-2/ErbB-2, p53, 

http://dx.doi.org/10.1038/nature07733
http://dx.doi.org/10.1038/nature10738
http://dx.doi.org/10.1089/scd.2008.0055
http://dx.doi.org/10.1007/s12032-010-9605-1
http://dx.doi.org/10.1111/j.1365-2559.2011.04023.x
http://dx.doi.org/10.1111/j.1365-2559.2011.04023.x
http://dx.doi.org/10.1371/journal.pone.0002428
http://dx.doi.org/10.1002/pbc.24191
http://dx.doi.org/10.1038/sj.onc.1211020
http://dx.doi.org/10.1080/01926230701320337
http://dx.doi.org/10.18632/oncotarget.10720
http://dx.doi.org/10.1016/j.molonc.2010.06.001
http://dx.doi.org/10.1002/pbc.22194
http://dx.doi.org/10.1002/stem.254
http://dx.doi.org/10.1158/0008-5472.CAN-06-0858
http://dx.doi.org/10.1158/0008-5472.CAN-06-0858


 

General Introduction | 

79 

and Bcl-2 in primary tumor and metachronous 

lung metastases in patients with high-grade 

osteosarcoma. Cancer 100:1936-1942. 

http://dx.doi.org/10.1002/cncr.20151  

 Ferrari S, Palmerini E. 2007. Adjuvant and 

neoadjuvant combination chemotherapy for 

osteogenic sarcoma. Curr Opin Oncol 19:341-346. 

http://dx.doi.org/10.1097/CCO.0b013e328122d73f  

 Ferrari S, Ruggieri P, Cefalo G, Tamburini A, 

Capanna R, Fagioli F, Comandone A, Bertulli R, 

Bisogno G, Palmerini E, Alberghini M, Parafioriti A, 

Linari A, Picci P, Bacci G. 2012. Neoadjuvant 

Chemotherapy With Methotrexate, Cisplatin, and 

Doxorubicin With or Without Ifosfamide in 

Nonmetastatic Osteosarcoma of the Extremity: An 

Italian Sarcoma Group Trial ISG/OS-1. J Clin Oncol 

30:2112-2118. 

http://dx.doi.org/10.1200/JCO.2011.38.4420  

 Fletcher C, Hogendoorn P, Mertens F, Bridge J 

(2013). WHO Classification of Tumours of Soft 

Tissue and Bone.Lyon, France:IARC Press. 

 Fodde R, Brabletz T. 2007. Wnt/β-catenin 

signaling in cancer stemness and malignant 

behavior. Curr Opin Cell Biol 19:150-158. 

http://dx.doi.org/10.1016/j.ceb.2007.02.007  

 Fontanella R, Pelagalli A, Nardelli A, D'Alterio C, 

Ieranò C, Cerchia L, Lucarelli E, Scala S, Zannetti A. 

2016. A novel antagonist of CXCR4 prevents bone 

marrow-derived mesenchymal stem cell-mediated 

osteosarcoma and hepatocellular carcinoma cell 

migration and invasion. Cancer Lett 370:100-107. 

http://dx.doi.org/10.1016/j.canlet.2015.10.018  

 Fujiwara T, Katsuda T, Hagiwara K, Kosaka N, 

Yoshioka Y, Takahashi RU, Takeshita F, Kubota D, 

Kondo T, Ichikawa H, Yoshida A, Kobayashi E, 

Kawai A, Ozaki T, Ochiya T. 2014. Clinical 

Relevance and Therapeutic Significance of 

MicroRNA-133a Expression Profiles and Functions 

in Malignant Osteosarcoma-Initiating Cells. STEM 

CELLS 32:959-973. 

http://dx.doi.org/10.1002/stem.1618  

 Fujji H, Honoki K, Tsujiuchi T, Kido A, Yoshitani 

K, Takakura Y. 2009. Sphere-forming stem-like cell 

populations with drug resistance in human 

sarcoma cell lines. Int J Oncol 34:1381-1386. 

http://dx.doi.org/10.3892/ijo_00000265  

 Fulda S, Pervaiz S. 2010. Apoptosis signaling in 

cancer stem cells. Int J Biochem Cell Biol 42:31-38. 

http://dx.doi.org/10.1016/j.biocel.2009.06.010  

 Furth J, Kahn MC, Breedis C. 1937. The 

Transmission of Leukemia of Mice with a Single 

Cell. The American Journal of Cancer 31:276-282. 

http://dx.doi.org/10.1158/ajc.1937.276  

 Garaycoechea JI, Crossan GP, Langevin F, Daly 

M, Arends MJ, Patel KJ. 2012. Genotoxic 

consequences of endogenous aldehydes on 

mouse haematopoietic stem cell function. Nature 

489:571-575. 

http://dx.doi.org/10.1038/nature11368  

 Gatta G, Zigon G, Capocaccia R, Coebergh JW, 

Desandes E, Kaatsch P, Pastore G, Peris-Bonet R, 

Stiller CA. 2009. Survival of European children and 

young adults with cancer diagnosed 1995-2002. 

Eur J Cancer 45:992-1005. 

http://dx.doi.org/10.1016/j.ejca.2008.11.042  

 Ghaleb AM, Elkarim EA, Bialkowska AB, Yang 

VW. 2016. KLF4 Suppresses Tumor Formation in 

Genetic and Pharmacological Mouse Models of 

Colonic Tumorigenesis. Mol Cancer Res 14:385-

396. http://dx.doi.org/10.1158/1541-7786.MCR-15-

0410  

 Ghisolfi L, Keates AC, Hu X, Lee Dk, Li CJ. 2012. 

Ionizing Radiation Induces Stemness in Cancer 

Cells. PLoS ONE 7:e43628. 

http://dx.doi.org/10.1371/journal.pone.0043628  

 Gibbs CP, Kukekov VG, Reith JD, Tchigrinova O, 

Suslov ON, Scott EW, Ghivizzani SC, Ignatova TN, 

Steindler DA. 2005. Stem-like cells in bone 

sarcomas: implications for tumorigenesis. 

Neoplasia 7:967-976. 

http://dx.doi.org/10.1593/neo.05394  

 Ginestier C, Hur MH, Charafe-Jauffret E, 

Monville F, Dutcher J, Brown M, Jacquemier J, 

Viens P, Kleer CG, Liu S, Schott A, Hayes D, 

Birnbaum D, Wicha MS, Dontu G. 2007. ALDH1 Is 

a Marker of Normal and Malignant Human 

Mammary Stem Cells and a Predictor of Poor 

Clinical Outcome. Cell stem cell 1:555-567. 

http://dx.doi.org/10.1016/j.stem.2007.08.014  

 Giroux Leprieur E, Vieira T, Antoine M, 

Rozensztajn N, Rabbe N, Ruppert AM, Lavole A, 

Cadranel J, Wislez M. 2016. Sonic Hedgehog 

Pathway Activation Is Associated With Resistance 

to Platinum-Based Chemotherapy in Advanced 

Non-Small-Cell Lung Carcinoma. Clin Lung Cancer 

17:301-308. 

http://dx.doi.org/10.1016/j.cllc.2015.12.007  

 Goff D, Recart A, Sadarangani A, Chun HJ, 

Barrett C, Krajewska M, Leu H, Low-Marchelli J, 

http://dx.doi.org/10.1002/cncr.20151
http://dx.doi.org/10.1097/CCO.0b013e328122d73f
http://dx.doi.org/10.1200/JCO.2011.38.4420
http://dx.doi.org/10.1016/j.ceb.2007.02.007
http://dx.doi.org/10.1016/j.canlet.2015.10.018
http://dx.doi.org/10.1002/stem.1618
http://dx.doi.org/10.3892/ijo_00000265
http://dx.doi.org/10.1016/j.biocel.2009.06.010
http://dx.doi.org/10.1158/ajc.1937.276
http://dx.doi.org/10.1038/nature11368
http://dx.doi.org/10.1016/j.ejca.2008.11.042
http://dx.doi.org/10.1158/1541-7786.MCR-15-0410
http://dx.doi.org/10.1158/1541-7786.MCR-15-0410
http://dx.doi.org/10.1371/journal.pone.0043628
http://dx.doi.org/10.1593/neo.05394
http://dx.doi.org/10.1016/j.stem.2007.08.014
http://dx.doi.org/10.1016/j.cllc.2015.12.007


| Chapter 1 – 1.6 References 

 

80 

Ma W, Shih A, Wei J, Zhai D, Geron I, Pu M, Bao 

L, Chuang R, Balaian L, Gotlib J, Minden M, 

Martinelli G, Rusert J, Dao KH, Shazand K, 

Wentworth P, Smith K, Jamieson C, Morris S, 

Messer K, Goldstein L, Hudson T, Marra M, Frazer 

K, Pellecchia M, Reed J, Jamieson C. 2013. A Pan-

BCL2 Inhibitor Renders Bone-Marrow-Resident 

Human Leukemia Stem Cells Sensitive to Tyrosine 

Kinase Inhibition. Cell stem cell 12:316-328. 

http://dx.doi.org/10.1016/j.stem.2012.12.011  

 Goldsby RE, Fan TM, Villaluna D, Wagner LM, 

Isakoff MS, Meyer J, Lor Randall R, Lee S, Kim G, 

Bernstein M, Gorlick R, Krailo M, Marina N. 2013. 

Feasibility and dose discovery analysis of 

zoledronic acid with concurrent chemotherapy in 

the treatment of newly diagnosed metastatic 

osteosarcoma: A report from the Children's 

Oncology Group. Eur J Cancer 49:2384-2391. 

http://dx.doi.org/10.1016/j.ejca.2013.03.018  

 Golebiewska A, Brons NHC, Bjerkvig R, Niclou 

SP. 2011. Critical Appraisal of the Side Population 

Assay in Stem Cell and Cancer Stem Cell 

Research. Cell stem cell 8:136-147. 

http://dx.doi.org/10.1016/j.stem.2011.01.007  

 Gomes C, Welling M, Que I, Henriquez N, Pluijm 

G, Romeo S, Abrunhosa A, Botelho MF, 

Hogendoorn P, Pauwels E, Cleton-Jansen A. 2007. 

Functional imaging of multidrug resistance in an 

orthotopic model of osteosarcoma using 99mTc-

sestamibi. Eur J Nucl Med Mol Imaging 34:1793-

1803 http://dx.doi.org/10.1007/s00259-007-0480-8  

 Gomes CMF, van Paassen H, Romeo S, Welling 

MM, Feitsma RIJ, Abrunhosa AJ, Botelho MF, 

Hogendoorn PCW, Pauwels E, Cleton-Jansen AM. 

2006. Multidrug resistance mediated by ABC 

transporters in osteosarcoma cell lines: mRNA 

analysis and functional radiotracer studies. 

Nuclear Med Biol 33:831-840. 

http://dx.doi.org/10.1016/j.nucmedbio.2006.07.011  

 Gonçalves C, Martins-Neves SR, Paiva-Oliveira D, 

Oliveira VEB, Fontes-Ribeiro C, Gomes CMF. 2015. 

Sensitizing osteosarcoma stem cells to 

doxorubicin-induced apoptosis through retention 

of doxorubicin and modulation of apoptotic-

related proteins. Life Sci 130:47-56. 

http://dx.doi.org/10.1016/j.lfs.2015.03.009  

 Goorin AM, Harris MB, Bernstein M, Ferguson 

W, Devidas M, Siegal GP, Gebhardt MC, Schwartz 

CL, Link M, Grier HE. 2002. Phase II/III Trial of 

Etoposide and High-Dose Ifosfamide in Newly 

Diagnosed Metastatic Osteosarcoma: A Pediatric 

Oncology Group Trial. J Clin Oncol 20:426-433. 

http://dx.doi.org/10.1200/JCO.20.2.426  

 Goorin AM, Schwartzentruber DJ, Devidas M, 

Gebhardt MC, Ayala AG, Harris MB, Helman LJ, 

Grier HE, Link MP. 2003. Presurgical 

Chemotherapy Compared With Immediate 

Surgery and Adjuvant Chemotherapy for 

Nonmetastatic Osteosarcoma: Pediatric Oncology 

Group Study POG-8651. J Clin Oncol 21:1574-

1580. http://dx.doi.org/10.1200/JCO.2003.08.165  

 Greco N, Schott T, Mu X, Rothenberg A, Voigt 

C, McGough RL, Goodman M, Huard J, Weiss KR. 

2014. ALDH Activity Correlates with Metastatic 

Potential in Primary Sarcomas of Bone. J Cancer 

Ther 5:331-338. 

http://dx.doi.org/10.4236/jct.2014.54040  

 Grimer RJ. 2005. Surgical options for children 

with osteosarcoma. Lancet Oncol 6:85-92. 

http://dx.doi.org/10.1016/S1470-2045(05)01734-1  

 Gu JW, Rizzo P, Pannuti A, Golde T, Osborne B, 

Miele L. 2012. Notch signals in the endothelium 

and cancer "stem-like" cells: opportunities for 

cancer therapy. Vasc Cell 4:1-9. 

http://dx.doi.org/10.1186/2045-824X-4-7  

 Guan G, Zhang Y, Lu Y, Liu L, Shi D, Wen Y, 

Yang L, Ma Q, Liu T, Zhu X, Qiu X, Zhou Y. 2015. 

The HIF- -

induced metastasis of human osteosarcoma cells. 

Cancer Lett 357:254-264. 

http://dx.doi.org/10.1016/j.canlet.2014.11.034  

 Guo M, Cai C, Zhao G, Qiu X, Zhao H, Ma Q, 

Tian L, Li X, Hu Y, Liao B, Ma B, Fan Q. 2014. 

Hypoxia Promotes Migration and Induces CXCR4 

Expression via HIF-1α Activation in Human 

Osteosarcoma. PLoS ONE 9:e90518. 

http://dx.doi.org/10.1371/journal.pone.0090518  

 Guo Y, Rubin E, Xie J, Zi X, Hoang B. 2008. 

Dominant Negative LRP5 Decreases 

Tumorigenicity and Metastasis of Osteosarcoma in 

an Animal Model. Clin Orthop Relat Res 466:2039-

2045. http://dx.doi.org/10.1007/s11999-008-0344-

y  

 Guo Y, Zi X, Koontz Z, Kim A, Xie J, Gorlick R, 

Holcombe RF, Hoang BH. 2007. Blocking 

Wnt/LRP5 signaling by a soluble receptor 

modulates the epithelial to mesenchymal 

transition and suppresses met and 

metalloproteinases in osteosarcoma Saos-2 cells. J 

http://dx.doi.org/10.1016/j.stem.2012.12.011
http://dx.doi.org/10.1016/j.ejca.2013.03.018
http://dx.doi.org/10.1016/j.stem.2011.01.007
http://dx.doi.org/10.1007/s00259-007-0480-8
http://dx.doi.org/10.1016/j.nucmedbio.2006.07.011
http://dx.doi.org/10.1016/j.lfs.2015.03.009
http://dx.doi.org/10.1200/JCO.20.2.426
http://dx.doi.org/10.1200/JCO.2003.08.165
http://dx.doi.org/10.4236/jct.2014.54040
http://dx.doi.org/10.1016/S1470-2045(05)01734-1
http://dx.doi.org/10.1186/2045-824X-4-7
http://dx.doi.org/10.1016/j.canlet.2014.11.034
http://dx.doi.org/10.1371/journal.pone.0090518
http://dx.doi.org/10.1007/s11999-008-0344-y
http://dx.doi.org/10.1007/s11999-008-0344-y


 

General Introduction | 

81 

Orthop Res 25:964-971. 

http://dx.doi.org/10.1002/jor.20356  

 Gupta PB, Onder TT, Jiang G, Tao K, 

Kuperwasser C, Weinberg RA, Lander ES. 2009. 

Identification of Selective Inhibitors of Cancer 

Stem Cells by High-Throughput Screening. Cell 

138:645-659. 

http://dx.doi.org/10.1016/j.cell.2009.06.034  

 Gupta S, Takebe N, LoRusso P. 2010. Targeting 

the Hedgehog pathway in cancer. Ther Adv Med 

Oncol 2:237-250. 

http://dx.doi.org/10.1177/1758834010366430  

 Gurney A, Axelrod F, Bond CJ, Cain J, Chartier C, 

Donigan L, Fischer M, Chaudhari Al, Ji M, Kapoun 

AM, Lam A, Lazetic S, Ma S, Mitra S, Park IK, 

Pickell K, Sato A, Satyal S, Stroud M, Tran H, Yen 

WC, Lewicki J, Hoey T. 2012. Wnt pathway 

inhibition via the targeting of Frizzled receptors 

results in decreased growth and tumorigenicity of 

human tumors. Proc Natl Acad Sci USA 

109:11717-11722. 

http://dx.doi.org/10.1073/pnas.1120068109  

 Hamilton G, Olszewski U. 2013. Chemotherapy-

induced Enrichment of Cancer Stem Cells in Lung 

Cancer. J Bioanal Biomed S9. 

http://dx.doi.org/10.4172/1948-593X.S9-003  

 Hattinger CM, Fanelli M, Tavanti E, Vella S, 

Ferrari S, Picci P, Serra M. 2015. Advances in 

emerging drugs for osteosarcoma. Expert Opin 

Emerg Drugs 20:495-514. 

http://dx.doi.org/10.1517/14728214.2015.1051965  

 Hauben EI, Bielack S, Grimer R, Jundt G, 

Reichardt P, Sydes M, Taminiau AHM, 

Hogendoorn PCW. 2006. Clinico-histologic 

parameters of osteosarcoma patients with late 

relapse. Eur J Cancer 42:460-466. 

http://dx.doi.org/10.1016/j.ejca.2005.09.032  

 Hauben EI, Weeden S, Pringle J, Van Marck EA, 

Hogendoorn PCW. 2002. Does the histological 

subtype of high-grade central osteosarcoma 

influence the response to treatment with 

chemotherapy and does it affect overall survival? 

A study on 570 patients of two consecutive trials 

of the European Osteosarcoma Intergroup. Eur J 

Cancer 38:1218-1225. 

http://dx.doi.org/10.1016/S0959-8049(02)00037-0  

 Haydon RC, Luu HH, He TC. 2007. 

Osteosarcoma and Osteoblastic Differentiation: A 

New Perspective on Oncogenesis. Clin Orthop 

Relat Res 454:237-246. 

http://dx.doi.org/10.1097/BLO.0b013e31802b683c  

 He A, Qi W, Huang Y, Feng T, Chen J, Sun Y, 

Shen Z, Yao Y. 2012. CD133 expression predicts 

lung metastasis and poor prognosis in 

osteosarcoma patients: A clinical and experimental 

study. Exp Ther Med 4:435-441. 

http://dx.doi.org/10.3892/etm.2012.603  

 He TC, Sparks AB, Rago C, Hermeking H, Zawel 

L, da Costa LT, Morin PJ, Vogelstein B, Kinzler KW. 

1998. Identification of c-MYC as a Target of the 

APC Pathway. Science 281:1509-1512. 

http://dx.doi.org/10.1126/science.281.5382.1509  

 Heddleston JM, Li Z, Lathia JD, Bao S, 

Hjelmeland AB, Rich JN. 2010. Hypoxia inducible 

factors in cancer stem cells. Br J Cancer 102:789-

795. http://dx.doi.org/10.1038/sj.bjc.6605551 

 Heymann MF, Brown H, Heymann D. 2016. 

Drugs in early clinical development for the 

treatment of osteosarcoma. Expert Opin Investig 

Drugs In press. 

http://dx.doi.org/10.1080/13543784.2016.1237503   

 Higgins CF. 2007. Multiple molecular 

mechanisms for multidrug resistance transporters. 

Nature 446:749-757. 

http://dx.doi.org/10.1038/nature05630  

 Hirotsu M, Setoguchi T, Sasaki H, Matsunoshita 

Y, Gao H, Nagao H, Kunigou O, Komiya S. 2010. 

Smoothened as a new therapeutic target for 

human osteosarcoma. Mol Cancer 9:5. 

http://dx.doi.org/10.1186/1476-4598-9-5  

 Hjelmeland AB, Wu Q, Heddleston JM, 

Choudhary GS, MacSwords J, Lathia JD, McLendon 

R, Lindner D, Sloan A, Rich JN. 2011. Acidic stress 

promotes a glioma stem cell phenotype. Cell 

Death Differ 18:829-840. 

http://dx.doi.org/10.1038/cdd.2010.150  

 Hoang BH, Kubo T, Healey JH, Sowers R, Mazza 

B, Yang R, Huvos AG, Meyers PA, Gorlick R. 2004. 

Expression of LDL receptor-related protein 5 

(LRP5) as a novel marker for disease progression 

in high-grade osteosarcoma. Int J Cancer 109:106-

111. http://dx.doi.org/10.1002/ijc.11677  

 Höckel M, Vaupel P. 2001. Tumor Hypoxia: 

Definitions and Current Clinical, Biologic, and 

Molecular Aspects. J Natl Cancer Inst 93:266-276. 

http://dx.doi.org/10.1093/jnci/93.4.266  

 Honoki K, Fujji H, Kubo A, Kido A, Mori T, 

Tanaka Y, Tsujiuchi T. 2010. Possible involvement 

of stem-like populations with elevated ALDH1 in 

http://dx.doi.org/10.1002/jor.20356
http://dx.doi.org/10.1016/j.cell.2009.06.034
http://dx.doi.org/10.1177/1758834010366430
http://dx.doi.org/10.1073/pnas.1120068109
http://dx.doi.org/10.4172/1948-593X.S9-003
http://dx.doi.org/10.1517/14728214.2015.1051965
http://dx.doi.org/10.1016/j.ejca.2005.09.032
http://dx.doi.org/10.1016/S0959-8049(02)00037-0
http://dx.doi.org/10.1097/BLO.0b013e31802b683c
http://dx.doi.org/10.3892/etm.2012.603
http://dx.doi.org/10.1126/science.281.5382.1509
http://dx.doi.org/10.1038/sj.bjc.6605551
http://dx.doi.org/10.1080/13543784.2016.1237503
http://dx.doi.org/10.1038/nature05630
http://dx.doi.org/10.1186/1476-4598-9-5
http://dx.doi.org/10.1038/cdd.2010.150
http://dx.doi.org/10.1002/ijc.11677
http://dx.doi.org/10.1093/jnci/93.4.266


| Chapter 1 – 1.6 References 

 

82 

sarcomas for chemotherapeutic drug resistance. 

Oncol Rep 24:501-505. 

http://dx.doi.org/10.3892/or_00000885  

 Hou CH, Lin FL, Hou SM, Liu JF. 2014. Cyr61 

promotes epithelial-mesenchymal transition and 

tumor metastasis of osteosarcoma by Raf-

1/MEK/ERK/Elk-1/TWIST-1 signaling pathway. Mol 

Cancer 13:236. http://dx.doi.org/10.1186/1476-

4598-13-236  

 Hu X, Ghisolfi L, Keates AC, Zhang J, Xiang S, 

Lee Dk, Li CJ. 2012. Induction of cancer cell 

stemness by chemotherapy. Cell Cycle 11:2691-

2698. http://dx.doi.org/10.4161/cc.21021  

 Huang CP, Tsai MF, Chang TH, Tang WC, Chen 

SY, Lai HH, Lin TY, Yang JC-H, Yang PC, Shih JY, 

Lin SB. 2013. ALDH-positive lung cancer stem cells 

confer resistance to epidermal growth factor 

receptor tyrosine kinase inhibitors. Cancer Lett 

328:144-151. 

http://dx.doi.org/10.1016/j.canlet.2012.08.021  

 Huang SM, Mishina YM, Liu S, Cheung A, 

Stegmeier F, Michaud GA, Charlat O, Wiellette E, 

Zhang Y, Wiessner S, Hild M, Shi X, Wilson CJ, 

Mickanin C, Myer V, Fazal A, Tomlinson R, Serluca 

F, Shao W, Cheng H, Shultz M, Rau C, Schirle M, 

Schlegl J, Ghidelli S, Fawell S, Lu C, Curtis D, 

Kirschner MW, Lengauer C, Finan PM, Tallarico JA, 

Bouwmeester T, Porter JA, Bauer A, Cong F. 2009. 

Tankyrase inhibition stabilizes axin and 

antagonizes Wnt signalling. Nature 461:614-620. 

http://dx.doi.org/10.1038/nature08356  

 Hughes DPM (2010). How the NOTCH Pathway 

Contributes to the Ability of Osteosarcoma Cells 

to Metastasize. In: Jaffe N, Bruland SO, Bielack S, 

editors. Pediatric and Adolescent 

Osteosarcoma.Boston, MA:Springer US. p. 479-

496. 

 Iwaya K, Ogawa H, Kuroda M, Izumi M, Ishida T, 

Mukai K. 2003. Cytoplasmic and/or nuclear 

staining of beta-catenin is associated with lung 

metastasis. Clin Exp Metastasis 20:525-529. 

http://dx.doi.org/10.1023/A:1025821229013  

 Jho Eh, Zhang T, Domon C, Joo CK, Freund JN, 

Costantini F. 2002. Wnt/β-Catenin/Tcf Signaling 

Induces the Transcription of Axin2, a Negative 

Regulator of the Signaling Pathway. Mol Cell Biol 

22:1172-1183. 

http://dx.doi.org/10.1128/MCB.22.4.1172-

1183.2002  

 Ji P, Yu L, Guo WC, Mei HJ, Wang XJ, Chen H, 

Fang S, Yang J. 2015. Doxorubicin Inhibits 

Proliferation of Osteosarcoma Cells Through 

Upregulation of the Notch Signaling Pathway. 22: 

185-191. 

http://dx.doi.org/10.3727/096504015X1434370412

4340  

 Jia M, Hu J, Li W, Su P, Zhang H, Zhang X, Zhou 

G. 2014. Trps1 is associated with the multidrug 

resistance of osteosarcoma by regulating MDR1 

gene expression. FEBS Lett 588:801-810. 

http://dx.doi.org/10.1016/j.febslet.2014.01.041  

 Jiang J, Chan YS, Loh YH, Cai J, Tong GQ, Lim 

CA, Robson P, Zhong S, Ng HH. 2008. A core Klf 

circuitry regulates self-renewal of embryonic stem 

cells. Nat Cell Biol 10:353-360. 

http://dx.doi.org/10.1038/ncb1698  

 Jiang W, Liu J, Xu T, Yu X. 2016. MiR-329 

suppresses osteosarcoma development by 

downregulating Rab10. FEBS Lett 590:2973-2981. 

http://dx.doi.org/10.1002/1873-3468.12337  

 Kakarala M, Brenner DE, Khorkaya H, Cheng C, 

Tazi K, Ginestier C, Liu S, Dontu G, Wicha MS. 

2010. Targeting Breast Stem Cells with the Cancer 

Preventive Compounds Curcumin and Piperine. 

Breast Cancer Res Treat 122:777-785. 

http://dx.doi.org/10.1007/s10549-009-0612-x  

 Kansara M, Thomas DM. 2007. Molecular 

Pathogenesis of Osteosarcoma. DNA Cell Biol 

26:1-18. http://dx.doi.org/10.1089/dna.2006.0505  

 Kansara M, Tsang M, Kodjabachian L, Sims NA, 

Trivett MK, Ehrich M, Dobrovic A, Slavin J, Choong 

PFM, Simmons PJ, Dawid IB, Thomas DM. 2009. 

Wnt inhibitory factor 1 is epigenetically silenced 

in human osteosarcoma, and targeted disruption 

accelerates osteosarcomagenesis in mice. J Clin 

Invest 119:837-851. 

http://dx.doi.org/10.1172/JCI37175  

 Kato K, Kuhara A, Yoneda T, Inoue T, Takao T, 

Ohgami T, Dan L, Kuboyama A, Kusunoki S, 

Takeda S, Wake N. 2011. Sodium Butyrate Inhibits 

the Self-Renewal Capacity of Endometrial Tumor 

Side-Population Cells by Inducing a DNA Damage 

Response. Mol Ther 10:1430-1439. 

http://dx.doi.org/10.1158/1535-7163.MCT-10-1062  

 Kayama M, Kurokawa MS, Ueno H, Suzuki N. 

2007. Recent advances in corneal regeneration 

and possible application of embryonic stem cell-

derived corneal epithelial cells. Clin Ophthalmol 

1:373-382 

http://dx.doi.org/10.3892/or_00000885
http://dx.doi.org/10.1186/1476-4598-13-236
http://dx.doi.org/10.1186/1476-4598-13-236
http://dx.doi.org/10.4161/cc.21021
http://dx.doi.org/10.1016/j.canlet.2012.08.021
http://dx.doi.org/10.1038/nature08356
http://dx.doi.org/10.1023/A:1025821229013
http://dx.doi.org/10.1128/MCB.22.4.1172-1183.2002
http://dx.doi.org/10.1128/MCB.22.4.1172-1183.2002
http://dx.doi.org/10.3727/096504015X14343704124340
http://dx.doi.org/10.3727/096504015X14343704124340
http://dx.doi.org/10.1016/j.febslet.2014.01.041
http://dx.doi.org/10.1038/ncb1698
http://dx.doi.org/10.1002/1873-3468.12337
http://dx.doi.org/10.1007/s10549-009-0612-x
http://dx.doi.org/10.1089/dna.2006.0505
http://dx.doi.org/10.1172/JCI37175
http://dx.doi.org/10.1158/1535-7163.MCT-10-1062


 

General Introduction | 

83 

 Kemper K, de Goeje PL, Peeper DS, van 

Amerongen R. 2014. Phenotype Switching: Tumor 

Cell Plasticity as a Resistance Mechanism and 

Target for Therapy. Cancer Res 74:5937-5941. 

http://dx.doi.org/10.1158/0008-5472.CAN-14-1174  

 Kemper K, Rodermond H, Colak S, Grandela C, 

Medema J. 2012. Targeting colorectal cancer stem 

cells with inducible caspase-9. Apoptosis 17:528-

537. http://dx.doi.org/10.1007/s10495-011-0692-z  

 Khoury T, Ademuyiwa FO, Chandraseekhar R, 

Jabbour M, DeLeo A, Ferrone S, Wang Y, Wang X. 

2012. Aldehyde dehydrogenase 1A1 expression in 

breast cancer is associated with stage, triple 

negativity, and outcome to neoadjuvant 

chemotherapy. Mod Pathol 25:388-397. 

http://dx.doi.org/10.1038/modpathol.2011.172  

 Kim J, Orkin SH. 2011. Embryonic stem cell-

specific signatures in cancer: insights into 

genomic regulatory networks and implications for 

medicine. Genome Med 3:1-8. 

http://dx.doi.org/10.1186/gm291  

 Kim M, Zhou L, Park B, Kim J. 2011. Induction of 

G2/M arrest and apoptosis by sulforaphane in 

human osteosarcoma U2-OS cells. Mol Med Rep 

4:929-934. 

http://dx.doi.org/10.3892/mmr.2011.520  

 Kim SK, Kim H, Lee Dh, Kim Ts, Kim T, Chung C, 

Koh GY, Kim H, Lim DS. 2013. Reversing the 

Intractable Nature of Pancreatic Cancer by 

Selectively Targeting ALDH-High, Therapy-

Resistant Cancer Cells. PLoS ONE 8:e78130. 

http://dx.doi.org/10.1371/journal.pone.0078130  

 Kobayashi CI, Suda T. 2012. Regulation of 

reactive oxygen species in stem cells and cancer 

stem cells. J Cell Physiol 227:421-430. 

http://dx.doi.org/10.1002/jcp.22764  

 Kong Y, Peng Y, Liu Y, Xin H, Zhan X, Tan W. 

2015. Twist1 and Snail Link Hedgehog Signaling 

to Tumor-Initiating Cell-Like Properties and 

Acquired Chemoresistance Independently of ABC 

Transporters. STEM CELLS 33:1063-1074. 

http://dx.doi.org/10.1002/stem.1955  

 Konopleva M, Zhao S, Hu W, Jiang S, Snell V, 

Weidner D, Jackson CE, Zhang X, Champlin R, 

Estey E, Reed JC, Andreeff M. 2002. The anti-

apoptotic genes Bcl-XL and Bcl-2 are over-

expressed and contribute to chemoresistance of 

non-proliferating leukaemic CD34+ cells. Brit J 

Haematol 118:521-534. 

http://dx.doi.org/10.1046/j.1365-2141.2002.03637.x  

 Kovac M, Blattmann C, Ribi S, Smida J, Mueller 

NS, Engert F, Castro-Giner F, Weischenfeldt J, 

Kovacova M, Krieg A, Andreou D, Tunn PU, Dürr 

HR, Rechl H, Schaser KD, Melcher I, Burdach S, 

Kulozik A, Specht K, Heinimann K, Fulda S, Bielack 

S, Jundt G, Tomlinson I, Korbel JO, Nathrath M, 

Baumhoer D. 2015. Exome sequencing of 

osteosarcoma reveals mutation signatures 

reminiscent of BRCA deficiency. Nature Commun 

6:8940. http://dx.doi.org/10.1038/ncomms9940  

 Krause U, Ryan DM, Clough BH, Gregory CA. 

2014. An unexpected role for a Wnt-inhibitor: 

Dickkopf-1 triggers a novel cancer survival 

mechanism through modulation of aldehyde-

dehydrogenase-1 activity. Cell Death Dis 5:e1093. 

http://dx.doi.org/10.1038/cddis.2014.67  

 Kuijjer ML, van den Akker BE, Hilhorst R, 

Mommersteeg M, Buddingh EP, Serra M, Bürger 

H, Hogendoorn PC, Cleton-Jansen AM. 2014. 

Kinome and mRNA expression profiling of high-

grade osteosarcoma cell lines implies Akt 

signaling as possible target for therapy. BMC Med 

Genomics 7:4. http://dx.doi.org/10.1186/1755-

8794-7-4  

 Kumar SM, Liu S, Lu H, Zhang H, Zhang PJ, 

Gimotty PA, Guerra M, Guo W, Xu X. 2012. 

Acquired cancer stem cell phenotypes through 

Oct4-mediated dedifferentiation. Oncogene 

31:4898-4911. 

http://dx.doi.org/10.1038/onc.2011.656  

 Kyjacova L, Hubackova S, Krejcikova K, Strauss 

R, Hanzlikova H, Dzijak R, Imrichova T, Simova J, 

Reinis M, Bartek J, Hodny Z. 2015. Radiotherapy-

induced plasticity of prostate cancer mobilizes 

stem-like non-adherent, Erk signaling-dependent 

cells. Cell Death Differ 22:898-911. 

http://dx.doi.org/10.1038/cdd.2014.97  

 Lagadec C, Vlashi E, Alhiyari Y, Phillips TM, 

Bochkur Dratver M, Pajonk F. 2013. Radiation-

Induced Notch Signaling in Breast Cancer Stem 

Cells. Int J Radiation Oncol Biol Phys 87:609-618. 

http://dx.doi.org/10.1016/j.ijrobp.2013.06.2064  

 Lagadinou E, Sach A, Callahan K, Rossi R, 

Neering S, Minhajuddin M, Ashton J, Pei S, Grose 

V, O'Dwyer K, Liesveld J, Brookes P, Becker M, 

Jordan C. 2013. BCL-2 Inhibition Targets Oxidative 

Phosphorylation and Selectively Eradicates 

Quiescent Human Leukemia Stem Cells. Cell stem 

cell 12:329-341. 

http://dx.doi.org/10.1016/j.stem.2012.12.013  

http://dx.doi.org/10.1158/0008-5472.CAN-14-1174
http://dx.doi.org/10.1007/s10495-011-0692-z
http://dx.doi.org/10.1038/modpathol.2011.172
http://dx.doi.org/10.1186/gm291
http://dx.doi.org/10.3892/mmr.2011.520
http://dx.doi.org/10.1371/journal.pone.0078130
http://dx.doi.org/10.1002/jcp.22764
http://dx.doi.org/10.1002/stem.1955
http://dx.doi.org/10.1046/j.1365-2141.2002.03637.x
http://dx.doi.org/10.1038/ncomms9940
http://dx.doi.org/10.1038/cddis.2014.67
http://dx.doi.org/10.1186/1755-8794-7-4
http://dx.doi.org/10.1186/1755-8794-7-4
http://dx.doi.org/10.1038/onc.2011.656
http://dx.doi.org/10.1038/cdd.2014.97
http://dx.doi.org/10.1016/j.ijrobp.2013.06.2064
http://dx.doi.org/10.1016/j.stem.2012.12.013


| Chapter 1 – 1.6 References 

 

84 

 Latifi A, Abubaker K, Castrechini N, Ward AC, 

Liongue C, Dobill F, Kumar J, Thompson EW, 

Quinn MA, Findlay JK, Ahmed N. 2011. Cisplatin 

treatment of primary and metastatic epithelial 

ovarian carcinomas generates residual cells with 

mesenchymal stem cell-like profile. J Cell Biochem 

112:2850-2864. 

http://dx.doi.org/10.1002/jcb.23199  

 Lau T, Chan E, Callow M, Waaler J, Boggs J, 

Blake RA, Magnuson S, Sambrone A, Schutten M, 

Firestein R, Machon O, Korinek V, Choo E, Diaz D, 

Merchant M, Polakis P, Holsworth DD, Krauss S, 

Costa M. 2013. A Novel Tankyrase Small-Molecule 

Inhibitor Suppresses APC Mutation-Driven 

Colorectal Tumor Growth. Cancer Res 73:3132-

3144 http://dx.doi.org/10.1158/0008-5472.CAN-

12-4562  

 Le PN, McDermott JD, Jimeno A. 2014. 

Targeting the Wnt pathway in human cancers: 

Therapeutic targeting with a focus on OMP-

54F28. Pharmacol Ther. 

http://dx.doi.org/10.1016/j.pharmthera.2014.08.005  

 Lee HE, Kim JH, Kim YJ, Choi SY, Kim SW, Kang 

E, Chung IY, Kim IA, Kim EJ, Choi Y, Ryu HS, Park 

SY. 2011. An increase in cancer stem cell 

population after primary systemic therapy is a 

poor prognostic factor in breast cancer. Br J 

Cancer 104:1730-1738. 

http://dx.doi.org/10.1038/bjc.2011.159  

 Leow PC, Tian Q, Ong ZY, Yang Z, Ee PLR. 2010. 

Antitumor activity of natural compounds, 

curcumin and PKF118-310, as Wnt/β-catenin 

antagonists against human osteosarcoma cells. 

Invest New Drugs 28:766-782. 

http://dx.doi.org/10.1007/s10637-009-9311-z  

 Levina V, Marrangoni AM, DeMarco R, Gorelik E, 

Lokshin AE. 2008. Drug-Selected Human Lung 

Cancer Stem Cells: Cytokine Network, Tumorigenic 

and Metastatic Properties. PLoS ONE 3:e3077. 

http://dx.doi.org/10.1371/journal.pone.0003077  

 Levine AJ, Oren M. 2009. The first 30 years of 

p53: growing ever more complex. Nat Rev Cancer 

9:749-758. http://dx.doi.org/10.1038/nrc2723  

 Levings PP, McGarry SV, Currie TP, Nickerson 

DM, McClellan S, Ghivizzani SC, Steindler DA, 

Gibbs CP. 2009. Expression of an Exogenous 

Human Oct-4 Promoter Identifies Tumor-Initiating 

Cells in Osteosarcoma. Cancer Res 69:5648-5655. 

http://dx.doi.org/10.1158/0008-5472.CAN-08-3580  

 Lewis IJ, Nooij MA, Whelan J, Sydes MR, Grimer 

R, Hogendoorn PCW, Memon MA, Weeden S, 

Uscinska BM, van Glabbeke M, Kirkpatrick A, 

Hauben EI, Craft AW, Taminiau AHM, On behalf of 

MRC BO. 2007. Improvement in Histologic 

Response But Not Survival in Osteosarcoma 

Patients Treated With Intensified Chemotherapy: A 

Randomized Phase III Trial of the European 

Osteosarcoma Intergroup. J Natl Cancer Inst 

99:112-128. http://dx.doi.org/10.1093/jnci/djk015  

 Li J, Wang G, Wang C, Zhao Y, Zhang H, Tan Z, 

Song Z, Ding M, Deng H. 2007. MEK/ERK 

signaling contributes to the maintenance of 

human embryonic stem cell self-renewal. 

Differentiation 75:299-307. 

http://dx.doi.org/10.1111/j.1432-0436.2006.00143.x  

 Li S, Garrett-Bakelman FE, Chung SS, Sanders 

MA, Hricik T, Rapaport F, Patel J, Dillon R, Vijay P, 

Brown AL, Perl AE, Cannon J, Bullinger L, Luger S, 

Becker M, Lewis ID, To LB, Delwel R, Lowenberg B, 

Dohner H, Dohner K, Guzman ML, Hassane DC, 

Roboz GJ, Grimwade D, Valk PJM, D'Andrea RJ, 

Carroll M, Park CY, Neuberg D, Levine R, Melnick 

AM, Mason CE. 2016. Distinct evolution and 

dynamics of epigenetic and genetic heterogeneity 

in acute myeloid leukemia. Nat Med 22:792-799. 

http://dx.doi.org/10.1038/nm.4125  

 Li X, Lewis MT, Huang J, Gutierrez C, Osborne 

CK, Wu MF, Hilsenbeck SG, Pavlick A, Zhang X, 

Chamness GC, Wong H, Rosen J, Chang JC. 2008. 

Intrinsic Resistance of Tumorigenic Breast Cancer 

Cells to Chemotherapy. J Natl Cancer Inst 

100:672-679. http://dx.doi.org/10.1093/jnci/djn123  

 Li Y, Chen K, Li L, Li R, Zhang J, Ren W. 2015. 

Overexpression of SOX2 is involved in paclitaxel 

resistance of ovarian cancer via the PI3K/Akt 

pathway. Tumor Biol 36:9823-9828. 

http://dx.doi.org/10.1007/s13277-015-3561-5  

 Li Y, Zhang T, Korkaya H, Liu S, Lee HF, 

Newman B, Yu Y, Clouthier SG, Schwartz SJ, Wicha 

MS, Sun D. 2010. Sulforaphane, a Dietary 

Component of Broccoli/Broccoli Sprouts, Inhibits 

Breast Cancer Stem Cells. Clin Cancer Res 

16:2580-2590. http://dx.doi.org/10.1158/1078-

0432.CCR-09-2937  

 Li Y, Li A, Glas M, Lal B, Ying M, Sang Y, Xia S, 

Trageser D, Guerrero-Cázares H, Eberhart CG, 

Quiñones-Hinojosa A, Scheffler B, Laterra J. 2011. 

c-Met signaling induces a reprogramming 

network and supports the glioblastoma stem-like 

http://dx.doi.org/10.1002/jcb.23199
http://dx.doi.org/10.1158/0008-5472.CAN-12-4562
http://dx.doi.org/10.1158/0008-5472.CAN-12-4562
http://dx.doi.org/10.1016/j.pharmthera.2014.08.005
http://dx.doi.org/10.1038/bjc.2011.159
http://dx.doi.org/10.1007/s10637-009-9311-z
http://dx.doi.org/10.1371/journal.pone.0003077
http://dx.doi.org/10.1038/nrc2723
http://dx.doi.org/10.1158/0008-5472.CAN-08-3580
http://dx.doi.org/10.1093/jnci/djk015
http://dx.doi.org/10.1111/j.1432-0436.2006.00143.x
http://dx.doi.org/10.1038/nm.4125
http://dx.doi.org/10.1093/jnci/djn123
http://dx.doi.org/10.1007/s13277-015-3561-5
http://dx.doi.org/10.1158/1078-0432.CCR-09-2937
http://dx.doi.org/10.1158/1078-0432.CCR-09-2937


 

General Introduction | 

85 

phenotype. Proc Natl Acad Sci USA 108:9951-

9956. http://dx.doi.org/10.1073/pnas.1016912108   

 Li Z, Bao S, Wu Q, Wang H, Eyler C, 

Sathornsumetee S, Shi Q, Cao Y, Lathia J, 

McLendon RE, Hjelmeland AB, Rich JN. 2009. 

Hypoxia-Inducible Factors Regulate Tumorigenic 

Capacity of Glioma Stem Cells. Cancer cell 15:501-

513. http://dx.doi.org/10.1016/j.ccr.2009.03.018  

 Liapis V, Labrinidis A, Zinonos I, Hay S, 

Ponomarev V, Panagopoulos V, DeNichilo M, 

Ingman W, Atkins GJ, Findlay DM, Zannettino 

ACW, Evdokiou A. 2015. Hypoxia-activated pro-

drug TH-302 exhibits potent tumor suppressive 

activity and cooperates with chemotherapy 

against osteosarcoma. Cancer Lett 357:160-169. 

http://dx.doi.org/10.1016/j.canlet.2014.11.020  

 Lim CB, Prêle CM, Cheah HM, Cheng YY, Klebe 

S, Reid G, Watkins DN, Baltic S, Thompson PJ, 

Mutsaers SE. 2013. Mutational Analysis of 

Hedgehog Signaling Pathway Genes in Human 

Malignant Mesothelioma. PLoS ONE 8:e66685. 

http://dx.doi.org/10.1371/journal.pone.0066685  

 Ling L, Nurcombe V, Cool SM. 2009. Wnt 

signaling controls the fate of mesenchymal stem 

cells. Gene 433:1-7. 

http://dx.doi.org/10.1016/j.gene.2008.12.008  

 Liu Y, Baglia M, Zheng Y, Blot W, Bao PP, Cai H, 

Nechuta S, Zheng W, Cai Q, Ou Shu X. 2015. 

ALDH1A1 mRNA expression in association with 

prognosis of triple-negative breast cancer. 

Oncotarget 6:41360-41369. 

http://dx.doi.org/10.18632/oncotarget.6023  

 Liu YP, Yang CJ, Huang MS, Yeh CT, Wu ATH, 

Lee YC, Lai TC, Lee CH, Hsiao YW, Lu J, Shen CN, 

Lu PJ, Hsiao M. 2013. Cisplatin Selects for 

Multidrug-Resistant CD133+ Cells in Lung 

Adenocarcinoma by Activating Notch Signaling. 

Cancer Res 73:406-416. 

http://dx.doi.org/10.1158/0008-5472.CAN-12-1733  

 Lonardo F, Ueda T, Huvos AG, Healey J, Ladanyi 

M. 1997. p53 and MDM2 alterations in 

osteosarcomas: correlation with clinicopathologic 

features and proliferative rate. Cancer 79:1541-

1547. http://dx.doi.org/10.1002/(SICI)1097-

0142(19970415)79:8<1541::AID-CNCR15>3.0.CO;2-

Y  

 Lu H, Samanta D, Xiang L, Zhang H, Hu H, Chen 

I, Bullen JW, Semenza GL. 2015. Chemotherapy 

triggers HIF-1-dependent glutathione synthesis 

and copper chelation that induces the breast 

cancer stem cell phenotype. Proc Natl Acad Sci 

USA 112:E4600-E4609. 

http://dx.doi.org/10.1073/pnas.1513433112  

 Lu J, Song G, Tang Q, Yin J, Zou C, Zhao Z, Xie 

X, Xu H, Huang G, Wang J, Lee DF, Khokha R, 

Yang H, Shen J. 2016. MiR-26a inhibits stem cell-

like phenotype and tumor growth of 

osteosarcoma by targeting Jagged1. Oncogene. In 

press http://dx.doi.org/10.1038/onc.2016.194  

 Lundholm L, Haag P, Zong D, Juntti T, Mork B, 

Lewensohn R, Viktorsson K. 2013. Resistance to 

DNA-damaging treatment in non-small cell lung 

cancer tumor-initiating cells involves reduced 

DNA-PK/ATM activation and diminished cell cycle 

arrest. Cell Death Dis 4:e478. 

http://dx.doi.org/10.1038/cddis.2012.211  

 Luo ML, Gong C, Chen CH, Hu H, Huang P, 

Zheng M, Yao Y, Wei S, Wulf G, Lieberman J, 

Zhou XZ, Song E, Lu KP. 2015. The Rab2A GTPase 

Promotes Breast Cancer Stem Cells and 

Tumorigenesis via Erk Signaling Activation. Cell 

Rep 11:111-124. 

http://dx.doi.org/10.1016/j.celrep.2015.03.002  

 Luo X, Chen J, Song WX, Tang N, Luo J, Deng 

ZL, Sharff KA, He G, Bi Y, He BC, Bennett E, Huang 

J, Kang Q, Jiang W, Su Y, Zhu GH, Yin H, He Y, 

Wang Y, Souris JS, Chen L, Zuo GW, Montag AG, 

Reid RR, Haydon RC, Luu HH, He TC. 2008. 

Osteogenic BMPs promote tumor growth of 

human osteosarcomas that harbor differentiation 

defects. Lab Invest 88:1264-1277. 

http://dx.doi.org/10.1038/labinvest.2008.98  

 Makino S. 1959. The role of tumor stem-cells in 

regrowth of the tumor following drastic 

applications. Acta Unio Int Contra Cancrum 

15:196-198 

 Mani SA, Guo W, Liao MJ, Eaton EN, Ayyanan A, 

Zhou AY, Brooks M, Reinhard F, Zhang CC, 

Shipitsin M, Campbell LL, Polyak K, Brisken C, 

Yang J, Weinberg RA. 2008. The Epithelial-

Mesenchymal Transition Generates Cells with 

Properties of Stem Cells. Cell 133:704-715. 

http://dx.doi.org/10.1016/j.cell.2008.03.027  

 Manning AL, Dyson NJ. 2011. pRB, a tumor 

suppressor with a stabilizing presence. Trends Cell 

Biol 21:433-441. 

http://dx.doi.org/10.1016/j.tcb.2011.05.003  

 Mao J, Fan S, Ma W, Fan P, Wang B, Zhang J, 

Wang H, Tang B, Zhang Q, Yu X, Wang L, Song B, 

Li L. 2014. Roles of Wnt/β-catenin signaling in the 

http://dx.doi.org/10.1073/pnas.1016912108
http://dx.doi.org/10.1016/j.ccr.2009.03.018
http://dx.doi.org/10.1016/j.canlet.2014.11.020
http://dx.doi.org/10.1371/journal.pone.0066685
http://dx.doi.org/10.1016/j.gene.2008.12.008
http://dx.doi.org/10.18632/oncotarget.6023
http://dx.doi.org/10.1158/0008-5472.CAN-12-1733
http://dx.doi.org/10.1002/(SICI)1097-0142(19970415)79:8%3c1541::AID-CNCR15%3e3.0.CO;2-Y
http://dx.doi.org/10.1002/(SICI)1097-0142(19970415)79:8%3c1541::AID-CNCR15%3e3.0.CO;2-Y
http://dx.doi.org/10.1002/(SICI)1097-0142(19970415)79:8%3c1541::AID-CNCR15%3e3.0.CO;2-Y
http://dx.doi.org/10.1073/pnas.1513433112
http://dx.doi.org/10.1038/onc.2016.194
http://dx.doi.org/10.1038/cddis.2012.211
http://dx.doi.org/10.1016/j.celrep.2015.03.002
http://dx.doi.org/10.1038/labinvest.2008.98
http://dx.doi.org/10.1016/j.cell.2008.03.027
http://dx.doi.org/10.1016/j.tcb.2011.05.003


| Chapter 1 – 1.6 References 

 

86 

gastric cancer stem cells proliferation and 

salinomycin treatment. Cell Death Dis 5:e1039. 

http://dx.doi.org/10.1038/cddis.2013.515  

 Marcato P, Dean CA, Pan D, Araslanova R, Gillis 

M, Joshi M, Helyer L, Pan L, Leidal A, Gujar S, 

Giacomantonio CA, Lee PW. 2011. Aldehyde 

dehydrogenase activity of breast cancer stem cells 

is primarily due to isoform ALDH1A3 and its 

expression is predictive of metastasis. STEM CELLS 

29:32-45. http://dx.doi.org/10.1002/stem.563  

 Marina NM, Smeland S, Bielack SS, Bernstein M, 

Jovic G, Krailo MD, Hook JM, Arndt C, van den 

Berg H, Brennan B, Brichard B, Brown KLB, 

Butterfass-Bahloul T, Calaminus G, Daldrup-Link 

HE, Eriksson M, Gebhardt MC, Gelderblom H, 

Gerss J, Goldsby R, Goorin A, Gorlick R, Grier HE, 

Hale JP, Hall KS, Hardes J, Hawkins DS, Helmke K, 

Hogendoorn PCW, Isakoff MS, Janeway KA, 

Jürgens H, Kager L, Kühne T, Lau CC, Leavey PJ, 

Lessnick SL, Mascarenhas L, Meyers PA, Mottl H, 

Nathrath M, Papai Z, Randall RL, Reichardt P, 

Renard M, Safwat AA, Schwartz CL, Stevens MCG, 

Strauss SJ, Teot L, Werner M, Sydes MR, Whelan 

JS. 2016. Comparison of MAPIE versus MAP in 

patients with a poor response to preoperative 

chemotherapy for newly diagnosed high-grade 

osteosarcoma (EURAMOS-1): an open-label, 

international, randomised controlled trial. Lancet 

Oncol In press. http://dx.doi.org/10.1016/S1470-

2045(16)30214-5  

 Martin JW, Squire J, Zielenska M. 2012. The 

Genetics of Osteosarcoma. Sarcoma 2012:Article 

ID 627254. http://dx.doi.org/10.1155/2012/627254  

 Martins-Neves SR, Lopes A, do Carmo A, Paiva 

A, Simoes P, Abrunhosa A, Gomes C. 2012. 

Therapeutic implications of an enriched cancer 

stem-like cell population in a human 

osteosarcoma cell line. BMC Cancer 12:139. 

http://dx.doi.org/10.1186/1471-2407-12-139  

 Matushansky I, Hernando E, Socci ND, Mills JE, 

Matos TA, Edgar MA, Singer S, Maki RG, Cordon-

Cardo C. 2007. Derivation of sarcomas from 

mesenchymal stem cells via inactivation of the 

Wnt pathway. J Clin Invest 117:3248-3257. 

http://dx.doi.org/10.1172/JCI31377  

 Maugeri-Saccà M, Bartucci M, De Maria R. 2012. 

DNA Damage Repair Pathways in Cancer Stem 

Cells. Mol Cancer Ther 11:1627-1636. 

http://dx.doi.org/10.1158/1535-7163.MCT-11-1040  

 Maugeri-Saccà M, di Martino S, De Maria R. 

2013. Biological and clinical implications of cancer 

stem cells in primary brain tumors. Front Oncol 

3:6. http://dx.doi.org/10.3389/fonc.2013.00006  

 McAuliffe SM, Morgan SL, Wyant GA, Tran LT, 

Muto KW, Chen YS, Chin KT, Partridge JC, Poole 

BB, Cheng KH, Daggett J, Cullen K, Kantoff E, 

Hasselbatt K, Berkowitz J, Muto MG, Berkowitz RS, 

Aster JC, Matulonis UA, Dinulescu DM. 2012. 

Targeting Notch, a key pathway for ovarian cancer 

stem cells, sensitizes tumors to platinum therapy. 

Proc Natl Acad Sci USA 109:E2939-E2948. 

http://dx.doi.org/10.1073/pnas.1206400109  

 McCord AM, Jamal M, Shankavarum UT, Lang 

FF, Camphausen K, Tofilon PJ. 2009. Physiologic 

Oxygen Concentration Enhances the Stem-Like 

Properties of CD133+ Human Glioblastoma Cells 

In vitro. Mol Cancer Res 7:489-497. 

http://dx.doi.org/10.1158/1541-7786.MCR-08-0360  

 McCubrey JA, Steelman LS, Abrams SL, Lee JT, 

Chang F, Bertrand FE, Navolanic PM, Terrian DM, 

Franklin RA, D'Assoro AB, Salisbury JL, Mazzarino 

MC, Stivala F, Libra M. 2006. Roles of the 

RAF/MEK/ERK and PI3K/PTEN/AKT pathways in 

malignant transformation and drug resistance. 

Adv Enzyme Regul 46:249-279. 

http://dx.doi.org/10.1016/j.advenzreg.2006.01.004  

 Mei H, Yu L, Ji P, Yang J, Fang S, Guo W, Liu.Y, 

Chen X. 2015. Doxorubicin activates the Notch 

signaling pathway in osteosarcoma. Oncol Lett 

9:2905-2909. 

http://dx.doi.org/10.3892/ol.2015.3135  

 Merlo LMF, Pepper JW, Reid BJ, Maley CC. 2006. 

Cancer as an evolutionary and ecological process. 

Nat Rev Cancer 6:924-935. 

http://dx.doi.org/10.1038/nrc2013  

 Metcalf D, Moore MAS. 1970. Factors Modifying 

Stem Cell Proliferation of Myelomonocytic 

Leukemic Cells In Vitro and In Vivo. J Natl Cancer 

Inst 44:801-808. 

http://dx.doi.org/10.1093/jnci/44.4.801  

 Meyers PA, Schwartz CL, Krailo MD, Healey JH, 

Bernstein ML, Betcher D, Ferguson WS, Gebhardt 

MC, Goorin AM, Harris M, Kleinerman E, Link MP, 

Nadel H, Nieder M, Siegal GP, Weiner MA, Wells 

RJ, Womer RB, Grier HE. 2008. Osteosarcoma: The 

Addition of Muramyl Tripeptide to Chemotherapy 

Improves Overall Survival - A Report From the 

Children's Oncology Group. J Clin Oncol 26:633-

638. http://dx.doi.org/10.1200/JCO.2008.14.0095  

http://dx.doi.org/10.1038/cddis.2013.515
http://dx.doi.org/10.1002/stem.563
http://dx.doi.org/10.1016/S1470-2045(16)30214-5
http://dx.doi.org/10.1016/S1470-2045(16)30214-5
http://dx.doi.org/10.1155/2012/627254
http://dx.doi.org/10.1186/1471-2407-12-139
http://dx.doi.org/10.1172/JCI31377
http://dx.doi.org/10.1158/1535-7163.MCT-11-1040
http://dx.doi.org/10.3389/fonc.2013.00006
http://dx.doi.org/10.1073/pnas.1206400109
http://dx.doi.org/10.1158/1541-7786.MCR-08-0360
http://dx.doi.org/10.1016/j.advenzreg.2006.01.004
http://dx.doi.org/10.3892/ol.2015.3135
http://dx.doi.org/10.1038/nrc2013
http://dx.doi.org/10.1093/jnci/44.4.801
http://dx.doi.org/10.1200/JCO.2008.14.0095


 

General Introduction | 

87 

 Miller CW, Aslo A, Won A, Tan M, Lampkin B, 

Koefflar HP. 1996. Alterations of thep53, Rb 

andMDM2 genes in osteosarcoms. J Cancer Res 

Clin Oncol 122:559-565. 

http://dx.doi.org/10.1007/BF01213553  

 Mintz MB, Sowers R, Brown KM, Hilmer SC, 

Mazza B, Huvos AG, Meyers PA, LaFleur B, 

McDonough WS, Henry MM, Ramsey KE, 

Antonescu CR, Chen W, Healey JH, Daluski A, 

Berens ME, MacDonald TJ, Gorlick R, Stephan DA. 

2005. An Expression Signature Classifies 

Chemotherapy-Resistant Pediatric Osteosarcoma. 

Cancer Res 65:1748-1754. 

http://dx.doi.org/10.1158/0008-5472.CAN-04-2463  

 Mirabello L, Troisi RJ, Savage SA. 2009. 

Osteosarcoma incidence and survival rates from 

1973 to 2004: data from the Surveillance, 

Epidemiology, and End Results Program. Cancer 

115:1531-1543. 

http://dx.doi.org/10.1002/cncr.24121  

 Mohseny AB. 2009. Bone: Conventional 

osteosarcoma. Atlas Genet Cytogenet Oncol 

Haematol 13:306-311. 

http://dx.doi.org/10.4267/2042/44458  

 Mohseny AB, Szuhai K, Romeo S, Buddingh EP, 

Briaire-de Bruijn I, de Jong D, van Pel M, Cleton-

Jansen AM, Hogendoorn PC. 2009. Osteosarcoma 

originates from mesenchymal stem cells in 

consequence of aneuploidization and genomic 

loss of Cdkn2. J Pathol 219:294-305. 

http://dx.doi.org/10.1002/path.2603  

 Mohseny AB, Tieken C, van der Velden PA, 

Szuhai K, de Andrea C, Hogendoorn PCW, Cleton-

Jansen AM. 2010. Small deletions but not 

methylation underlie CDKN2A/p16 loss of 

expression in conventional osteosarcoma. Genes 

Chromosomes Cancer 49:1095-1103. 

http://dx.doi.org/10.1002/gcc.20817  

 Moitra K, Lou H, Dean M. 2011. Multidrug Efflux 

Pumps and Cancer Stem Cells: Insights Into 

Multidrug Resistance and Therapeutic 

Development. Clin Pharmacol Ther 89:491-502. 

http://dx.doi.org/10.1038/clpt.2011.14  

 Moore N, Lyle S. 2011. Quiescent, Slow-Cycling 

Stem Cell Populations in Cancer: A Review of the 

Evidence and Discussion of Significance. J Oncol 

2011:Article ID 396076-11 pages. 

http://dx.doi.org/10.1155/2011/396076  

 Moriarity BS, Otto GM, Rahrmann EP, Rathe SK, 

Wolf NK, Weg MT, Manlove LA, LaRue RS, Temiz 

NA, Molyneux SD, Choi K, Holly KJ, Sarver AL, 

Scott MC, Forster CL, Modiano JF, Khanna C, 

Hewitt SM, Khokha R, Yang Y, Gorlick R, Dyer MA, 

Largaespada DA. 2015. A Sleeping Beauty forward 

genetic screen identifies new genes and pathways 

driving osteosarcoma development and 

metastasis. Nat Genet 47:615-624. 

http://dx.doi.org/10.1038/ng.3293  

 Moro M, Bertolini G, Pastorino U, Roz L, Sozzi G. 

2015. Combination Treatment with All-Trans 

Retinoic Acid Prevents Cisplatin-Induced 

Enrichment of CD133+ Tumor-Initiating Cells and 

Reveals Heterogeneity of Cancer Stem Cell 

Compartment in Lung Cancer. J Thorac Oncol 

10:1027-1036. 

http://dx.doi.org/10.1097/JTO.0000000000000563  

 Mu X, Patel S, Mektepbayeva D, Mahjoub A, 

Huard J, Weiss K. 2015. Retinal Targets ALDH 

Positive Cancer Stem Cell and Alters the 

Phenotype of Highly Metastatic Osteosarcoma 

Cells. Sarcoma 2015:Article ID 784954. 

http://dx.doi.org/10.1155/2015/784954  

 Mu X, Isaac C, Greco N, Huard J, Weiss K. 2013. 

Notch Signaling is Associated with ALDH Activity 

and an Aggressive Metastatic Phenotype in 

Murine Osteosarcoma Cells. Front Oncol 3:143. 

http://dx.doi.org/10.3389/fonc.2013.00143  

 Murakami S, Ninomiya W, Sakamoto E, Shibata 

T, Akiyama H, Tashiro F. 2015. SRY and OCT4 Are 

Required for the Acquisition of Cancer Stem Cell-

Like Properties and Are Potential Differentiation 

Therapy Targets. STEM CELLS 33:2652-2663. 

http://dx.doi.org/10.1002/stem.2059  

 Nagao H, Ijiri K, Hirotsu M, Ishidou Y, 

Yamamoto T, Nagano S, Takizawa T, Nakashima K, 

Komiya S, Setoguchi T. 2011. Role of GLI2 in the 

growth of human osteosarcoma. J Pathol 224:169-

179. http://dx.doi.org/10.1002/path.2880  

 Nagao-Kitamoto H, Nagata M, Nagano S, 

Kitamoto S, Ishidou Y, Yamamoto T, Nakamura S, 

Tsuru A, Abematsu M, Fujimoto Y, Yokouchi M, 

Kitajima S, Yoshioka T, Maeda S, Yonezawa S, 

Komiya S, Setoguchi T. 2015a. GLI2 is a novel 

therapeutic target for metastasis of osteosarcoma. 

Int J Cancer 136:1276-1284. 

http://dx.doi.org/10.1002/ijc.29107  

 Nagao-Kitamoto H, Setoguchi T, Kitamoto S, 

Nakamura S, Tsuru A, Nagata M, Nagano S, 

Ishidou Y, Yokouchi M, Kitajima S, Yoshioka T, 

Maeda S, Yonezawa S, Komiya S. 2015b. 

http://dx.doi.org/10.1007/BF01213553
http://dx.doi.org/10.1158/0008-5472.CAN-04-2463
http://dx.doi.org/10.1002/cncr.24121
http://dx.doi.org/10.4267/2042/44458
http://dx.doi.org/10.1002/path.2603
http://dx.doi.org/10.1002/gcc.20817
http://dx.doi.org/10.1038/clpt.2011.14
http://dx.doi.org/10.1155/2011/396076
http://dx.doi.org/10.1038/ng.3293
http://dx.doi.org/10.1097/JTO.0000000000000563
http://dx.doi.org/10.1155/2015/784954
http://dx.doi.org/10.3389/fonc.2013.00143
http://dx.doi.org/10.1002/stem.2059
http://dx.doi.org/10.1002/path.2880
http://dx.doi.org/10.1002/ijc.29107


| Chapter 1 – 1.6 References 

 

88 

Ribosomal protein S3 regulates GLI2-mediated 

osteosarcoma invasion. Cancer Lett 356:855-861. 

http://dx.doi.org/10.1016/j.canlet.2014.10.042  

 Ng HH, Surani MA. 2011. The transcriptional 

and signalling networks of pluripotency. Nat Cell 

Biol 13:490-496. 

http://dx.doi.org/10.1038/ncb0511-490  

 Nguyen LV, Vanner R, Dirks P, Eaves CJ. 2012. 

Cancer stem cells: an evolving concept. Nat Rev 

Cancer 12:133-143. 

http://dx.doi.org/10.1038/nrc3184  

 Nielsen GP, Burns KL, Rosenberg AE, Louis DN. 

1998. CDKN2A Gene Deletions and Loss of p16 

Expression Occur in Osteosarcomas That Lack RB 

Alterations. Am J Pathol 153:159-163. 

http://dx.doi.org/10.1016/S0002-9440(10)65556-3  

 Niida A, Hiroko T, Kasai M, Furukawa Y, 

Nakamura Y, Suzuki Y, Sugano S, Akiyama T. 2004. 

DKK1, a negative regulator of Wnt signaling, is a 

target of the β-catenin//TCF pathway. Oncogene 

23:8520-8526. 

http://dx.doi.org/10.1038/sj.onc.1207892  

 Nishikawa S, Konno M, Hamabe A, Hasegawa S, 

Kano Y, Ohta K, Fukusumi T, Sakai D, Kudo T, 

Haragushi N, Satoh T, Takiguchi S, Mori M, Doki 

Y, Ishii H. 2013. Aldehyde dehydrogenasehigh 

gastric cancer stem cells are resistant to 

chemotherapy. Int J Oncol 42:1437-1442. 

http://dx.doi.org/10.3892/ijo.2013.1837  

 Nör C, Zhang Z, Warner KA, Bernardi L, Visioli F, 

Helman JI, Roesler R, Nör JE. 2014. Cisplatin 

Induces Bmi-1 and Enhances the Stem Cell 

Fraction in Head and Neck Cancer. Neoplasia 

16:137-146. http://dx.doi.org/10.1593/neo.131744  

 Notas G, Pelekanou V, Kampa M, Alexakis K, 

Sfakianakis S, Laliotis A, Askoxilakis J, Tsentelierou 

E, Tzardi M, Tsapis A, Castanas E. 2015. Tamoxifen 

induces a pluripotency signature in breast cancer 

cells and human tumors. Mol Oncol 9:1744-1759. 

http://dx.doi.org/10.1016/j.molonc.2015.05.008  

 Nowell PC. 1976. The clonal evolution of tumor 

cell populations. Science 194:23-28. 

http://dx.doi.org/10.1126/science.959840  

 O'Connor M. 2015. Targeting the DNA Damage 

Response in Cancer. Mol Cell 60:547-560. 

http://dx.doi.org/10.1016/j.molcel.2015.10.040  

 Olive KP, Jacobetz MA, Davidson CJ, Gopinathan 

A, McIntyre D, Honess D, Madhu B, Goldgraben 

MA, Caldwell ME, Allard D, Frese KK, DeNicola G, 

Feig C, Combs C, Winter SP, Ireland-Zecchini H, 

Reichelt S, Howat WJ, Chang A, Dhara M, Wang L, 

Rückert F, Grützmann R, Pilarsky C, Izeradjene K, 

Hingorani SR, Huang P, Davies SE, Plunkett W, 

Egorin M, Hruban RH, Whitebread N, McGovern K, 

Adams J, Iacobuzio-Donahue C, Griffiths J, 

Tuveson DA. 2009. Inhibition of Hedgehog 

Signaling Enhances Delivery of Chemotherapy in a 

Mouse Model of Pancreatic Cancer. Science 

324:1457-1461. 

http://dx.doi.org/10.1126/science.1171362  

 Oliver TG, Mercer KL, Sayles LC, Burke JR, 

Mendus D, Lovejoy KS, Cheng MH, Subramanian 

A, Mu D, Powers S, Crowley D, Bronson RT, 

Whittaker CA, Bhutkar A, Lippard SJ, Golub T, 

Thomale J, Jacks T, Sweet-Cordero EA. 2010. 

Chronic cisplatin treatment promotes enhanced 

damage repair and tumor progression in a mouse 

model of lung cancer. Genes Dev 24:837-852. 

http://dx.doi.org/10.1101/gad.1897010  

 Pannuti A, Foreman K, Rizzo P, Osipo C, Golde 

T, Osborne B, Miele L. 2010. Targeting Notch to 

Target Cancer Stem Cells. Clin Cancer Res 

16:3141-3152. http://dx.doi.org/10.1158/1078-

0432.CCR-09-2823  

 Philip B, Ito K, Moreno-Sánchez R, Ralph SJ. 

2013. HIF expression and the role of hypoxic 

microenvironments within primary tumours as 

protective sites driving cancer stem cell renewal 

and metastatic progression. Carcinogenesis 

34:1699-1707. 

http://dx.doi.org/10.1093/carcin/bgt209  

 Pierce GB, Speers WC. 1988. Tumors as 

Caricatures of the Process of Tissue Renewal: 

Prospects for Therapy by Directing Differentiation. 

Cancer Res 48:1996-2004 

 Pierce GB, Wallace C. 1971. Differentiation of 

Malignant to Benign Cells. Cancer Res 31:127-134 

 Pierce G, Dixon F, Verney E. 1960. 

Teratocarcinogenic and tissue-forming potentials 

of the cell types comprising neoplastic embryoid 

bodies. Lab Invest 9:583-602 

 Pignochino Y, Grignani G, Cavalloni G, Motta M, 

Tapparo M, Bruno S, Bottos A, Gammaitoni L, 

Migliardi G, Camussi G, Alberghini M, Torchio B, 

Ferrari S, Bussolino F, Fagioli F, Picci P, Aglietta M. 

2009. Sorafenib blocks tumour growth, 

angiogenesis and metastatic potential in 

preclinical models of osteosarcoma through a 

mechanism potentially involving the inhibition of 

http://dx.doi.org/10.1016/j.canlet.2014.10.042
http://dx.doi.org/10.1038/ncb0511-490
http://dx.doi.org/10.1038/nrc3184
http://dx.doi.org/10.1016/S0002-9440(10)65556-3
http://dx.doi.org/10.1038/sj.onc.1207892
http://dx.doi.org/10.3892/ijo.2013.1837
http://dx.doi.org/10.1593/neo.131744
http://dx.doi.org/10.1016/j.molonc.2015.05.008
http://dx.doi.org/10.1126/science.959840
http://dx.doi.org/10.1016/j.molcel.2015.10.040
http://dx.doi.org/10.1126/science.1171362
http://dx.doi.org/10.1101/gad.1897010
http://dx.doi.org/10.1158/1078-0432.CCR-09-2823
http://dx.doi.org/10.1158/1078-0432.CCR-09-2823
http://dx.doi.org/10.1093/carcin/bgt209


 

General Introduction | 

89 

ERK1/2, MCL-1 and ezrin pathways. Mol Cancer 

8:118. http://dx.doi.org/10.1186/1476-4598-8-118  

 Piperno-Neumann S, Le Deley MC, Rédini F, 

Pacquement H, Marec-Bérard P, Petit P, Brisse H, 

Lervat C, Gentet JC, Entz-Werlé N, Italiano A, 

Corradini N, Bompas E, Penel N, Tabone MD, 

Gomez-Brouchet A, Guinebretière JM, Mascard E, 

Gouin F, Chevance A, Bonnet N, Blay JY, Brugières 

L. 2016. Zoledronate in combination with 

chemotherapy and surgery to treat osteosarcoma 

(OS2006): a randomised, multicentre, open-label, 

phase 3 trial. Lancet Oncol 17: 1070–1080. 

http://dx.doi.org/10.1016/S1470-2045(16)30096-1  

 Pisco AO, Huang S. 2015. Non-genetic cancer 

cell plasticity and therapy-induced stemness in 

tumour relapse: 'What does not kill me 

strengthens me'. Br J Cancer 112:1725-1732. 

http://dx.doi.org/10.1038/bjc.2015.146  

 Plati J, Bucur O, Khosravi-Far R. 2011. Apoptotic 

cell signaling in cancer progression and therapy. 

Integr Biol 3:279-296. 

http://dx.doi.org/10.1039/C0IB00144A   

 Previs RA, Coleman RL, Harris AL, Sood AK. 

2015. Molecular Pathways: Translational and 

Therapeutic Implications of the Notch Signaling 

Pathway in Cancer. Clin Cancer Res 21:955-961. 

http://dx.doi.org/10.1158/1078-0432.CCR-14-0809  

 Pu Y, Zhao F, Wang H, Cai W, Gao J, Li Y, Cai S. 

2016. MiR-34a-5p promotes the multi-drug 

resistance of osteosarcoma by targeting the 

CD117 gene. Oncotarget 7:28420-28434. 

http://dx.doi.org/10.18632/oncotarget.8546  

 Queiroz KCS, Ruela-de-Sousa RR, Fuhler GM, 

Aberson HL, Ferreira CV, Peppelenbosch MP, Spek 

CA. 2010. Hedgehog signaling maintains 

chemoresistance in myeloid leukemic cells. 

Oncogene 29:6314-6322. 

http://dx.doi.org/10.1038/onc.2010.375  

 Raha D, Wilson TR, Peng J, Peterson D, Yue P, 

Evangelista M, Wilson C, Merchant M, Settleman J. 

2014. The Cancer Stem Cell Marker Aldehyde 

Dehydrogenase Is Required to Maintain a Drug-

Tolerant Tumor Cell Subpopulation. Cancer Res 

74:3579-3590. http://dx.doi.org/10.1158/0008-

5472.CAN-13-3456  

 Ren HY, Sun LL, Li HY, Ye ZM. 2015. Prognostic 

Significance of Serum Alkaline Phosphatase Level 

in Osteosarcoma: A Meta-Analysis of Published 

Data. Biomed Res Int 2015:160835. 

http://dx.doi.org/10.1155/2015/160835  

 Ritter J, Bielack SS. 2010. Osteosarcoma. Ann 

Oncol 21:vii320-vii325. 

http://dx.doi.org/10.1093/annonc/mdq276  

 Roberts PJ, Der CJ. 2007. Targeting the Raf-

MEK-ERK mitogen-activated protein kinase 

cascade for the treatment of cancer. Oncogene 

26:3291-3310. 

http://dx.doi.org/10.1038/sj.onc.1210422  

 Rosen G, Caparros B, Huvos AG, Kosloff C, 

Nirenberg A, Cacavio A, Marcove RC, Lane JM, 

Mehta B, Urban C. 1982. Preoperative 

chemotherapy for osteogenic sarcoma: Selection 

of postoperative adjuvant chemotherapy based on 

the response of the primary tumor to 

preoperative chemotherapy. Cancer 49:1221-1230. 

http://dx.doi.org/10.1002/1097-

0142(19820315)49:6<1221::AID-

CNCR2820490625>3.0.CO;2-E  

 Rouleau C, Sancho J, Campos-Rivera J, Teicher 

BA. 2012. Endosialin expression in side 

populations in human sarcoma cell lines. Oncol 

Lett 3:325-329. 

http://dx.doi.org/10.3892/ol.2011.478  

 Rubin EM, Guo Y, Tu K, Xie J, Zi X, Hoang BH. 

2010. Wnt Inhibitory Factor 1 Decreases 

Tumorigenesis and Metastasis in Osteosarcoma. 

Mol Cancer Ther 9:731-741. 

http://dx.doi.org/10.1158/1535-7163.MCT-09-0147  

 Rubio R, Abarrategi A, Garcia-Castro J, 

Martinez-Cruzado L, Suarez C, Tornin J, Santos L, 

Astudillo A, Colmenero I, Mulero F, Rosu-Myles M, 

Menendez P, Rodriguez R. 2014. Bone 

Environment is Essential for Osteosarcoma 

Development from Transformed Mesenchymal 

Stem Cells. STEM CELLS 32:1136-1148. 

http://dx.doi.org/10.1002/stem.1647  

 Sadikovic B, Thorner P, Chilton-MacNeill S, 

Martin JW, Cervigne NK, Squire J, Zielenska M. 

2010. Expression analysis of genes associated with 

human osteosarcoma tumors shows correlation of 

RUNX2 overexpression with poor response to 

chemotherapy. BMC Cancer 10:202. 

http://dx.doi.org/10.1186/1471-2407-10-202  

 Saini V, Hose CD, Monks A, Nagashima K, Han 

B, Newton DL, Millione A, Shah J, Hollingshead 

MG, Hite KM, Burkett MW, Delosh RM, Silvers TE, 

Scudiero DA, Shoemaker RH. 2012. Identification 

of CBX3 and ABCA5 as Putative Biomarkers for 

Tumor Stem Cells in Osteosarcoma. PLoS ONE 

http://dx.doi.org/10.1186/1476-4598-8-118
http://dx.doi.org/10.1016/S1470-2045(16)30096-1
http://dx.doi.org/10.1038/bjc.2015.146
http://dx.doi.org/10.1039/C0IB00144A
http://dx.doi.org/10.1158/1078-0432.CCR-14-0809
http://dx.doi.org/10.18632/oncotarget.8546
http://dx.doi.org/10.1038/onc.2010.375
http://dx.doi.org/10.1158/0008-5472.CAN-13-3456
http://dx.doi.org/10.1158/0008-5472.CAN-13-3456
http://dx.doi.org/10.1155/2015/160835
http://dx.doi.org/10.1093/annonc/mdq276
http://dx.doi.org/10.1038/sj.onc.1210422
http://dx.doi.org/10.1002/1097-0142(19820315)49:6%3c1221::AID-CNCR2820490625%3e3.0.CO;2-E
http://dx.doi.org/10.1002/1097-0142(19820315)49:6%3c1221::AID-CNCR2820490625%3e3.0.CO;2-E
http://dx.doi.org/10.1002/1097-0142(19820315)49:6%3c1221::AID-CNCR2820490625%3e3.0.CO;2-E
http://dx.doi.org/10.3892/ol.2011.478
http://dx.doi.org/10.1158/1535-7163.MCT-09-0147
http://dx.doi.org/10.1002/stem.1647
http://dx.doi.org/10.1186/1471-2407-10-202


| Chapter 1 – 1.6 References 

 

90 

7:e41401. 

http://dx.doi.org/10.1371/journal.pone.0041401  

 Saitoh Y, Setoguchi T, Nagata M, Tsuru A, 

Nakamura S, Nagano S, Ishidou Y, Nagao-

Kitamoto H, Yokouchi M, Maeda S, Tanimoto A, 

Furukawa T, Komiya S. 2016. Combination of 

Hedgehog inhibitors and standard anticancer 

agents synergistically prevent osteosarcoma 

growth. Int J Oncol 48:235-242. 

http://dx.doi.org/10.3892/ijo.2015.3236  

 Salerno M, Avnet S, Bonuccelli G, Eramo A, De 

Maria R, Gambarotti M, Gamberi G, Baldini N. 

2013. Sphere-forming cell subsets with cancer 

stem cell properties in human musculoskeletal 

sarcomas. Int J Oncol 43:95-102. 

http://dx.doi.org/10.3892/ijo.2013.1927  

 Sanchez-Laorden B, Viros A, Girotti MR, 

Pedersen M, Saturno G, Zambon A, Niculescu-

Duvaz D, Turajlic S, Hayes A, Gore M, Larkin J, 

Lorigan P, Cook M, Springer C, Marais R. 2014. 

BRAF Inhibitors Induce Metastasis in RAS Mutant 

or Inhibitor-Resistant Melanoma Cells by 

Reactivating MEK and ERK Signaling. Sci Signal 

7:ra30. http://dx.doi.org/10.1126/scisignal.2004815  

 Santoyo-Ramos P, Likhatcheva M, García-

Zepeda EA, Castañeda-Patlán MC, Robles-Flores 

M. 2014. Hypoxia-Inducible Factors Modulate the 

Stemness and Malignancy of Colon Cancer Cells 

by Playing Opposite Roles in Canonical Wnt 

Signaling. PLoS ONE 9:e112580. 

http://dx.doi.org/10.1371/journal.pone.0112580  

 Scales SJ, de Sauvage FJ. 2009. Mechanisms of 

Hedgehog pathway activation in cancer and 

implications for therapy. Trends Pharmacol Sci 

30:303-312. 

http://dx.doi.org/10.1016/j.tips.2009.03.007  

 Schoenhals M, Kassambara A, Vos JD, Hose D, 

Moreaux J, Klein B. 2009. Embryonic stem cell 

markers expression in cancers. Biochem Biophys 

Res Commun 383:157-162. 

http://dx.doi.org/10.1016/j.bbrc.2009.02.156  

 Scholten DJ, Timmer CM, Peacock JD, Pelle DW, 

Williams BO, Steensma MR. 2014. Down 

Regulation of Wnt Signaling Mitigates Hypoxia-

Induced Chemoresistance in Human 

Osteosarcoma Cells. PLoS ONE 9:e111431. 

http://dx.doi.org/10.1371/journal.pone.0111431  

 Segrelles C, García-Escudero R, Garín MI, Aranda 

JF, Hernández P, Ariza JM, Santos M, Paramio JM, 

Lorz C. 2014. Akt Signaling Leads to Stem Cell 

Activation and Promotes Tumor Development in 

Epidermis. STEM CELLS 32:1917-1928. 

http://dx.doi.org/10.1002/stem.1669  

 Sell S, Pierce GB. 1994. Maturation arrest of 

stem cell differentiation is a common pathway for 

the cellular origin of teratocarcinomas and 

epithelial cancers. Lab Invest 70:6-22 

 Semenza GL. 2003. Targeting HIF-1 for cancer 

therapy. Nat Rev Cancer 3:721-732. 

http://dx.doi.org/10.1038/nrc1187  

 Shackleton M. 2010. Normal stem cells and 

cancer stem cells: similar and different. Semin 

Cancer Biol 20:85-92. 

http://dx.doi.org/10.1016/j.semcancer.2010.04.002  

 Shackleton M, Quintana E, Fearon ER, Morrison 

SJ. 2009. Heterogeneity in Cancer: Cancer Stem 

Cells versus Clonal Evolution. Cell 138:822-829. 

http://dx.doi.org/10.1016/j.cell.2009.08.017  

 Shan J, Shen J, Liu L, Xia F, Xu C, Duan G, Xu Y, 

Ma Q, Yang Z, Zhang Q, Ma L, Liu J, Xu S, Yan X, 

Bie P, Cui Y, Bian Xw, Qian C. 2012. Nanog 

regulates self-renewal of cancer stem cells 

through the insulin-like growth factor pathway in 

human hepatocellular carcinoma. Hepatology 

56:1004-1014. http://dx.doi.org/10.1002/hep.25745  

 Shien K, Toyooka S, Yamamoto H, Soh J, Jida M, 

Thu KL, Hashida S, Maki Y, Ichihara E, Asano H, 

Tsukuda K, Takigawa N, Kiura K, Gazdar AF, Lam 

WL, Miyoshi S. 2013. Acquired Resistance to EGFR 

Inhibitors Is Associated with a Manifestation of 

Stem Cell-like Properties in Cancer Cells. Cancer 

Res 73:3051-3061. http://dx.doi.org/10.1158/0008-

5472.CAN-12-4136 

 Shimizu T, Ishikawa T, Sugihara E, Kuninaka S, 

Miyamoto T, Mabuchi Y, Matsuzaki Y, Tsunoda T, 

Miya F, Morioka H, Nakayama R, Kobayashi E, 

Toyama Y, Kawai A, Ichikawa H, Hasegawa T, 

Okada S, Ito T, Ikeda Y, Suda T, Saya H. 2010. c-

MYC overexpression with loss of Ink4a/Arf 

transforms bone marrow stromal cells into 

osteosarcoma accompanied by loss of 

adipogenesis. Oncogene 29:5687-5699. 

http://dx.doi.org/10.1038/onc.2010.312   

 Shimizu T, Sugihara E, Yamaguchi-Iwai S, Tamaki 

S, Koyama Y, Kamel W, Ueki A, Ishikawa T, 

Chiyoda T, Osuka S, Onishi N, Ikeda H, Kamei J, 

Matsuo K, Fukuchi Y, Nagai T, Toguchida J, 

Toyama Y, Muto A, Saya H. 2014. IGF2 Preserves 

Osteosarcoma Cell Survival by Creating an 

Autophagic State of Dormancy That Protects Cells 

http://dx.doi.org/10.1371/journal.pone.0041401
http://dx.doi.org/10.3892/ijo.2015.3236
http://dx.doi.org/10.3892/ijo.2013.1927
http://dx.doi.org/10.1126/scisignal.2004815
http://dx.doi.org/10.1371/journal.pone.0112580
http://dx.doi.org/10.1016/j.tips.2009.03.007
http://dx.doi.org/10.1016/j.bbrc.2009.02.156
http://dx.doi.org/10.1371/journal.pone.0111431
http://dx.doi.org/10.1002/stem.1669
http://dx.doi.org/10.1038/nrc1187
http://dx.doi.org/10.1016/j.semcancer.2010.04.002
http://dx.doi.org/10.1016/j.cell.2009.08.017
http://dx.doi.org/10.1002/hep.25745
http://dx.doi.org/10.1158/0008-5472.CAN-12-4136
http://dx.doi.org/10.1158/0008-5472.CAN-12-4136
http://dx.doi.org/10.1038/onc.2010.312


 

General Introduction | 

91 

against Chemotherapeutic Stress. Cancer Res 

74:6531-6541. http://dx.doi.org/10.1158/0008-

5472.CAN-14-0914  

 Shmelkov SV, Butler JM, Hooper AT, Hormigo A, 

Kushner J, Milde T, St.Clair R, Baljevic M, White I, 

Jin DK, Chadburn A, Murphy AJ, Valenzuela DM, 

Gale NW, Thurston G, Yancopoulos GD, 

D'Angelica M, Kemeny N, Lyden D, Rafii S. 2008. 

CD133 expression is not restricted to stem cells, 

and both CD133+ and CD133- metastatic colon 

cancer cells initiate tumors. J Clin Invest 118:2111-

2120. http://dx.doi.org/10.1172/JCI34401  

 Silva G, Aboussekhra A. 2016. p16INK4A inhibits 

the pro-metastatic potentials of osteosarcoma 

cells through targeting the ERK pathway and TGF-

β1. Mol Carcinog 55:525-536. 

http://dx.doi.org/10.1002/mc.22299  

 Sims-Mourtada J, Izzo JG, Ajani J, Chao KSC. 

2007. Sonic Hedgehog promotes multiple drug 

resistance by regulation of drug transport. 

Oncogene 26:5674-5679. 

http://dx.doi.org/10.1038/sj.onc.1210356  

 Singh SK, Clarke ID, Terasaki M, Bonn VE, 

Hawkins C, Squire J, Dirks PB. 2003. Identification 

of a Cancer Stem Cell in Human Brain Tumors. 

Cancer Res 63:5821-5828 

 Sjöström M, Hartman L, Honeth G, Grabau D, 

Malmström P, Hegardt C, Fernö M, Niméus E. 

2015. Stem cell biomarker ALDH1A1 in breast 

cancer shows an association with prognosis and 

clinicopathological variables that is highly cut-off 

dependent. J Clin Pathol 68:1012-1019. 

http://dx.doi.org/10.1136/jclinpath-2015-203092  

 Sleijfer S, Gelderblom H. 2014. Current clinical 

trials for advanced osteosarcoma and soft tissue 

sarcoma. Curr Opin Oncol 26:434-439. 

http://dx.doi.org/10.1097/CCO.0000000000000093  

 Soehngen E, Schaefer A, Koeritzer J, Huelsmeyer 

V, Zimmer C, Ringel F, Gempt J, Schlegel J. 2014. 

Hypoxia upregulates aldehyde dehydrogenase 

isoform 1 (ALDH1) expression and induces 

functional stem cell characteristics in human 

glioblastoma cells. Brain Tumor Pathol 31:247-256 

http://dx.doi.org/10.1007/s10014-013-0170-0  

 Steg AD, Bevis KS, Katre AA, Ziebarth A, Dobbin 

ZC, Alvarez RD, Zhang K, Conner M, Landen CN. 

2012a. Stem Cell Pathways Contribute to Clinical 

Chemoresistance in Ovarian Cancer. Clin Cancer 

Res 18:869-881. http://dx.doi.org/10.1158/1078-

0432.CCR-11-2188  

 Steg AD, Katre AA, Bevis KS, Ziebarth A, Dobbin 

ZC, Shah MM, Alvarez RD, Landen CN. 2012b. 

Smoothened Antagonists Reverse Taxane 

Resistance in Ovarian Cancer. Mol Cancer Ther 

11:1587-1597. http://dx.doi.org/10.1158/1535-

7163.MCT-11-1058  

 Stiller CA, Bielack SS, Jundt G, Steliarova-

Foucher E. 2006a. Bone tumours in European 

children and adolescents, 1978-1997. Report from 

the Automated Childhood Cancer Information 

System project. Eur J Cancer 42:2124-2135. 

http://dx.doi.org/10.1016/j.ejca.2006.05.015  

 Stiller CA, Craft AW, Corazziari I. 2001. Survival 

of children with bone sarcoma in Europe since 

1978: results from the EUROCARE study. Eur J 

Cancer 37:760-766. 

http://dx.doi.org/10.1016/S0959-8049(01)00004-1  

 Stiller CA, Desandes E, Danon SE, Izarzugaza I, 

Ratiu A, Vassileva-Valerianova Z, Steliarova-

Foucher E. 2006b. Cancer incidence and survival in 

European adolescents (1978-1997). Report from 

the Automated Childhood Cancer Information 

System project. Eur J Cancer 42:2006-2018. 

http://dx.doi.org/10.1016/j.ejca.2006.06.002  

 Stolzenburg S, Rots MG, Beltran AS, Rivenbark 

AG, Yuan X, Qian H, Strahl BD, Blancafort P. 2012. 

Targeted silencing of the oncogenic transcription 

factor SOX2 in breast cancer. Nucl Acids Res 

40:6725-6740. 

http://dx.doi.org/10.1093/nar/gks360  

 Suman S, Das TP, Damodaran C. 2013. Silencing 

NOTCH signaling causes growth arrest in both 

breast cancer stem cells and breast cancer cells. 

Br J Cancer 109:2587-2596. 

http://dx.doi.org/10.1038/bjc.2013.642  

 Sun D, Liao G, Liu K, Jian H. 2015. Endosialin-

expressing bone sarcoma stem-like cells are 

highly tumor-initiating and invasive. Mol Med Rep 

12:5665-5670. 

http://dx.doi.org/10.3892/mmr.2015.4218  

 Ta H, Dass C, Choong P, Dunstan D. 2009. 

Osteosarcoma treatment: state of the art. Cancer 

Metastasis Rev 28:247-263. 

http://dx.doi.org/10.1007/s10555-009-9186-7  

 Taipale J, Cooper MK, Maiti T, Beachy PA. 2002. 

Patched acts catalytically to suppress the activity 

of Smoothened. Nature 418:892-896. 

http://dx.doi.org/10.1038/nature00989  

 Takahashi K, Yamanaka S. 2006. Induction of 

Pluripotent Stem Cells from Mouse Embryonic 

http://dx.doi.org/10.1158/0008-5472.CAN-14-0914
http://dx.doi.org/10.1158/0008-5472.CAN-14-0914
http://dx.doi.org/10.1172/JCI34401
http://dx.doi.org/10.1002/mc.22299
http://dx.doi.org/10.1038/sj.onc.1210356
http://dx.doi.org/10.1136/jclinpath-2015-203092
http://dx.doi.org/10.1097/CCO.0000000000000093
http://dx.doi.org/10.1007/s10014-013-0170-0
http://dx.doi.org/10.1158/1078-0432.CCR-11-2188
http://dx.doi.org/10.1158/1078-0432.CCR-11-2188
http://dx.doi.org/10.1158/1535-7163.MCT-11-1058
http://dx.doi.org/10.1158/1535-7163.MCT-11-1058
http://dx.doi.org/10.1016/j.ejca.2006.05.015
http://dx.doi.org/10.1016/S0959-8049(01)00004-1
http://dx.doi.org/10.1016/j.ejca.2006.06.002
http://dx.doi.org/10.1093/nar/gks360
http://dx.doi.org/10.1038/bjc.2013.642
http://dx.doi.org/10.3892/mmr.2015.4218
http://dx.doi.org/10.1007/s10555-009-9186-7
http://dx.doi.org/10.1038/nature00989


| Chapter 1 – 1.6 References 

 

92 

and Adult Fibroblast Cultures by Defined Factors. 

Cell 126:663-676 

http://dx.doi.org/10.1016/j.cell.2006.07.024  

 Takebe N, Harris PJ, Warren RQ, Ivy SP. 2011. 

Targeting cancer stem cells by inhibiting Wnt, 

Notch, and Hedgehog pathways. Nat Rev Clin 

Oncol 8:97-106. 

http://dx.doi.org/10.1038/nrclinonc.2010.196  

 Takebe N, Miele L, Harris PJ, Jeong W, Bando H, 

Kahn M, Yang SX, Ivy SP. 2015. Targeting Notch, 

Hedgehog, and Wnt pathways in cancer stem 

cells: clinical update. Nat Rev Clin Oncol 12:445-

464. http://dx.doi.org/10.1038/nrclinonc.2015.61  

 Takeishi S, Matsumoto A, Onoyama I, Naka K, 

Hirao A, Nakayama K. 2013. Ablation of Fbxw7 

Eliminates Leukemia-Initiating Cells by Preventing 

Quiescence. Cancer cell 23:347-361. 

http://dx.doi.org/10.1016/j.ccr.2013.01.026  

 Tanaka M, Setoguchi T, Hirotsu M, Gao H, 

Sasaki H, Matsunoshita Y, Komiya S. 2009. 

Inhibition of Notch pathway prevents 

osteosarcoma growth by cell cycle regulation. Br J 

Cancer 100:1957-1965. 

http://dx.doi.org/10.1038/sj.bjc.6605060  

 Tang N, Song WX, Luo J, Haydon R, He TC. 

2008. Osteosarcoma Development and Stem Cell 

Differentiation. Clin Orthop Relat Res 466:2114-

2130. http://dx.doi.org/10.1007/s11999-008-0335-

z  

 Tang QL, Liang Y, Xie XB, Yin JQ, Zou CY, Zhao 

ZQ, Shen JN, Wang J. 2011a. Enrichment of 

osteosarcoma stem cells by chemotherapy. Chin J 

Cancer 30:426-432. 

http://dx.doi.org/10.5732/cjc.011.10127  

 Tang QL, Zhao ZQ, Li Jc, Liang Y, Yin JQ, Zou 

CY, Xie XB, Zeng YX, Shen JN, Kang T, Wang J. 

2011b. Salinomycin inhibits osteosarcoma by 

targeting its tumor stem cells. Cancer Lett 

311:113-121. 

http://dx.doi.org/10.1016/j.canlet.2011.07.016  

 Tao J, Jiang MM, Jiang L, Salvo JS, Zeng HC, 

Dawson B, Bertin TK, Rao PH, Chen R, Donehower 

LA, Gannon F, Lee BH. 2014. Notch Activation as a 

Driver of Osteogenic Sarcoma. Cancer cell 26:390-

401. http://dx.doi.org/10.1016/j.ccr.2014.07.023  

 Tascilar M, Loos WJ, Seynaeve C, Verweij J, 

Sleijfer S. 2007. The Pharmacologic Basis of 

Ifosfamide Use in Adult Patients with Advanced 

Soft Tissue Sarcomas. Oncologist 12:1351-1360. 

http://dx.doi.org/10.1634/theoncologist.12-11-

1351  

 Teicher BA. 2012. Searching for molecular 

targets in sarcoma. Biochem Pharmacol 84:1-10. 

http://dx.doi.org/10.1016/j.bcp.2012.02.009  

 Tetsu O, McCormick F. 1999. β-Catenin 

regulates expression of cyclin D1 in colon 

carcinoma cells. Nature 398:422-426. 

http://dx.doi.org/10.1038/18884  

 Thomas DM, Johnson SA, Sims NA, Trivett MK, 

Slavin JL, Rubin BP, Waring P, McArthur GA, 

Walkley CR, Holloway AJ, Diyagama D, Grim JE, 

Clurman BE, Bowtell DDL, Lee JS, Gutierrez GM, 

Piscopo DM, Carty SA, Hinds PW. 2004. Terminal 

osteoblast differentiation, mediated by runx2 and 

p27KIP1, is disrupted in osteosarcoma. J Cell Biol 

167:925-934. 

http://dx.doi.org/10.1083/jcb.200409187  

 Tian J, Li X, Si M, Liu T, Li J. 2014. CD271+ 

Osteosarcoma Cells Display Stem-Like Properties. 

PLoS ONE 9:e98549. 

http://dx.doi.org/10.1371/journal.pone.0098549  

 Tian XH, Hou WJ, Fang Y, Fan J, Tong H, Bai SL, 

Chen Q, Xu H, Li Y. 2013. XAV939, a tankyrase 1 

inhibitior, promotes cell apoptosis in 

neuroblastoma cell lines by inhibiting Wnt/β-

catenin signaling pathway. J Exp Clin Cancer Res 

32:100. http://dx.doi.org/10.1186/1756-9966-32-

100  

 Tirino V, Desiderio V, d'Aquino R, De Francesco 

F, Pirozzi G, Galderisi U, Cavaliere C, De Rosa A, 

Papaccio G. 2008. Detection and Characterization 

of CD133+ Cancer Stem Cells in Human Solid 

Tumours. PLoS ONE 3:e3469. 

http://dx.doi.org/10.1371/journal.pone.0003469  

 Tolar J, Nauta AJ, Osborn MJ, Panoskaltsis 

Mortari A, McElmurry RT, Bell S, Xia L, Zhou N, 

Riddle M, Schroeder TM, Westendorf JJ, McIvor 

RS, Hogendoorn PCW, Szuhai K, Oseth L, Hirsch B, 

Yant SR, Kay MA, Peister A, Prockop DJ, Fibbe WE, 

Blazar BR. 2007. Sarcoma Derived from Cultured 

Mesenchymal Stem Cells. STEM CELLS 25:371-379. 

http://dx.doi.org/10.1634/stemcells.2005-0620  

 Trieb K, Lehner R, Stulnig T, Sulzbacher I, 

Shroyer KR. 2003. Survivin expression in human 

osteosarcoma is a marker for survival. Eur J Surg 

Oncol 29:379-382. 

http://dx.doi.org/10.1053/ejso.2002.1415  

 Tsuchida R, Das B, Yeger H, Koren G, Shibuya 

M, Thorner PS, Baruchel S, Malkin D. 2008. 

http://dx.doi.org/10.1016/j.cell.2006.07.024
http://dx.doi.org/10.1038/nrclinonc.2010.196
http://dx.doi.org/10.1038/nrclinonc.2015.61
http://dx.doi.org/10.1016/j.ccr.2013.01.026
http://dx.doi.org/10.1038/sj.bjc.6605060
http://dx.doi.org/10.1007/s11999-008-0335-z
http://dx.doi.org/10.1007/s11999-008-0335-z
http://dx.doi.org/10.5732/cjc.011.10127
http://dx.doi.org/10.1016/j.canlet.2011.07.016
http://dx.doi.org/10.1016/j.ccr.2014.07.023
http://dx.doi.org/10.1634/theoncologist.12-11-1351
http://dx.doi.org/10.1634/theoncologist.12-11-1351
http://dx.doi.org/10.1016/j.bcp.2012.02.009
http://dx.doi.org/10.1038/18884
http://dx.doi.org/10.1083/jcb.200409187
http://dx.doi.org/10.1371/journal.pone.0098549
http://dx.doi.org/10.1186/1756-9966-32-100
http://dx.doi.org/10.1186/1756-9966-32-100
http://dx.doi.org/10.1371/journal.pone.0003469
http://dx.doi.org/10.1634/stemcells.2005-0620
http://dx.doi.org/10.1053/ejso.2002.1415


 

General Introduction | 

93 

Cisplatin treatment increases survival and 

expansion of a highly tumorigenic side-population 

fraction by upregulating VEGF/Flt1 autocrine 

signaling. Oncogene 27:3923-3934. 

http://dx.doi.org/10.1038/onc.2008.38  

 Tu B, Du L, Fan Qm, Tang Z, Tang Tt. 2012. 

STAT3 activation by IL-6 from mesenchymal stem 

cells promotes the proliferation and metastasis of 

osteosarcoma. Cancer Lett 325:80-88. 

http://dx.doi.org/10.1016/j.canlet.2012.06.006  

 Tu SM, Lin SH, Logothetis CJ. 2002. Stem-cell 

origin of metastasis and heterogeneity in solid 

tumours. Lancet Oncol 3:508-513 

http://dx.doi.org/10.1016/S1470-2045(02)00820-3  

 Vallier L, Mendjan S, Brown S, Chng Z, Teo A, 

Smithers LE, Trotter MWB, Cho CHH, Martinez A, 

Rugg-Gunn P, Brons G, Pedersen RA. 2009. 

Activin/Nodal signalling maintains pluripotency by 

controlling Nanog expression. Development 

136:1339-1349. 

http://dx.doi.org/10.1242/dev.033951  

 van den Berg DLC, Snoek T, Mullin NP, Yates A, 

Bezstarosti K, Demmers J, Chambers I, Poot RA. 

2010. An Oct4-Centered Protein Interaction 

Network in Embryonic Stem Cells. Cell stem cell 

6:369-381. 

http://dx.doi.org/10.1016/j.stem.2010.02.014  

 van Neerven SM, Tieken M, Vermeulen L, 

Bijlsma MF. 2016. Bidirectional interconversion of 

stem and non-stem cancer cell populations: A 

reassessment of theoretical models for tumor 

heterogeneity. Mol Cell Oncol 3:e1098791. 

http://dx.doi.org/10.1080/23723556.2015.1098791  

 Vanner R, Remke M, Gallo M, Selvadurai H, 

Coutinho F, Lee L, Kushida M, Head R, Morrissy S, 

Zhu X, Aviv T, Voisin V, Clarke I, Li Y, Mungall A, 

Moore R, Ma Y, Jones S, Marra M, Malkin D, 

Northcott P, Kool M, Pfister S, Bader G, 

Hochedlinger K, Korshunov A, Taylor M, Dirks P. 

2014. Quiescent Sox2+ Cells Drive Hierarchical 

Growth and Relapse in Sonic Hedgehog Subgroup 

Medulloblastoma. Cancer cell 26:33-47. 

http://dx.doi.org/10.1016/j.ccr.2014.05.005  

 Velletri T, Xie N, Wang Y, Huang Y, Yang Q, 

Chen X, Chen Q, Shou P, Gan Y, Cao G, Melino G, 

Shi Y. 2016. P53 functional abnormality in 

mesenchymal stem cells promotes osteosarcoma 

development. Cell Death Dis 7:e2015. 

http://dx.doi.org/10.1038/cddis.2015.367  

 Verena J. 2012. The Intrinsic Apoptosis Pathways 

as a Target in Anticancer Therapy. Curr Pharm 

Biotechnol 13:1426-1438. 

http://dx.doi.org/10.2174/138920112800784989  

 Vermeulen L, De Sousa EMF, van der Heijden M, 

Cameron K, de Jong JH, Borovski T, Tuynman JB, 

Todaro M, Merz C, Rodermond H. 2010. Wnt 

activity defines colon cancer stem cells and is 

regulated by the microenvironment. Nat Cell Biol 

12: 468-476. http://dx.doi.org/10.1038/ncb2048  

 Viale A, De Franco F, Orleth A, Cambiaghi V, 

Giuliani V, Bossi D, Ronchini C, Ronzoni S, 

Muradore I, Monestiroli S, Gobbi A, Alcalay M, 

Minucci S, Pelicci PG. 2009. Cell-cycle restriction 

limits DNA damage and maintains self-renewal of 

leukaemia stem cells. Nature 457:51-56. 

http://dx.doi.org/10.1038/nature07618  

 Vicente-Duenas C, de Diego JG, Rodriguez FD, 

and RJ. 2009. The Role of Cellular Plasticity in 

Cancer Development. Curr Med Chem 16:3676-

3685. 

http://dx.doi.org/10.2174/092986709789105019  

 Vijayakumar S, Liu G, Rus I, Yao S, Chen Y, Akiri 

G, Grumolato L, Aaronson S. 2011. High-

Frequency Canonical Wnt Activation in Multiple 

Sarcoma Subtypes Drives Proliferation through a 

TCF/β-Catenin Target Gene, CDC25A. Cancer cell 

19:601-612. 

http://dx.doi.org/10.1016/j.ccr.2011.03.010  

 Virchow R. 1855. Editoral Archiv für 

pathologische Anatomie und Physiologie und für 

klinische Medizin. Berlin: Springer 8:23 

 Visvader JE, Lindeman GJ. 2012. Cancer Stem 

Cells: Current Status and Evolving Complexities. 

Cell stem cell 10:717-728. 

http://dx.doi.org/10.1016/j.stem.2012.05.007  

 Visvader JE, Lindeman GJ. 2008. Cancer stem 

cells in solid tumours: accumulating evidence and 

unresolved questions. Nat Rev Cancer 8:755-768. 

http://dx.doi.org/10.1038/nrc2499  

 Vlashi E, Pajonk F. 2015. Cancer stem cells, 

cancer cell plasticity and radiation therapy. Semin 

Cancer Biol 31:28-35. 

http://dx.doi.org/10.1016/j.semcancer.2014.07.001  

 Wagner E, Luther G, Zhu G, Luo Q, Shi Q, Kim S, 

Gao J-L, Huang E, Gao Y, Yang K, Wang L, Teven 

C, Luo X, Liu X, Li M, Hu N, Su Y, Bi Y, He B-C, 

Tang N, Luo J, Chen L, Zuo G, Rames R, Haydon 

R, Luu H, He T-C. 2011. Defective Osteogenic 

Differentiation in the Development of 

http://dx.doi.org/10.1038/onc.2008.38
http://dx.doi.org/10.1016/j.canlet.2012.06.006
http://dx.doi.org/10.1016/S1470-2045(02)00820-3
http://dx.doi.org/10.1242/dev.033951
http://dx.doi.org/10.1016/j.stem.2010.02.014
http://dx.doi.org/10.1080/23723556.2015.1098791
http://dx.doi.org/10.1016/j.ccr.2014.05.005
http://dx.doi.org/10.1038/cddis.2015.367
http://dx.doi.org/10.2174/138920112800784989
http://dx.doi.org/10.1038/ncb2048
http://dx.doi.org/10.1038/nature07618
http://dx.doi.org/10.2174/092986709789105019
http://dx.doi.org/10.1016/j.ccr.2011.03.010
http://dx.doi.org/10.1016/j.stem.2012.05.007
http://dx.doi.org/10.1038/nrc2499
http://dx.doi.org/10.1016/j.semcancer.2014.07.001


| Chapter 1 – 1.6 References 

 

94 

Osteosarcoma. Sarcoma 2011:325238. 

http://dx.doi.org/10.1155/2011/325238  

 Wang G, Rong J, Zhou Z, Duo J. 2010a. A novel 

gene P28GANK confers multidrug resistance by 

modulating the expression of MDR-1, Bcl-2, and 

bax in osteosarcoma cells. Mol Biol 44:898-906. 

http://dx.doi.org/10.1134/S0026893310060063  

 Wang H, Zhang G, Zhang H, Zhang F, Zhou B, 

Ning F, Wang HS, Cai SH, Du J. 2014a. Acquisition 

of epithelial-mesenchymal transition phenotype 

and cancer stem cell-like properties in cisplatin-

resistant lung cancer cells through AKT/β-

catenin/Snail signaling pathway. Eur J Pharmacol 

723:156-166. 

http://dx.doi.org/10.1016/j.ejphar.2013.12.004  

 Wang J, Wakeman TP, Lathia JD, Hjelmeland AB, 

Wang XF, White RR, Rich JN, Sullenger BA. 2010b. 

Notch Promotes Radioresistance of Glioma Stem 

Cells. STEM CELLS 28:17-28. 

http://dx.doi.org/10.1002/stem.261  

 Wang L, Park P, Zhang H, La Marca F, Lin C-Y. 

2011. Prospective identification of tumorigenic 

osteosarcoma cancer stem cells in OS99-1 cells 

based on high aldehyde dehydrogenase activity. 

Int J Cancer 128:294-303. 

http://dx.doi.org/10.1002/ijc.25331  

 Wang L, Park P, Lin CY. 2009. Characterization 

of stem cell attributes in human osteosarcoma cell 

lines. Cancer Biol Ther 8:543-552. 

http://dx.doi.org/10.4161/cbt.8.6.7695  

 Wang QE. 2015. DNA damage responses in 

cancer stem cells: Implications for cancer 

therapeutic strategies. World J Biol Chem 6:57-64. 

http://dx.doi.org/10.4331/wjbc.v6.i3.57  

 Wang Y, Teng J. 2016. Increased multi-drug 

resistance and reduced apoptosis in osteosarcoma 

side population cells are crucial factors for tumor 

recurrence. Exp Ther Med 12:81-86. 

http://dx.doi.org/10.3892/etm.2016.3303  

 Wang Y, Yao J, Meng H, Yu Z, Wang Z, Yuan X, 

Chen H, Wang A. 2015a. A novel long non-coding 

RNA, hypoxia-inducible factor-2α promoter 

upstream transcript, functions as an inhibitor of 

osteosarcoma stem cells in vitro. Mol Med Rep 

11:2534-2540. 

http://dx.doi.org/10.3892/mmr.2014.3024  

 Wang Y, Li W, Patel SS, Cong J, Zhang N, 

Sabbatino F, Liu X, Qi Y, Huang P, Lee H, Taghian 

A, Li JJ, DeLeo AB, Ferrone S, Epperly MW, 

Ferrone CR, Ly A, Brachtel EF, Wang X. 2014b. 

Blocking the formation of radiation-induced 

breast cancer stem cells. Oncotarget 5:3743-3755. 

http://dx.doi.org/10.18632/oncotarget.1992  

 Wang Z, Xia Q, Cui J, Diao Y, Li J. 2014c. 

Reversion of P-glycoprotein-mediated multidrug 

resistance by diallyl trisulfide in a human 

osteosarcoma cell line. Oncol Rep 31:2720-2726. 

http://dx.doi.org/10.3892/or.2014.3154  

 Wang ZX, Yang JS, Pan X, Wang JR, Li J, Yin YM, 

De W. 2010c. Functional and biological analysis of 

Bcl-xL expression in human osteosarcoma. Bone 

47:445-454. 

http://dx.doi.org/10.1016/j.bone.2010.05.027  

 Wang Z, Yang L, Xia Y, Guo C, Kong L. 2015b. 

Icariin Enhances Cytotoxicity of Doxorubicin in 

Human Multidrug-Resistant Osteosarcoma Cells 

by Inhibition of ABCB1 and Down-Regulation of 

the PI3K/Akt Pathway. Biol Pharm Bull 38:277-284. 

http://dx.doi.org/10.1248/bpb.b14-00663  

 Wei D, Wang L, Yan Y, Jia Z, Gagea M, Li Z, Zuo 

X, Kong X, Huang S, Xie K. 2016. KLF4 Is Essential 

for Induction of Cellular Identity Change and 

Acinar-to-Ductal Reprogramming during Early 

Pancreatic Carcinogenesis. Cancer cell 29:324-338. 

http://dx.doi.org/10.1016/j.ccell.2016.02.005  

 Wessel Stratford E, Daffinrud J, Munthe E, 

Castro R, Waaler J, Krauss S, Myklebost O. 2014. 

The tankyrase-specific inhibitor JW74 affects cell 

cycle progression and induces apoptosis and 

differentiation in osteosarcoma cell lines. Cancer 

Med 3:36-46. http://dx.doi.org/10.1002/cam4.170  

 Whelan JS, Bielack SS, Marina N, Smeland S, 

Jovic G, Hook JM, Krailo M, Anninga J, Butterfass-

Bahloul T, Böhling T, Calaminus G, Capra M, 

Deffenbaugh C, Dhooge C, Eriksson M, Flanagan 

AM, Gelderblom H, Goorin A, Gorlick R, Gosheger 

G, Grimer RJ, Hall KS, Helmke K, Hogendoorn 

PCW, Jundt G, Kager L, Kuehne T, Lau CC, Letson 

GD, Meyer J, Meyers PA, Morris C, Mottl H, Nadel 

H, Nagarajan R, Randall RL, Schomberg P, Schwarz 

R, Teot LA, Sydes MR, Bernstein M. 2015. 

EURAMOS-1, an international randomised study 

for osteosarcoma: results from pre-randomisation 

treatment. Ann Oncol 26:407-414. 

http://dx.doi.org/10.1093/annonc/mdu526  

 Widhe B, Widhe T. 2000. Initial Symptoms and 

Clinical Features in Osteosarcoma and Ewing 

Sarcoma. J Bone Joint Surg Am 82:667-674.  

 Willert K, Brown JD, Danenberg E, Duncan AW, 

Weissman IL, Reya T, Yates JR, Nusse R. 2003. Wnt 

http://dx.doi.org/10.1155/2011/325238
http://dx.doi.org/10.1134/S0026893310060063
http://dx.doi.org/10.1016/j.ejphar.2013.12.004
http://dx.doi.org/10.1002/stem.261
http://dx.doi.org/10.1002/ijc.25331
http://dx.doi.org/10.4161/cbt.8.6.7695
http://dx.doi.org/10.4331/wjbc.v6.i3.57
http://dx.doi.org/10.3892/etm.2016.3303
http://dx.doi.org/10.3892/mmr.2014.3024
http://dx.doi.org/10.18632/oncotarget.1992
http://dx.doi.org/10.3892/or.2014.3154
http://dx.doi.org/10.1016/j.bone.2010.05.027
http://dx.doi.org/10.1248/bpb.b14-00663
http://dx.doi.org/10.1016/j.ccell.2016.02.005
http://dx.doi.org/10.1002/cam4.170
http://dx.doi.org/10.1093/annonc/mdu526


 

General Introduction | 

95 

proteins are lipid-modified and can act as stem 

cell growth factors. Nature 423:448-452. 

http://dx.doi.org/10.1038/nature01611  

 Williams SA, Maecker HL, French DM, Liu J, 

Gregg A, Silverstein LB, Cao TC, Carano RA, Dixit 

VM. 2011. USP1 Deubiquitinates ID Proteins to 

Preserve a Mesenchymal Stem Cell Program in 

Osteosarcoma. Cell 146:918-930. 

http://dx.doi.org/10.1016/j.cell.2011.07.040  

 Wu C, Wei Q, Utomo V, Nadesan P, Whetstone 

H, Kandel R, Wunder JS, Alman BA. 2007. Side 

Population Cells Isolated from Mesenchymal 

Neoplasms Have Tumor Initiating Potential. 

Cancer Res 67:8216-8222. 

http://dx.doi.org/10.1158/0008-5472.CAN-07-0999  

 Xu M, Gong A, Yang H, George SK, Jiao Z, 

Huang H, Jiang X, Zhang Y. 2015a. Sonic 

hedgehog-glioma associated oncogene homolog 

1 signaling enhances drug resistance in 

CD44+/Musashi-1+ gastric cancer stem cells. 

Cancer Lett 369:124-133. 

http://dx.doi.org/10.1016/j.canlet.2015.08.005  

 Xu X, Chai S, Wang P, Zhang C, Yang Y, Yang Y, 

Wang K. 2015b. Aldehyde dehydrogenases and 

cancer stem cells. Cancer Lett 369:50-57. 

http://dx.doi.org/10.1016/j.canlet.2015.08.018  

 Yan J, Tang D. 2014. Prostate cancer stem-like 

cells proliferate slowly and resist etoposide-

induced cytotoxicity via enhancing DNA damage 

response. Exp Cell Res 328:132-142. 

http://dx.doi.org/10.1016/j.yexcr.2014.08.016  

 Yang HZ, Ma Y, Zhou Y, Xu LM, Chen XJ, Ding 

WB, Zou HB. 2015. Autophagy contributes to the 

enrichment and survival of colorectal cancer stem 

cells under oxaliplatin treatment. Cancer Lett 

361:128-136. 

http://dx.doi.org/10.1016/j.canlet.2015.02.045  

 Yang K, Wang X, Zhang H, Wang Z, Nan G, Li Y, 

Zhang F, Mohammed MK, Haydon RC, Luu HH, Bi 

Y, He TC. 2016. The evolving roles of canonical 

WNT signaling in stem cells and tumorigenesis: 

implications in targeted cancer therapies. Lab 

Invest 96:116-136. 

http://dx.doi.org/10.1038/labinvest.2015.144  

 Yang Q-J, Zhou L-Y, Mu Y-Q, Zhou Q-X, Luo J-Y, 

Cheng L, Deng Z-L, He T-C, Haydon RC, He B-C. 

2016. All-trans retinoic acid inhibits tumor growth 

of human osteosarcoma by activating Smad 

signaling-induced osteogenic differentiation. Int J 

Oncol 41:153-160. 

http://dx.doi.org/10.3892/ijo.2012.1426  

 Yang W, Liu X, Choy E, Mankin H, Hornicek FJ, 

Duan Z. 2013. Targeting hedgehog-GLI-2 pathway 

in osteosarcoma. J Orthop Res 31:502-509. 

http://dx.doi.org/10.1002/jor.22230  

 Yang Y, Katz JP. 2016. KLF4 is downregulated 

but not mutated during human esophageal 

squamous cell carcinogenesis and has tumor 

stage-specific functions. Cancer Biol Ther 17:422-

429. 

http://dx.doi.org/10.1080/15384047.2016.1156260  

 Yeo JC, Ng HH. 2013. The transcriptional 

regulation of pluripotency. Cell Res 23:20-32. 

http://dx.doi.org/10.1038/cr.2012.172  

 Yi X, Zhao Y, Qiao L, Jin C, Tian J, Li Q. 2015. 

Aberrant Wnt/β-catenin signaling and elevated 

expression of stem cell proteins are associated 

with osteosarcoma side population cells of high 

tumorigenicity. Mol Med Rep 12:5042-5048. 

http://dx.doi.org/10.3892/mmr.2015.4025  

 Young R. 2011. Control of the Embryonic Stem 

Cell State. Cell 144:940-954. 

http://dx.doi.org/10.1016/j.cell.2011.01.032  

 Yu FX, Hu WJ, He B, Zheng YH, Zhang QY, Chen 

L. 2015. Bone marrow mesenchymal stem cells 

promote osteosarcoma cell proliferation and 

invasion. World J Surg Oncol 13:1-7. 

http://dx.doi.org/10.1186/s12957-015-0465-1  

 Yu L, Fan Z, Fang S, Yang J, Gao T, Simões BM, 

Eyre R, Guo W, Clarke RB. 2016. Cisplatin selects 

for stem-like cells in osteosarcoma by activating 

Notch signaling. Oncotarget 7:33055-33068. 

http://dx.doi.org/10.18632/oncotarget.8849  

 Zbinden M, Duquet A, Lorente-Trigos A, 

Ngwabyt SN, Borges I, Altaba A. 2010. NANOG 

regulates glioma stem cells and is essential in vivo 

acting in a cross-functional network with GLI1 and 

p53. EMBO J 29:2659-2674. 

http://dx.doi.org/10.1038/emboj.2010.137  

 Zeuner A, Francescangeli F, Contavalli P, 

Zapparelli G, Apuzzo T, Eramo A, Baiocchi M, De 

Angelis ML, Biffoni M, Sette G, Todaro M, Stassi G, 

De Maria R. 2014. Elimination of quiescent/slow-

proliferating cancer stem cells by Bcl-XL inhibition 

in non-small cell lung cancer. Cell Death Differ 

21:1877-1888. 

http://dx.doi.org/10.1038/cdd.2014.105 

http://dx.doi.org/10.1038/nature01611
http://dx.doi.org/10.1016/j.cell.2011.07.040
http://dx.doi.org/10.1158/0008-5472.CAN-07-0999
http://dx.doi.org/10.1016/j.canlet.2015.08.005
http://dx.doi.org/10.1016/j.canlet.2015.08.018
http://dx.doi.org/10.1016/j.yexcr.2014.08.016
http://dx.doi.org/10.1016/j.canlet.2015.02.045
http://dx.doi.org/10.1038/labinvest.2015.144
http://dx.doi.org/10.3892/ijo.2012.1426
http://dx.doi.org/10.1002/jor.22230
http://dx.doi.org/10.1080/15384047.2016.1156260
http://dx.doi.org/10.1038/cr.2012.172
http://dx.doi.org/10.3892/mmr.2015.4025
http://dx.doi.org/10.1016/j.cell.2011.01.032
http://dx.doi.org/10.1186/s12957-015-0465-1
http://dx.doi.org/10.18632/oncotarget.8849
http://dx.doi.org/10.1038/emboj.2010.137
http://dx.doi.org/10.1038/cdd.2014.105


| Chapter 1 – 1.6 References 

 

96 

 Zhan T, Rindtorff N, Boutros M. 2016. Wnt 

signaling in cancer. Oncogene In press 

http://dx.doi.org/10.1038/onc.2016.304   

 Zhang H, Chang WJ, Li XY, Zhang N, Kong JJ, 

Wang YF. 2014. Liver cancer stem cells are 

selectively enriched by low-dose cisplatin. Braz J 

Med Biol Res 47:478-482. 

http://dx.doi.org/10.1590/1414-431X20143415  

 Zhang H, Wu H, Zheng J, Yu P, Xu L, Jiang P, 

Gao J, Wang H, Zhang Y. 2013. Transforming 

Growth Factor β1 Signal is Crucial for 

Dedifferentiation of Cancer Cells to Cancer Stem 

Cells in Osteosarcoma. STEM CELLS 31:433-446. 

http://dx.doi.org/10.1002/stem.1298  

 Zhao H, Wu Y, Chen Y, Liu H. 2015. Clinical 

significance of hypoxia-inducible factor 1 and 

VEGF-A in osteosarcoma. Int J Clin Oncol 20:1233-

1243. http://dx.doi.org/10.1007/s10147-015-0848-

x  

 Zheng X, Naiditch J, Czurylo M, Jie C, Lautz T, 

Clark S, Jafari N, Qiu Y, Chu F, Madonna MB. 

2013. Differential effect of long-term drug 

selection with doxorubicin and vorinostat on 

neuroblastoma cells with cancer stem cell 

characteristics. Cell Death Dis 4:e740. 

http://dx.doi.org/10.1038/cddis.2013.264  

 Zhou J, Wu S, Chen Y, Zhao J, Zhang K, Wang J, 

Chen S. 2015. microRNA-143 is associated with 

the survival of ALDH1+CD133+ osteosarcoma 

cells and the chemoresistance of osteosarcoma. 

Exp Biol Med 240:867-875. 

http://dx.doi.org/10.1177/1535370214563893  

 Zhu Y, Hu J, Hu Y, Liu W. 2009. Targeting DNA 

repair pathways: A novel approach to reduce 

cancer therapeutic resistance. Cancer Treat Rev 

35:590-596. 

http://dx.doi.org/10.1016/j.ctrv.2009.06.005  

 Zipser MC, Eichhoff OM, Widmer DS, Schlegel 

NC, Schoenewolf NL, Stuart D, Liu W, Gardner H, 

Smith PD, Nuciforo P, Dummer R, Hoek KS. 2011. 

A proliferative melanoma cell phenotype is 

responsive to RAF/MEK inhibition independent of 

BRAF mutation status. Pigment Cell Melanoma 

Res 24:326-333. http://dx.doi.org/10.1111/j.1755-

148X.2010.00823.x  

 

 

 

http://dx.doi.org/10.1038/onc.2016.304
http://dx.doi.org/10.1590/1414-431X20143415
http://dx.doi.org/10.1002/stem.1298
http://dx.doi.org/10.1007/s10147-015-0848-x
http://dx.doi.org/10.1007/s10147-015-0848-x
http://dx.doi.org/10.1038/cddis.2013.264
http://dx.doi.org/10.1177/1535370214563893
http://dx.doi.org/10.1016/j.ctrv.2009.06.005
http://dx.doi.org/10.1111/j.1755-148X.2010.00823.x
http://dx.doi.org/10.1111/j.1755-148X.2010.00823.x


 

Wnt/β-catenin and SOX2 in sarcoma stem cells | 

97 

2 CHAPTER 

 

OSTEOSARCOMA STEM CELLS HAVE ACTIVE WNT/β-CATENIN 

AND OVEREXPRESS SOX2 AND KLF4 
 

 

 

Sara R. Martins-Neves, Willem E. Corver, Daniela I. Paiva-Oliveira, 

Brendy E. W. M. van den Akker, Inge H. Briaire-de-Bruijn, Judith V. M. 

G. Bovée, Célia M. F. Gomes*, Anne-Marie Cleton-Jansen* 

(* equal contribution) 

 

 

Journal of Cellular Physiology, 231(4):876-886. DOI: 10.1002/jcp.25179 

 

 

 

 

 

“Cancer affects all of us, whether you’re a daughter, mother, sister, friend, coworker, 

doctor, or patient.” –Jennifer Aniston 

  



| Chapter 2 

 

98 
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Osteosarcoma stem cells isolated using the sphere forming-assay are slow 

proliferating cells with a few number of Ki-67+ cells, display enhanced ALDH 

activity and tumorigenic potential and overexpress the pluripotency transcription 

factor Sox2. Importantly, biological evidence shows that the Wnt/β-catenin 

signaling is specifically activated in these cells, as indicated by nuclear β-catenin 

staining and increased TCF/LEF transcriptional activity.  
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2.1 ABSTRACT 

Osteosarcoma is a bone tumor displaying significant cellular and histological 

heterogeneity, and a complex genetic phenotype. Although multiple studies 

strongly suggest the presence of cancer stem cells in osteosarcoma, a 

consensus on their characterization is still missing. We used a combination of 

functional assays (sphere-forming, Aldefluor and side-population) for 

identification of cancer stem cell populations in osteosarcoma cell lines. 

Expression of stemness-related transcription factors, quiescent nature, in vivo 

tumorigenicity and Wnt/β-catenin activation were evaluated. We show that 

different cancer stem cell populations may co-exist in osteosarcoma cell lines 

exhibiting distinct functional properties. Osteosarcoma spheres are slowly-

proliferating populations, overexpress Sox2 and Klf4 stemness-related genes 

and have enhanced tumorigenic potential. Additionally, spheres show specific 

activation of Wnt/β-catenin signaling as evidenced by increased nuclear β-

catenin, TCF/LEF activity and AXIN2 expression, in a subset of the cell lines. 

Aldefluor-positive populations were detected in all osteosarcoma cell lines and 

overexpress SOX2, but not KLF4. The side-population phenotype is correlated 

with ABCG2 drug-efflux transporter expression. Distinct functional methods 

seem to identify cancer stem cells with dissimilar characteristics. Intrinsic 

heterogeneity may exist within osteosarcoma cancer stem cells and can have 

implications on the design of targeted therapies aiming to eradicate these cells 

within tumors. 

 

Keywords: osteosarcoma, cancer stem cells, Wnt/β-catenin, Sox2, Klf4, aldehyde 

dehydrogenase  
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2.2 INTRODUCTION 

Osteosarcoma is a bone tumor, affecting children and adolescents. This specific 

incidence is partially explained by the rapid cell turnover occurring in the growth plates 

of long bones, where during skeletal growth, stem- and progenitor cells are actively 

dividing, generating bone matrix-producing cells (Tang et al., 2008). Osteosarcomas 

produce osteoid, but are otherwise highly heterogeneous histologically. For instance, 

some osteosarcomas can be purely osteoblastic, while others demonstrate cartilaginous 

differentiation. Given its diverse histological classification, it is therefore hypothesized 

that osteosarcoma originates from a multipotent cell (Klein and Siegal, 2006; Mohseny 

et al., 2009). Although surgery and neoadjuvant chemotherapy have remarkably 

improved the outcomes, the main clinical problem of this tumor is its unpredictable 

recurrence or metastasis, which is likely the result of a few resistant tumor cells. 

The cancer stem cell (CSC) theory postulates that a small subset of tumor cells is 

responsible for tumor initiation and progression (Clarke et al., 2006). These cells, also 

referred as tumor-initiating cells, can self-renew and generate all the cells comprising 

the tumors. Evidence suggests that CSCs are resistant to chemotherapy and may be the 

culprit cells causing relapses and metastatic dissemination, despite a good histological 

response to systemic therapy of the primary tumor (Oskarsson et al., 2014). 

The increasing complexity of CSCs was recently addressed, and it is therefore 

important to assign distinct biomarkers for identifying CSCs in solid tumors 

(Pattabiraman and Weinberg, 2014). Most studies attempted to identify CSCs based on 

the expression of specific surface antigens, but tumor heterogeneity renders it difficult 

to discover a universally accepted marker that can be used exclusively to identify CSCs. 

Currently, there are several surface markers (e.g. CD44, CD24, CD133) that were proven 

useful for identifying CSCs in different tumors, but discrepancies still exist (Al-Hajj et al., 

2003; Singh et al., 2003; Schepers et al., 2012). For example, CD133, a widely used CSC 

marker, has been questioned concerning its validity as a unique biomarker of tumor-

initiating cells, and studies have demonstrated that CD133-negative cells are equally 

tumorigenic (Shmelkov et al., 2008). Regarding osteosarcoma CSCs, a consensus is far 

from being achieved with several groups identifying unrelated biomarkers, which 

warrant a broader validation. 

The difficulties in identifying a consistent and representative phenotype for 

osteosarcoma CSCs can reflect the lack of specific markers for osteosarcoma in general 

and the absence of exclusively expressed antigens on mesenchymal stem cells (MSCs), 
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possible osteosarcoma cells-of-origin (Mohseny et al., 2009; Lv et al., 2014; Mutsaers 

and Walkley, 2014,). These facts provide a rationale for the use of functional 

methodologies, rather than molecular markers that may not be specific on their own. 

Tumor heterogeneity is recognized as an intrinsic feature of solid tumors 

(Pattabiraman and Weinberg, 2014). Such cellular heterogeneity provided one of the 

fundamental criteria for the original definition of a “cancer stem cell” – a cell capable of 

initiating the heterogeneous lineages found within the tumor mass (Clarke et al., 2006). 

Theoretical observations suggest that cellular heterogeneity is not confined to the 

tumor as a whole, but exists within the stem-cell compartment itself, which is in 

contrast with the classical view of CSCs as being a functionally homogeneous 

population (Valent et al., 2013). In line with this, some studies have investigated the role 

of distinct stem-cell populations in maintaining distinct phenotypic functions, namely 

tumor initiation, self-renewal and metastatic colonization, which can vary according to 

the tumor stage and histological subtype (Park et al., 2010). However, information 

pertaining osteosarcoma CSC’s heterogeneity remains scarce and deserves further 

investigation. 

Here, we characterized osteosarcoma CSCs using different functional approaches for 

their identification and isolation. We show that osteosarcoma CSCs (as identified using 

the sphere assay) are enriched for a stem-like cell population, which concomitantly 

expresses Sox2 and Klf4 pluripotency-related transcription factors, and importantly has 

activation of the self-renewal related Wnt/β-catenin signaling. Moreover, we provide 

evidence that CSC populations have enhanced tumorigenic potential and display 

molecular and functional heterogeneity. 

2.3 MATERIALS AND METHODS 

2.3.1 Ethics statement 

All samples were handled according to the ethical guidelines as described in the 

Code for Proper Secondary Use of Human Tissue in The Netherlands of the Dutch 

Federation of Medical Scientific Societies. The animal studies were conducted according 

to the European Communities Council Directives and approved by the Institutional 

Ethics Committee of the Faculty of Medicine of University of Coimbra for animal care 

and use (Approval ID:38-CE-2011). Appropriate guidelines concerning animal welfare 

and care were incorporated in all animal experiments (Workman et al., 2010). 
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2.3.2 Cell culture and spheres’ isolation 

Cell lines were obtained from the American Type Culture Collection (ATCC, Rockville, 

MD) (HOS, MG-63, MNNG-HOS, SJSA-1 and U2OS), provided by the Leiden University 

Medical Center [L2531 (Lenos et al., 2012), L3312 (Pahl et al., 2012)] or from the 

EuroBoNeT cell line panel (MHM, OHS). HOS, MG-63, MHM, MNNG-HOS and SJSA-1 

cells were derived from high-grade fibroblastic osteosarcoma, while L2531, L3312, OHS 

and U2OS were derived from high-grade osteoblastic osteosarcoma. All cell lines were 

cultured in RPMI-1640 medium (Invitrogen, Karlsruhe, Germany) supplemented with 

10% v/v heat-inactivated fetal bovine serum (FBS; Invitrogen), 1% v/v 

penicillin/streptomycin (P/S; Invitrogen) and 1% v/v GlutaMAX™ (Invitrogen), under 

standard adherent conditions at 37°C in a humidified incubator with 5% CO2/95% air. 

For all experiments, non-selected monolayer adherent cells, referred as parental cells, 

were harvested at 70-80% confluence. Mycoplasm contamination was screened twice a 

month as described (van Kuppeveld et al., 1992). Cell line authentication was performed 

by short tandem repeat (STR) profiling using Cell ID™ System (Promega, Madison, WI, 

USA) and results compared to ATCC profiles or EuroBoNeT collection (Ottaviano et al., 

2010) (Table 2.1). 

Table 2.1. DNA fingerprint analysis of polymorphic STR sequences performed on osteosarcoma 

cell lines used in this study. 

Cell 

line 
AMY VWA TH01 D21S11 D13S317 CSF1PO D7S820 TPOX D16S539 D5S818 

HOS XX 18-18 6-6 31.2-32.2 12-12 12-12 11-12 8-11 10-13 13-13 

MHM XX 18-18 6-9.3 30.2-31.2 12-12 11-12 11-12 9-11 10-13 12-13 

MG-63 XY 14-18 6-9.3 31-31 13-13 12-13 11-12 11-11 11-12 8-11 

MNNG XX 18-18 9-9 31.2-31.2 12-12 12-12 11-12 8-11 10-13 13-13 

SJSA-1 XY 19-19 6-6 29-30.2 12-12 11-11 10-10 8-9 9-10 11-11 

OHS XX 16-16 9-9 30-30 8-14 10-12 11-13 8-11 12-12 10-10 

U2OS XX 18-18 6-6 31.2-31.2 12-13 11-12 11-12 11-11 10-13 13-14 

Note: Results of STR profiling were compared to ATCC databases for each cell line or to 

previously published datasets with characterization of the osteosarcoma cell lines used 

[EuroBoNeT panel (Ottaviano et al., 2010)]. 

Spheres, which are supposedly enriched for CSCs, were isolated from parental cell 

lines using the sphere-forming assay and sphere-formation media (Martins-Neves et al., 

2012). Single-cell suspensions of osteosarcoma cell lines were plated at a density of 

2.5×104 cells/mL in sphere-formation media (SFM) using poly-HEMA-coated (Sigma-

Aldrich®, St. Louis, MO, USA) 6-well plates (Greiner Bio-One). Fresh aliquots of human 
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epidermal growth factor (Peprotech EC, London, UK, 10 ng/ml) and recombinant human 

fibroblast growth factor-basic (Peprotech, 10 ng/ml) were added at least twice a week. 

After 7-10 days, spheres were collected by diluting SFM containing methylcellulose with 

hanks-balanced salted-solution, centrifuged and dissociated using undiluted accutase 

(Sigma) for 10min at 37°C. Spheres were immediately used for further experiments or 

transferred to adherent conditions. Sphere-forming efficiency was determined by 

dividing the total number of spheres formed by the total number of cells plated. Cells 

were periodically observed and photographed using an inverted microscope (Zeiss 

Axiovert 40C, Carl Zeiss Light Microscopy, Göttingen, Germany). 

2.3.3 Single-cell clonogenic assay 

Enzymatically-dissociated parental cells and corresponding spheres were plated in 

96-well plates at a density of 1 cell/well and were maintained in regular culture 

conditions for 2 weeks. The number of colonies formed per plate was counted using an 

inverted microscope and expressed as a percentage. 

2.3.4 TCF/LEF luciferase reporter assay 

MNNG-HOS, MG-63 and SJSA-1 cells were transfected with pGL4.49 [luc2P/TCF-LEF 

RE/Hygro] Vector (Promega). Cells were plated in 6-well plates (30,000 cell/mL) and 

allowed to attach overnight. DNA complexes were prepared using the nonliposomal 

transfection reagent FuGENE® HD (Promega), at a ratio of 3µL reagent to 1.5µg DNA, in 

100µL of media. After 15min stabilization, reagent:DNA mixture was gently added to 

cells cultured in fresh media. Plasmid was in contact with cells for 72h, after which fresh 

media containing hygromycin (250 µg/mL, Invitrogen) was added in order to select for 

stably transfected cells. Luciferase activity was measured using the IVIS® Lumina XR 

(Caliper Life Sciences Inc., PerkinElmer, Massachusetts, USA) in 96-well black plates after 

incubation with D-luciferin (30mg/mL, Caliper). 

2.3.5 Tumorigenic potential 

Tumorigenic potential of parental cells and spheres from MHM, MNNG-HOS and 

SJSA-1 cell lines was assayed in immunocompromised athymic Swiss nude mice (6-8 

weeks, n=3 for each cell line) purchased from Charles River Laboratories. Mice were 

injected subcutaneously in opposite flanks with 1x105 parental cells and corresponding 

sphere-forming cells re-suspended in hanks-balanced salted-solution. Tumor growth 

was monitored twice a week for up to 50 days using a caliper for tumor measurements 
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and tumor volume was calculated using the formula (LxW2)x0.5. Animals were sacrificed 

by cervical dislocation when the tumors reached a maximum of 500mm3 and were 

harvested. 

2.3.6 Immunohistochemistry 

Formalin-fixed paraffin-embedded sections from monolayer cultures and spheres 

were subjected to antigen retrieval and stained overnight with antibodies (Ki-67, Sox2 

and β-catenin, further details see Table 2.2), as previously described (Baranski et al., 

2015). Sections were then incubated with Immunologic PowerVision+ Poly-HRP-

GAM/R/R IgG (Leica Biosystems, B.V, Rijswijk, Netherlands) for 30min and Dako liquid 

DAB+ Substrate Chromogen System (K3468) for 10min. Sections were counterstained 

with hematoxylin for 20sec at room temperature. Pictures were acquired with an 

automatic digital slide scanner (Panoramic MIDI, 3DHISTECH, Budapest, Hungary) and 

Panoramic Viewer used for graphics. 

Table 2.2. Antibodies used in immunohistochemistry and respective staining conditions. 

Antibody Antigen retrieval Dilution Company 

Ki-67 (clone MIB-1) Citrate 1:800 Dako, Glostrup, Germany 

Sox2 (clone D6D9) Tris-EDTA 1:1,600 Cell Signaling Technology, MA, USA (#3579) 

β-catenin Citrate 1:2,000 BD Transduction Laboratories™, cat. 610153 

2.3.7 Western blotting 

Total protein extracts from parental cells and spheres were prepared with a standard 

cell lysis buffer, separated, electrotransferred and probed with antibodies, as previously 

described (Gonçalves et al., 2015). 

Blocked membranes were incubated overnight with primary antibodies, at 4°C. 

Antibodies used were Sox2 and Klf4 (Cell Signaling Technology MA, USA) at a dilution 

of 1:1,000 and 1:500, and β-catenin (BD Transduction Laboratories™) at a dilution of 

1:500. Appropriate peroxidase–conjugated secondary antibodies were incubated at 

room temperature for 60min and proteins visualized by chemifluorescence (ECF™ 

Western Blotting Reagent Pack, GE Healthcare Life Sciences, Pittsburg, PA) using 

Typhoon™ FLA 9000 biomolecular imaging system (GE Healthcare). Quantification of 

protein bands was assessed by densitometry calculation using ImageJ software 

(National Institutes of Health, Bethesda, MD, USA) and normalized to β-actin (dilution 
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1:5,000; Sigma) used as protein loading control for total lysates, or normalized to lamin 

B1 (dilution 1:1,000; abcam®). 

2.3.8 Analysis of cellular viability and proliferation 

Spheres and parental cells were plated in 96-well plates (3×104 cells/mL) and 

maintained on their respective regular culture conditions. Cell proliferation was 

measured at different time-points for 0-72h using the WST-1 cell proliferation assay 

(Roche) and a light spectrometer operating in colorimetric mode (Victor3V, 1420 multi-

label microplate reader, Perkin Elmer, NK). 

2.3.9 Analysis of mRNA expression 

Total RNA was extracted from monolayer-growing cells or spheres, using TRIzol® 

(Invitrogen), according to the manufacturer’s protocol and concentration was measured 

at an optical density of 260nm using NanoDrop® ND-1000 spectrophotometer 

(NanoDrop Technologies). Only samples with 260/280 ratios higher than 1.7 were used 

for subsequent applications. 

First-strand complementary deoxyribonucleic acid (cDNA) was synthesized from 1µg 

of purified RNA using a mixture of AMV Reverse Transcriptase (AMV-RT) buffer (Roche 

Diagnostics, Mannhein, Germany), random primers (Invitrogen), dNTP Mix (Promega, 

Nederland), oligodT primers (Roche Diagnostics) and recombinant RNasin® (Promega). 

Twenty microliter per sample were incubated at 42°C for 60min (cDNA strand synthesis), 

and 65°C for 10min (AMV-RT inactivation), using the GeneAmp® PCR System 9700 

thermal cycler (Applied Biosystems). cDNA samples were diluted 25x and tested in 

duplicates in real time quantitative reverse transcriptase – polymerase chain reaction 

(qRT-PCR) experiments. RNA from human embryonic stem cells (ESC) was a kind gift 

from Dr. Christine Mummery (Department of Anatomy and Embryology of Leiden 

University Medical Centre). 

Primers for qRT-PCR reaction were designed to generate a PCR product of less than 

200 bp, using the Primer-Blast tool (NCBI), and are listed in Table 2.3. A BLAST search 

was performed to exclude alternative primer annealing sites; all primers were firstly 

tested in appropriate control tissues and sequenced (Sanger Sequencing) to ensure 

detection specificity (Leiden Genome Technology Center, Leiden, The Netherlands). 

Primer sequences already validated and published are AXIN2, DKK-1 (Cai et al., 2010) 

and ABCG2 (Gomes et al., 2006). Levels of gene expression were tested by qRT-PCR and 
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normalized to the housekeeping genes CAPNS1, SRPR and TBP, which are stably 

expressed in osteosarcoma (Gomes et al., 2006). Housekeeper genes were tested in a 

cDNA reference sample panel containing RNA from various normal and tumor human 

tissues. Quantitative RT-PCR was done in duplicates using iQ™ SYBR Green Supermix 

(Bio-Rad Laboratories, Inc.) and each sample contained 2.5 µL of 25x diluted cDNA. PCR 

thermal cycle conditions were as follows: an initial denaturation step at 95°C for 5min, 

followed by 39 cycles of 10s at 95°C, 10s at 60°C, and 10s at 72°C, and a final 

elongation cycle at 72°C for 10min; samples were run in CFX96™ Real-Time PCR 

Detection System (Bio-Rad Laboratories, Inc.) using a final volume of 12.5 µL per 

sample. Data analysis and normalization of gene expression were performed in Bio-Rad 

CFX Manager™ 3.0 software. 

Table 2.3. Sequences of primers used in this study. 

Gene Forward (5'-3') Reverse (5'-3') 

Pluripotency-related genes 

KLF4 CCACACTTGTGATTACGCGG TACGGTAGTGCCTGGTCAGT 

NANOG GATGCCTCACACGGAGACTG GCAGAAGTGGGTTGTTTGCC 

POU5F1 (OCT4) TCTGCATCCCTTGGATGTGC GTGTGGCCCCAAGGAATAGT 

SOX2 (Park et al., 2012) CATGCACCGCTACGACG CGGACTTGACCACCGAAC 

Housekeeping genes 

CAPNS1 ATGGTTTTGGCATTGACACATG GCTTGCCTGTGGTGTCGC 

SRPR  CATTGCTTTTGCACGTAACCAA ATTGTCTTGCATGCGGCC 

TBP  CACGAACCACGGCACTGATT TTTTCTTGCTGCCAGTCTGGAC 

Note: RNA from human embryonic stem cells was used as a positive control for pluripotency-

related genes. CAPNS1: calpain, small subunit 1; SRPR: signal recognition particle receptor; TBP: 

TATA Box-binding protein. 

2.3.10 Side-population analysis 

Side-population experiments were conducted as previously described (Wu et al., 

2007). 

Cells in logarithmic growth phase were harvested using trypsin/EDTA and 

resuspended in pre-warmed appropriate culture media (according to each cell type), at 

a concentration of 5×105 viable cells/mL. Single-cell suspensions were incubated with 

Hoechst-33342 dye (2.5µg/mL, Sigma) at 37°C for 90min in a water bath and in the 

dark, with occasional agitation to prevent cell aggregation. Negative control samples 

were treated with verapamil (50µM, VER, Sigma), a wide spectrum ATP-binding cassette 

(ABC) transporter inhibitor for 15min, before being incubated with Hoechst-33342. 
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Afterwards, cells were washed with ice-cold PBS, centrifuged at 4°C and resuspended in 

ice-cold PBS with propidium iodide (1µM), to identify and exclude dead cells. All 

samples were maintained at 4°C until flow-cytometry acquisition. Hoechst-33342 dye 

was excited at 355nm using a UV laser, and its dual wavelengths were detected using 

450/50nm band-pass and 450LP filters (Hoechst-33342 Blue), and 655LP filter (Hoechst-

33342 Red), for the discrimination of side-population cells. At least 10,000 events were 

acquired in the side-population region. Dead cells were excluded by gating propidium 

iodide-positive cells on forward vs. side scatter dotplots. Cell cycle profiles (Counts vs. 

Hoechst-33342 Red dotplot) were used to gate the G1 cell population at 150V voltage 

channel, in order to accurately identify side-population cells by matching test samples 

and negative controls (VER) in the same region of the dotplot. Data were acquired 

using BD™ LSR II flow cytometer and BD FACSDiva™ software (Becton Dickinson 

Biosciences), and analyzed using WinList™ 3D 7.1 software (Verity Software House, 

Topsham, ME). 

2.3.11 Aldefluor™ assay and cell sorting 

Osteosarcoma parental cells and spheres were tested for activity of aldehyde 

dehydrogenase using the Aldefluor™ assay (STEMCELL Technologies, Durham, NC, USA), 

according to the manufacturer’s instructions. 

Harvested cells were suspended in 0.5mL of Aldefluor™ assay buffer, containing pre-

activated fluorescent ALDH substrate (BODIPY™-aminoacetaldehyde, BAAA, 

1.5μM/1×106 cells), and incubated for 40min at 37°C, in the dark. A negative control 

sample for each cell type was concurrently labeled with the ALDH-specific inhibitor 

diethylaminobenzaldehyde (DEAB 7.5μM/5×105 cells). Green fluorescence derived from 

the Aldefluor™ converted substrate BAAA was collected on the blue 530/30 band pass 

filter and at least 10,000 events were acquired. Non-viable cells were excluded based on 

propidium iodide positivity, added at a final concentration of 1µM (Sigma). All data 

were acquired and analyzed using the same instrumentation and software as for the 

side-population assay. 

Aldefluor™-labelled cells were flow-sorted using a FACSAria I flow-sorter (BD 

Biosciences, Erembodegem, Belgium) with a nozzle of 40μm. ALDH-positive and ALDH-

negative cells were directly sorted into 15mL Falcon tubes containing RNAlater® 

solution (Ambion, Life Technologies, Bleiswijk, The Netherlands). After sorting, cells were 

centrifuged at 250g for 10min, before RNA was extracted using the ReliaPrep™ RNA 
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Cell Miniprep System (Promega Benelux BV, Leiden, The Netherlands), according to the 

manufacturer instructions. cDNA was prepared afterwards using the protocol described 

previously. 

2.3.12 Statistical analysis 

Statistical analyses were performed using SPSS Statistics version 20.0 (IBM 

Corporation, New York, USA). Significance was set at the level of P<0.05. Graphic 

illustrations were computed using GraphPad Prism version 5.04 (GraphPad Software, San 

Diego, CA). 

2.4 RESULTS 

2.4.1 Cell lines derived from fibroblastic osteosarcoma readily form 

spheres, whereas those derived from osteoblastic osteosarcoma do 

not 

The sphere-forming assay has been used in the CSC field as a method to enrich for 

cells with a stem-like behavior, particularly when specific CSC biomarkers for a tumor 

are not defined, such as osteosarcoma (Mather, 2012). Therefore, we investigated the 

presence of CSCs in a panel of osteosarcoma cell lines using the sphere-forming assay. 

Adherent parental cell lines (Figure 2.1A,B) were dissociated and plated at low-

density in non-adherent serum-free conditions. Spheres formed after about 7-10 days 

of culture, depending on cell line specific growth rate. A clear distinction could be 

observed in the capacity of different cell lines to form spheres. Most cell lines derived 

from conventional high-grade osteosarcoma of fibroblastic histological subtype (from 

now onwards referred to as fibroblastic-like cell lines) formed tightly compact 

suspended-growing spherical colonies (Figure 2.1A), with a sphere-forming efficiency of 

7.3±0.1% - HOS, 13.5±2.5% - MG-63, 8.9±0.7% - MHM, 11.1±0.1% - MNNG-HOS and 

9.2±0.5% - SJSA-1. Although there were differences in morphology and size (cells with 

the highest sphere-forming efficiency formed larger spheres), all fibroblastic-like cells 

demonstrated the capacity to survive and proliferate in suspension for a long culture 

period. Unexpectedly, osteoblastic-like cell lines were not able to form spheres, growing 

instead in sparsely grouped cellular aggregates (Figure 2.1B) without the uniform and 

circular appearance of spheres. The cells contained in these clumps could not survive 

when transferred to serum-supplemented media in adherent conditions (not shown), 
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which shows they could not withstand the harsh conditions of the sphere-forming 

assay. 

 

 
 

Figure 2.1. Fibroblastic osteosarcoma cell lines contain slow-proliferating sphere-forming 

cells. A. Morphological appearance of several cell lines derived from fibroblastic high-grade 

osteosarcoma, growing in adherent conditions (parental) and spheres growing in suspension. 

Magnification: 100×. B. Cells from osteoblastic high-grade osteosarcoma mainly form cellular 

clumps in the sphere assay. C. Parental cells are strongly positive for Ki-67 proliferation marker, 

whereas spheres show a more quiescent profile by having more Ki-67 negative cells. 

Magnification: 200× (except HOS spheres: 400×). D. Cell proliferation measured at different time-

points. Points represent mean ± SEM of three independent experiments. *P<0.05, compared to 

spheres, independent samples t-test. 

2.4.2 The majority of cells within spheres are is in a slow-proliferative 

state, but possesses enhanced single-cell clonogenic efficiency 

compared to parental cells 

A slow-proliferative rate is a key feature of normal adult stem cells that has also 

been attributed to CSCs and may be partly responsible for resistance to conventional 

therapies (Moore and Lyle, 2011). We therefore reasoned that spheres contained cells in 

such a slow-proliferative state. Ki-67 staining revealed a different proliferation rate 

between adherent cells and spheres. Parental cells had a positive nuclear staining 

reaction, with the majority of cells being moderately to strongly stained (Figure 2.1C). 

In contrast, we consistently observed substantial heterogeneity among the Ki-67 
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staining profile of spheres (Figure 2.1C), with a major proportion of cells having an 

absent or weak nuclear staining reaction, and therefore being in a quiescent state. 

Scarce positively stained cells were randomly distributed throughout the sections. 

Noteworthy, larger spheres had a higher percentage of proliferating, Ki-67-positive cells 

(e.g. MNNG-HOS). 

Measuring cell viability over time can be used as an indirect analysis of cell division 

and proliferation, with higher viability-related signals corresponding largely to higher 

cell density in in vitro cultures (Francoeur AM and Assalian A, 1996). For all the time-

points analyzed, along the 72-hour period, spheres proliferated at consistently 

diminished rates in comparison to parental cells (Figure 2.1D), as assessed by WST-1 

assay. 

We also found that sphere-dissociated cells had enhanced clonogenic potential 

comparatively to parental cells, as demonstrated by the highest number of colonies 

formed at the single-cell level. Spheres formed on average 2-fold more colonies than 

parental cells (HOS 2.7-, MG-63 2.3-, MHM 2.7-, MNNG-HOS 1.7- and SJSA-1 2.9-fold), 

emphasizing a self-renewal advantage and increased malignant phenotype of 

osteosarcoma spheres (Table 2.4). 

 

Table 2.4. Clonogenic efficiency of osteosarcoma parental cells and spheres. 

Cell line Parental Spheres 

HOS 16/96 (16.67%) 44/96 (45.83%) 

MG-63 14/96 (14.58%) 32/96 (33.33%) 

MHM 18/96 (18.75%) 48/96 (50%) 

MNNG-HOS 28/96 (29.16%) 48/96 (50%) 

SJSA-1 20/96 (20.83%) 58/96 (60.41%) 

Note: Enzymatically-dissociated cells were plated at the single-cell levels in 96-well plates and 

grown at 37ºC for 2 weeks. 
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2.4.3 Spheres and osteosarcoma tissues overexpress the ESC-related 

genes SOX2 and KLF4 

We explored whether cells capable of sphere-formation would express an ESC-

specific gene signature, by analyzing four ESC-specific transcripts (SOX2, KLF4, NANOG 

and OCT4). Spheres showed molecular traits similar to undifferentiated stem cells, as 

analyzed by mRNA expression profiles. The most striking difference between spheres 

and parental cells was the significantly increased expression of SOX2 and KLF4 in 

spheres with fold-differences ranging from 2.75 to 18.50, and 2.01 to 10.32, respectively, 

depending on the cell line (Figure 2.2A). The other transcription factors NANOG and 

OCT4 were more variable, being up-regulated in just one cell line (HOS: NANOG; MHM: 

OCT4), similarly expressed or even down-regulated in some spheres relatively to their 

corresponding parental cells. 

We next assessed the expression of SOX2 and KLF4 at the protein level in a subset 

of cell lines, since these two transcription factors were more consistently overexpressed 

at the genomic level among our set of spheres. Immunohistochemistry staining of 

spheres showed a heterogeneous pattern of positivity for SOX2 with a significant 

proportion of cells having intense nuclear staining. Parental cells only showed few 

positive cells (black arrows) (Figure 2.2B). We could not analyze KLF4 expression by 

immunohistochemistry because the antibody showed aspecific staining in sections. 

Western blot analysis showed a specific band of 35 and 65kDa respectively, for SOX2 

and KLF4, and increased expression of these proteins was found in the spheres at least 

at 2-fold higher levels than in parental cells (except for HOS cell line), further reinforcing 

the presence of stem-like cells among osteosarcoma spheres (Figure 2.2C). 

We tested whether osteosarcoma tissues had an ESC signature by measuring the 

mRNA expression level of master regulators of pluripotency in a panel of primary 

osteosarcoma tissues from clinical samples. Comparison of mRNA expression to 

parental cells and spheres showed that osteosarcoma primary tumors also express 

pluripotency components although at variable levels (Figure 2.2D, Table 2.5, Table 2.6), 

suggesting the presence of stemness-related genes in these tumors.  
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Figure 2.2. Spheres express genes involved in embryonic stem cell pluripotency. A. RT-PCR 

analysis of pluripotency-related gene transcripts, showing consistently higher expression of SOX2 

and KLF4 in spheres. Values were calculated based on normalized Ct values; bars represent fold 

change expression ± SEM. B. Representative pictures of immunohistochemical staining showing 

more SOX2-positive protein expression in spheres than in parental osteosarcoma cell lines. C. 

Analysis of SOX2 and KLF4 protein expression by western blotting shows higher expression levels 

in spheres than in parental cells, for all the cell lines tested, except HOS. Bar graphs represent 

fold-difference of protein expression ± SEM, after normalization of band intensity to that of β-

actin. *P<0.05, **P<0.01 significantly higher compared with parental cells; #P<0.05 significantly 

lower compared with parental cells (independent samples t-test). D. Osteosarcoma primary tissues 

display an mRNA expression signature associated with embryonic stem cells. Expression of 
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pluripotency-related genes was tested in six osteosarcoma primary tissues, and compared to that 

of fibroblastic-like cells. a.u., arbitrary units. 

Table 2.5. Absolute mRNA expression levels of SOX2 and KLF4 transcripts in osteosarcoma 

primary tissues. 

Osteosarcoma tissues SOX2 KLF4 

L2531 0.88880 0.44991 

L2635 0.00205 0.33279 

L2792 0.44195 0.32266 

L2826 0.16748 0.29500 

L2883 0.85550 0.95437 

L2962 0.31882 0.30344 

Note: Data shown was used to compute the scatter dot plots presented in Figure 2.2D. 

Table 2.6. Absolute mRNA expression levels of SOX2 and KLF4 transcripts in osteosarcoma 

parental cells and corresponding spheres. 

 SOX2 KLF4 

Cell line Parental Spheres Parental Spheres 

HOS 0.00241 0.00476 0.02000 0.06200 

MG-63 0.00200 0.02900 0.19000 0.45400 

MHM 0.01000 0.10500 0.01600 0.14400 

MNNG-HOS 0.04300 0.11800 0.19800 1.19700 

SJSA-1 0.66300 2.36900 0.06700 0.69500 

Note: Data shown was used to compute the scatter dot plots presented in Figure 2.2D. 

 

Since osteoblastic-like cell lines did not form spheres, we explored the expression of 

pluripotency markers in a large cohort of samples using the R2 bioinformatic tool ('R2: 

Genomics Analysis and Visualization Platform (http://r2.amc.nl)'), which contains 

genome-wide gene expression data of high-grade osteosarcoma samples and cell lines 

(dataset Mixed Osteosarcoma - Kuijjer - 127 - vst - ilmnhwg6v2), to further evaluate if 

there is any relationship between the expression pattern of these markers and the 

histological subtype of osteosarcoma. We observed that the mRNA expression of all the 

embryonic stem cell markers does not particularly correlate with a specific 

osteosarcoma cell line subtype, with expression being diverse across the different cell 

lines (Figure 2.3). 

http://r2.amc.nl/
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Figure 2.3. Expression of SOX2, KLF4, NANOG and OCT4 (POU5F1) in the EuroBoNeT 

osteosarcoma cell line panel (Mohseny et al. 2011). Cell lines known to be derived from high-

grade fibroblastic osteosarcoma are indicated in bold. Cell lines used in this study are also 

underlined. Data was extracted and analyzed using the R2 bioinformatic tool available at 

http://r2.amc.nl, using the dataset Mixed Osteosarcoma - Kuijjer - 127 - vst - ilmnhwg6v2. Known 

osteoblastic-like cell lines: KPD, MOS, OHS, OS9, OS14, OS15, OS18, U2OS and ZK-58; known 

fibroblastic-like cell lines: 143B, HOS, MG-63, MHM, MNNG-HOS, OSA and OS10. 

 

Similar results were observed when comparing the high-grade fibroblastic and 

osteoblastic osteosarcoma tissue samples (Figure 2.4). Expression of the transcripts did 

not particularly vary across the different categories of sample classification, namely 

localization, sex, response to chemotherapy (based on Huvos grading system), site or 

metastatic dissemination (Figure 2.5). 

 

http://r2.amc.nl/


 

Wnt/β-catenin and SOX2 in sarcoma stem cells | 

115 

 

 

 

 

 

 
 

Figure 2.4. Expression of SOX2, KLF4, NANOG and OCT4 (POU5F1) in high-grade fibroblastic 

and osteoblastic osteosarcoma tissue samples. Data was extracted and analyzed using the R2 

bioinformatic tool available at http://r2.amc.nl, using the dataset Mixed Osteosarcoma - Kuijjer - 

127 - vst - ilmnhwg6v2. 

 

 

 

 

http://r2.amc.nl/
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Figure 2.5. Expression of pluripotency markers in annotated high-grade osteosarcoma 

samples (dataset Mixed Osteosarcoma - Kuijjer - 127 - vst - ilmnhwg6v2). Expression of SOX2, 

KLF4, NANOG and OCT4 (POU5F1) does not significantly vary across the different categories of 

sample classification, namely localization (A), sex (B), Huvos grade (C), site (D) or metastatic 

dissemination (E, F). 

An important concern about the use of specific SFM medium pertains to the 

“induction” of stemness features in differentiated cells, rather than the “selection” of 

cells already displaying those properties. We demonstrate that CSCs’ isolation using this 

media formulation allows the selection of undifferentiated cells, since the mRNA 

expression of the pluripotency markers we studied was not induced by merely culturing 

parental cells in SFM in adherent conditions, as shown for HOS, MNNG-HOS and SJSA-

1 cells (Figure 2.6). 
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Figure 2.6. The combination of serum-free and suspended-growing conditions is required for 

the maintenance of a stem-like state. Three parental cell lines cultured in sphere-formation 

serum-free medium in adherent conditions for two passages (Parental in CSC-media P2) resemble 

the genotype of parental cells cultured in RPMI medium supplemented with serum, by showing 

mRNA expression comparable to these cells, and not to matched spheres. Data represents mean 

± SEM of two independent experiments. 

2.4.4 Wnt/β-catenin signaling is activated in osteosarcoma CSCs 

Previous data indicated that inactivation of the developmental-related pathway 

Wnt/β-catenin is a key contributor for osteosarcomagenesis (Cleton-Jansen et al., 2009; 

Cai et al., 2010). Since this signaling pathway is also involved in stem cell maintenance 

and self-renewal (Reya et al., 2003; Zhao et al., 2007), we explored this pathway in 

osteosarcoma CSCs. Nuclear β-catenin accumulation is one of the hallmarks of activated 

Wnt/β-catenin signaling, and its expression was examined in parental cells and spheres 

by immunohistochemistry. Nuclear β-catenin was found in a significant fraction of cells 

in MG-63 and MNNG-HOS spheres (Figure 2.7A), while parental cells displayed only 

membranous expression of β-catenin. SJSA-1 (Figure 2.7A), HOS and MHM (not shown) 

spheres only showed minimal expression of nuclear β-catenin. These results were further 

confirmed by western blotting in nuclear lysates from MG-63, MNNG-HOS and SJSA-1 
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parental cells and spheres (Figure 2.7B). We found that MG-63, MNNG-HOS and SJSA-

1 spheres had higher nuclear β-catenin levels than corresponding parental cells. 

Moreover, β-catenin-TCF/LEF-mediated transcriptional activity was increased in sphere-

derived cells of two cell lines with higher nuclear β-catenin accumulation (MG-63 and 

MNNG-HOS) and lower in the SJSA-1 spheres relatively to corresponding parental cells 

(Figure 2.7C). 

To further explore the Wnt/β-catenin activation in CSCs, we tested the mRNA 

expression of the specific Wnt/β-catenin target gene AXIN2 (Jho et al., 2002). MG-63, 

MNNG-HOS and SJSA-1 spheres showed higher expression of AXIN2 than parental cells 

(Figure 2.7D), which is in line with active Wnt/β-catenin signaling in spheres, as tested 

by β-catenin nuclear expression. We also tested the expression of the secreted Wnt/β-

catenin signaling antagonist DKK-1 and found that parental cells had increased 

expression of this transcript (Figure 2.7D), in line with previous results showing its 

relatively high expression in a diverse panel of osteosarcoma cell lines (Cai et al., 2010). 

Conversely, spheres had lower DKK-1 expression, which can be a possible mechanism 

for the increased Wnt activity in this cell population. 

 

 
 

Figure 2.7. Wnt/β-catenin is active in spheres. A. Representative pictures show that parental 

cells have membranous and cytoplasmic, but not nuclear, β-catenin staining, while MG-63 and 

MNNG-HOS-derived spheres comprise a high fraction of cells displaying strong to moderate 

nuclear β-catenin. SJSA-1 spheres show minimal expression of nuclear β-catenin. Bar represents 

50μm. B. Analysis of β-catenin expression in nuclear lysates from MG-63, MNNG-HOS and SJSA-1 

parental cells and spheres. Nuclear β-catenin expression is higher in MG-63, MNNG-HOS and 

SJSA-1 spheres than in parental cells. Numbers below protein bands represent fold-expression 



 

Wnt/β-catenin and SOX2 in sarcoma stem cells | 

119 

spheres/parental, after normalization of band intensity to that of lamin B1, used as nuclear 

loading control. C. Luciferase reporter assays using pGL4.49[luc2P/TCF-LEF RE/Hygro] reporter 

plasmid, in osteosarcoma parental cells and spheres. Bar graphs represent fold change 

bioluminescence (luciferase) activity ± SEM normalized to total protein content (in µg). D. 

Expression of AXIN2 and DKK-1, genes involved in Wnt/β-catenin signaling. Bars represent fold 

change expression ± SEM in spheres versus parental cells. **P<0.01 and #P<0.05 significantly 

higher and lower, respectively, compared with parental cells (independent samples t-test). 

 

 

 

2.4.5 Osteosarcoma spheres have enhanced tumorigenic potential 

 

We next evaluated the ability of spheres and matched parental cells of three random 

cell lines to form tumors in immunocompromised mice, by subcutaneous injection of 

equal cell numbers (1x105) in opposite flanks (Figure 2.8). MHM spheres formed a 

tumor with a volume of 350 mm3, after 50 days of cell inoculation, whereas parental 

cells could not form visible xenografts during this time-period. For MNNG-HOS and 

SJSA-1 cells, both spheres and parental cells formed tumors, although sphere-derived 

tumors appeared at an earlier time-point and reached higher tumor volumes. Tumors 

derived from MNNG-HOS cells were removed after 21 days of cell injection and 

reached volumes of 29 mm3 (parental) and 190 mm3 (spheres). SJSA-1-derived tumors 

were collected after 25 days of cell inoculation and reached volumes of 90 mm3 

(parental) and 210 mm3 (spheres). 
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Figure 2.8. Osteosarcoma spheres have enhanced tumorigenic potential in 

immunocompromised mice. Representative images of Swiss nude mice inoculated with parental 

(left flank) and sphere-derived cells (right flank) from MHM, MNNG-HOS and SJSA-1 cell lines 

(upper panel). Images of tumors excised after 50 days (MHM), 21 days (MNNG-HOS) and 25 days 

(SJSA-1) post injection (lower panel). 

2.4.6 Osteosarcoma cell lines contain side-population cells 

An alternative method to identify cells with stem-like properties is based on the 

capacity of cells to actively extrude Hoechst-33342, the so-called side-population 

(Golebiewska et al., 2011; Wu et al., 2007). We found a distinct side-population located 

near the lower left quadrant of the FACS profile (Figure 2.9A) in all the cell lines 

examined. Osteoblastic-like cells showed side-population fractions varying from 0.8% to 

1.68% (Figure 2.9B). The fibroblastic-like cells also contain a fraction of side-population 

that varied from 0.36% to 1.35%. The side-population phenotype is primarily defined by 

the capacity of cells to excrete cytotoxic compounds, via the drug efflux transporter 

ABCG2. Expression of this transcript was found at variable levels in all parental cells 

(Figure 2.9C), and largely correlated with the percentage of side-population subset 

found on osteosarcoma cells, as indicated by a positive and statistically significant 

(p=0.02) coefficient of correlation (Spearman Rs=0.77) (Figure 2.9D). We also 

investigated if sphere-forming cells were enriched for the side-population phenotype. 

Unexpectedly, side-population fractions on sphere cultures were lower than fractions of 



 

Wnt/β-catenin and SOX2 in sarcoma stem cells | 

121 

corresponding parental cells (MG-63 and MNNG-HOS, Figure 2.9E, left panel), except 

SJSA-1 spheres, which showed an enrichment of the side-population, albeit not 

significant. Despite that spheres were not enriched in side-population they exhibited a 

higher ABCG2 expression as compared to parental cells (Figure 2.9E, right panel). 

 

 
 

Figure 2.9. Osteosarcoma cell lines contain side-population cells. A. Representative dotplots of 

side-population detection, using flow cytometry. Side-population is shown as percentage of the 

total cell population. Verapamil is an inhibitor of ABC transporters, and used as a negative 

control. B. Variable percentages of side-population cells were found among osteosarcoma cell 

lines. C. RT-PCR analysis of ABCG2 in parental cell lines. Values were calculated based on 

normalized Ct values. Data represents mean ± SEM from three independent experiments. D. 

Correlation of side-population percentages with ABCG2 mRNA expression. Spearman test was 

used to estimate correlation between the two variables. E. Comparison of side-population 

fractions and ABCG2 expression in the three cell lines that formed spheres with high efficiency 

(MG-63, MNNG-HOS and SJSA-1). *P<0.05, compared to corresponding spheres (left panel) or 
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parental cells (right panel) (independent-samples Mann-Whitney test). Ho42, Hoechst-33342; VER, 

verapamil; SP, side-population. 

 

2.4.7 Osteosarcoma cells contain ALDH-positive cells, which also show an 

embryonic stem cell-related gene signature 

Cells with stem-like properties possess enhanced mechanisms of self-defense, owing 

to the over-activation of detoxifying enzymes, such as aldehyde dehydrogenases (ALDH) 

(Ma and Allan, 2011). These enzymes also play a role in early differentiation and 

proliferation of stem cells through retinoic acid metabolism, being considered a CSC 

marker. We used the Aldefluor™ assay to identify CSCs in our panel of osteosarcoma 

cells, particularly in osteoblastic-like cell lines that did not form spheres. ALDH-positive 

cells were found within osteoblastic-like cell lines (Figure 2.10A,B) at variable ranges 

(0.30±0.12% in L2531 to 1.83±0.20% in L3312). Moreover, we identified ALDH-positive 

cells in fibroblastic-like cell lines that efficiently form spheres, although the levels of 

activity were different, with the HOS cell line showing approximately 4-fold higher 

activity than the average activity of MHM, MG-63, MNNG-HOS and SJSA-1. A further 

enrichment of this population was found within spheres from HOS, MNNG-HOS and 

SJSA-1 cells (Figure 2.10B). 

To further evaluate whether gene expression pattern of ALDH-positive cells 

overlapped with that of spheres, we performed mRNA characterization in the ALDH-

positive cell populations. We selected HOS parental cells, and MNNG-HOS and SJSA-1 

spheres based on their more abundant Aldefluor™ activity. The other samples were not 

tested due to the reduced percentage of ALDH-positive cells (Figure 2.10B). SOX2 was 

significantly overexpressed on ALDH-positive cells, while KLF4 was significantly down-

regulated compared to ALDH-negative cells (Figure 2.10C). Expression of NANOG and 

OCT4 was more variable, although ALDH-positive cells sorted from spheres showed a 

trend to have higher expression of these transcription factors. 
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Figure 2.10. Flow-cytometric analysis of osteosarcoma cell lines based on ALDH activity. A. 

Representative dotplots showing detection of ALDH-positive events. B. Cell lines contain a 

variable fraction of ALDH-positive cells. Mean ± SEM of three independent experiments is shown. 

*P<0.05, significantly increased ALDH activity on spheres, compared to parental cells (Mann-

Whitney test). C. Expression of pluripotency-related genes in ALDH-positive (ALDH+) as fold-

difference versus ALDH-negative cells (ALDH-) sorted from HOS parental cells and from MNNG-

HOS and SJSA-1 spheres. RT-PCR analysis was conducted on total RNA from indicated cells after 

fluorescence-activated cell sorting. Values are mean fold-difference ± SEM, after Ct values 

normalization. *P<0.05 and #P<0.05 represent, respectively, significantly higher and lower 

expression in ALDH-positive, compared to ALDH-negative cells (Mann-Whitney test). N.d., not 

detected. 

2.5 DISCUSSION 

The isolation of CSCs from human solid tumors appears to be a controversial topic 

in the CSC biology, due to technical concerns and absence of specific biomarkers 

(Pastrana et al., 2011; Golebiewska et al., 2011). We used a panel of cell lines (Mohseny 

et al., 2011; Kuijjer et al., 2011) derived from two histological subtypes of high-grade 

osteosarcoma to identify CSC populations and conducted three distinct functional 

approaches for their isolation and enrichment, aiming to further characterize a stemness 

signature on this bone sarcoma. Despite many efforts towards the identification of 

specific surface antigens for putative osteosarcoma CSCs, no universal reliable marker 

combination has been reported so far. This can be attributed to the clonal variation 

within tumors, inexistence of accepted CSC markers due to mutations or epigenetic 
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silencing and the lack of knowledge regarding the role of such markers on maintaining 

CSCs on a stem-like state (Pattabiraman and Weinberg, 2014). Moreover, also MSCs lack 

specific markers. 

We found that cell lines derived from distinct histological subtypes of high-grade 

osteosarcoma have differential capacity to survive within the sphere-forming assay. Only 

the fibroblastic cell lines generated floating spherical colonies, in opposite to 

osteoblastic-like cells that formed cellular aggregates upon few days on sphere media. 

A possible explanation for this observation is the higher degree of differentiation of 

osteoblastic tumors in comparison to fibroblastic tumors (Hauben et al., 2002). 

Alternatively, this may be attributed to a more differentiated status of the precursor 

cells of osteoblastic tumors in comparison to the fibroblastic-derived progenitor cells 

(Mutsaers and Walkley, 2014). In this scenario, it appears that more primitive cells 

(fibroblastic-like) are more prone to survive the harsh conditions required for CSC-

enrichment using this method. 

Cell dormancy is an intrinsic feature of some somatic and cancer stem cells. It is 

generally accepted that cell quiescence protects against cytotoxic insults, and studies 

indicate that abrogation of quiescence can increase CSCs’ sensitivity to chemotherapy 

(Saito et al., 2010). We provide evidence that spheres are enriched for a slow-dividing 

subset of cells as indicated by the small fraction of Ki-67 positive cells and lower 

metabolic activity revealed by the WST-1 cell proliferation assay. These findings are in 

line with our previous report showing reduced uptake of the glucose analogue FDG by 

spheres (Martins-Neves et al., 2012) as a consequence of the lower energy 

requirements. Also Palorini et al. observed a lower metabolic and mitochondrial activity 

in a 3AB-OS osteosarcoma stem-like cell population (Palorini et al., 2014). These 

observations are in accordance with the recent findings that CSCs, like their normal 

counterparts, rely on glycolysis for energy supply. It is likely the low energetic metabolic 

requirements are implicated in pluripotency and stemness favoring self-renewal 

maintenance over differentiation capabilities (Moussaieff et al., 2015). Others also 

showed that breast tumor-initiating cells are quiescent, exhibiting Ki-67-negativity and a 

G0/G1 cell-cycle state (Feng et al., 2014). These results collectively correlate with the 

traditional CSC model, which postulates that CSCs are slow-cycling cells (Moore and 

Lyle, 2011). 

To identify stemness-related markers on spheres we tested the expression of diverse 

pluripotency-related factors. Constitutive expression of SOX2 maintains cellular self-
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renewal, and coordinated with OCT4 and NANOG supports ESC-pluripotency (Boyer et 

al., 2005). Furthermore, ectopic KLF4 expression reprogrammes pluripotency in somatic 

cells (Wei et al., 2009). The characterization of sphere-forming cells showed a regular 

and marked expression of two self-renewal transcription factors (SOX2 and KLF4) in 

relation to their matched counterparts, at both gene and protein levels. We found that 

increased sphere-forming efficiency did not directly correlate with enhanced expression 

of self-renewal transcription factors. Indeed, HOS and MHM cells formed spheres less 

efficiently than e.g. MG-63 cells, but expressed more ESC-related genes than the latter. 

In addition to SOX2 and KLF4, HOS and MHM overexpressed NANOG or OCT4. 

Interestingly, others also detected increased expression of pluripotency markers in 

smaller and younger spheres (Gibbs CP et al., 2005). Only the HOS cell line showed a 

discrepancy between transcript and protein levels, a fact that can be caused by post-

transcriptional and post-translational modifications. It can also be that other stemness-

related proteins play a role on the maintenance of HOS spheres, such as STAT3, or even 

those belonging to ESC-related lineages, as previously proposed (Gibbs CP et al., 2005). 

Previous studies including our own observed an up-regulation of Oct4 and Nanog at 

both gene and protein levels in osteosarcoma CSCs and tissues (Gibbs CP et al., 2005; 

Saini et al., 2012); however, in the samples tested in this report we barely detected 

augmented expression of OCT4 and NANOG mRNA in the spheres, in line with reports 

from other groups (Basu-Roy et al., 2015; Wang et al., 2009). This suggests that a 

variable repertoire of several ESC-like genes characterizes osteosarcoma stem-like cells. 

OCT4 and NANOG were similarly expressed in our panel of parental cells and 

spheres suggesting that these factors are multifunctional and may also have an 

oncogenic role other than regulating self-renewal and differentiation. For instance, 

Chang et al. detected high expression levels of OCT4 in bladder cancer specimens and 

found a correlation with tumor progression and metastasis through the activation of 

metalloproteinases, well-known regulators of cell motility (Chang et al., 2008). 

Noteworthy, we also found expression of pluripotency-related genes in primary 

osteosarcomas, although this expression does not particularly correlate with a specific 

histological subtype or other clinicopathological features such as location, sex, site or 

Huvos grading; nevertheless, the expression of these biomarkers suggests that they 

provide stemness signatures in these tissues, and also reinforce the notion that stem-

like tumor cells may exist among osteoblastic-like samples and cell lines, despite that 

they cannot be enriched using the in vitro sphere assay. 
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Our data suggests the Wnt/β-catenin signaling is constitutively activated in 

osteosarcoma CSCs, but not in parental cells as we previously described. Nuclear 

expression of β-catenin, increased TCF/LEF transcriptional activity and increased AXIN2 

expression demonstrate the specific activation of Wnt/β-catenin signaling on MG-63 

and MNNG-HOS spheres. Despite controversial results being reported (McQueen et al. 

2011), our previous studies, conducted on osteosarcoma tissue sections and bulk cell 

lines, demonstrated that the Wnt/β-catenin signaling is generally inactivated in 

osteosarcoma (Cai et al., 2010). However, here we report that the Wnt/β-catenin 

pathway is specifically activated in the subset of osteosarcoma CSCs and not in their 

parental cells, suggesting that it can play an important role on the self-renewal of stem-

like cell populations, as previously reported (Mao et al., 2014; Malanchi et al., 2008). The 

discrepancy between nuclear β-catenin, TCF/LEF activity and AXIN2 expression observed 

in SJSA-1 spheres maybe be explained by the fact that this cell line showed the highest 

constitutive expression of SOX2 (Figure 2.2B). In fact, SOX2 has previously been 

indicated as an antagonist of the Wnt/β-catenin pathway in osteosarcomas, with a 

possible mechanism being the direct binding of SOX2 to β-catenin (Basu-Roy et al., 

2012). This can account for the absence of nuclear β-catenin and subsequent activation 

of TCF/LEF transcriptional factors in SJSA-1 CSCs enriched with the sphere assay. 

Nevertheless, a residual activation of Wnt/β-catenin pathway might still exist that can 

contribute to high AXIN2 transcript expression in these cells, or result from the activity 

of other pathways that can regulate AXIN2 expression, such as the pro-tumorigenic 

pRb/E2F pathway (Hughes and Brady, 2005). The discrepancy between AXIN2 and DKK-

1 expression (both negative regulators of the Wnt/β-catenin pathway) may be due to 

the fact that other distinct signaling pathways might also contribute to the regulation of 

their mRNA expression. In fact, AXIN2 expression is also regulated by the pRb/E2F 

pathway, as previously mentioned, and DKK-1 transcription is regulated by the JNK 

signaling cascade (Colla et al., 2007) and by BMI1 (Cho et al., 2013). 

Enhanced tumorigenicity in vivo is described as a hallmark of CSCs. We 

demonstrated the tumorigenic ability of osteosarcoma spheres in immunocompromised 

mice. All animals injected with sphere-derived single cell suspensions developed large 

tumors with volumes 6-fold (MNNG-HOS) and 2-fold (SJSA-1) higher than the tumors 

induced by parental cells. Importantly, while MHM spheres also formed a large 

xenograft, parental MHM cells were not at all tumorigenic even after 50 days of cell 

injection, in accordance with previously published data (Mohseny et al., 2011). These 

results suggest that spheres are enriched in a stem-like cell population having improved 
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capacity to generate tumors, while parental cells either fail to form tumors or require 

longer periods of time to form such tumors, probably representing the presence of a 

smaller subset of stem-like cells that are sufficient to induce tumor development. Our 

results agree with previous reports demonstrating the enhanced capacity of CSCs from 

mesenchymal neoplasms to form in vivo xenografts (Wu et al., 2007). We did not test 

the tumorigenic potential of osteoblastic cells in vivo, since our aim was to evaluate this 

feature in enriched CSCs populations. However, previous reports described two of the 

osteoblastic cell lines we used in this study (OHS, U2OS) as tumorigenic (Mohseny et al., 

2011) when inoculated in immunocompromised mice at high cell density (2x106 cells), 

which reflects the existence of cells with tumor-initiating ability. 

A small side-population fraction was detected in osteosarcoma cell lines derived 

from both fibroblastic-like and osteoblastic-like subtypes. We show that this can 

probably be attributed to enhanced activity of the ABCG2 transporter in line with 

previous data (Martins-Neves et al., 2012; Adhikari et al., 2010). Interestingly, MG-63, 

MNNG-HOS and SJSA-1 cell lines, which had the highest sphere-forming capacity also 

had the highest side-population fraction, comparing to HOS and MHM fibroblastic-like 

cells. We evaluated if there was an enrichment of the side-population subset within the 

sphere cell population. Surprisingly, an even lower percentage of side-population cells 

was found in spheres compared to parental cells, despite that they showed higher 

ABCG2 expression. This suggests that the side-population assay does not select for the 

same population obtained using the sphere assay. Moreover, other ABC transporters 

like ABCB1 can also contribute to Hoechst dye exclusion (Golebiewska et al., 2011). One 

limitation of this work was our inability to flow-sort sufficient side-population cells to 

further characterize these cells at least at the genomic level to confirm their stem-like 

nature. 

Aldefluor™ activity has been used as a tumor stem cell marker (Wang et al., 2011; 

van den Hoogen et al., 2010). ALDH-positive cells represented a small subset, agreeing 

with the notion that CSCs constitute a minority of the tumor cells. Similar ranges of 

ALDH-positive populations were found on the cell lines, independently of their 

histological origin, with the exception of the HOS cell line (average of 25% ALDH-

positive cells). We also provide evidence that Aldefluor™ activity is functionally involved 

in osteosarcoma stemness, as observed with the enrichment of ALDH-positive 

population in the spheres. ALDH-positive cells had higher SOX2 expression than ALDH-

negative cells, but lower KLF4 expression. Differences between ALDH-positive and 
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ALDH-negative cells concerning NANOG and OCT4 expression were more variable 

among the cell lines, as observed for spheres. Based on this, we suggest that distinct 

stem-like populations may rely on different stemness-related biomarkers. SOX2 appears 

as the most prominent ESC-related gene playing an important biological role in 

osteosarcoma CSC populations isolated using the sphere and Aldefluor™ assays, as 

supported by previous reports (Basu-Roy et al., 2012; Basu-Roy et al., 2015). 

Altogether, our data suggest that different CSC populations might co-exist within 

osteosarcoma cells, which seems dependent on the histological subtype. Importantly, 

osteosarcoma CSCs isolated with the sphere assay have constitutively activated Wnt/β-

catenin signaling and enhanced tumorigenic potential. Distinct CSC subsets may assume 

dissimilar functions, according to their role in the maintenance of self-renewal (spheres) 

or chemo-resistance (ALDH activity and side-population). These findings may imply that 

therapies targeting CSCs should consider clonal heterogeneity, which can prevent their 

effective eradication. 
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“Cancer can take away all of my physical abilities. It cannot touch my mind, it 

cannot touch my heart, and it cannot touch my soul.” – Jim Valvano 
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3.1 ABSTRACT 

Background: Wnt/β-catenin pathway regulates the self-renewal of cancer stem cells (CSCs) 

and is a key determinant of tumor progression and also resistance to chemotherapy. 

Previously, we reported that this pathway is constitutively activated in a subset of 

osteosarcoma CSCs and also that doxorubicin induced stemness properties in differentiated 

cells through activation of the Wnt/β-catenin pathway. Here, we investigated whether 

inhibition of this pathway might constitute a strategy to target CSCs and improve the 

efficacy of chemotherapy in osteosarcoma. 

Methods: Pharmacological inhibition of Wnt signaling was performed with the tankyrase 

inhibitor IWR-1 in osteosarcoma sphere-forming stem-like cells. The effectiveness of IWR-1 

on Wnt inhibition was measured by luciferase reporter assay, redistribution of β-catenin and 

analysis of Wnt target genes by quantitative RT-PCR and western blot. The inhibitory effects 

of IWR-1 were evaluated in vitro by measuring cell viability (WST-1), apoptosis (TUNEL) cell 

cycle progression and cytotoxicity to doxorubicin. The in vivo effects were evaluated in a 

xenografted mouse model using a pGL4 luciferase reporter vector by bioluminescence 

imaging and immunohistochemical analysis. 

Results: IWR-1 was specifically cytotoxic for osteosarcoma CSCs. IWR-1 impaired CSC’ self-

renewal capacity by compromising landmark steps of the canonical Wnt signaling, namely 

translocation of β-catenin to the nucleus and subsequent TCF/LEF activation and expression 

of downstream targets. Moreover, Wnt inhibition hampered the activity and expression of 

important stemness-related genes i.e., NANOG, POU5F1, Sox2 and ALDH isoforms. In vitro, 

IWR-1 induced apoptosis of osteosarcoma CSCs and in combination with doxorubicin 

treatment elicited synergistic cytotoxicity, reversing CSCs intrinsic resistance to this 

chemotherapeutic drug. In vivo, IWR-1 alone and in synergy with doxorubicin significantly 

decreased tumor progression. This was associated with specific down-regulation of TCF/LEF 

transcriptional activity and of nuclear β-catenin, accompanied by decreased expression of the 

putative CSC marker Sox2. 

Conclusions: Our results suggest that selective targeting of the Wnt/β-catenin pathway can 

eliminate CSCs. Combining conventional chemotherapy with Wnt/β-catenin inhibition in 

osteosarcoma treatment can simultaneously contribute to reduce chemotherapy doses and 

eradicate the aggressive CSC-enriched sub-populations in osteosarcoma. 

 

Keywords: cancer stem cells, osteosarcoma, Wnt/β-catenin signaling, apoptosis, IWR-1, 

doxorubicin 
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3.2 INTRODUCTION 

Osteosarcoma is the most common malignant primary bone tumor and has a peak 

incidence at puberty. In the seventies, the inception of multimodal chemotherapy 

combined with surgical resection significantly improved patient survival rates. However, 

5-year overall survival of patients with localized and metastatic disease remained 

disappointingly leveled at 60-65% and 30%, respectively (Fletcher et al., 2013). Despite 

intensification of drug dosages (Eselgrim et al., 2006; Lewis et al., 2007) and tentative 

addition of new therapeutic compounds (Meyers et al., 2005; Hattinger et al., 2010), the 

outcome of poor responders and overall survival did not significantly improve. 

Moreover, recurrence rates occurring after an initial favorable response to preoperative 

chemotherapy persistently fluctuated between 10-20% (Fletcher et al., 2013). 

The standard treatment for osteosarcoma patients proposed by the EURAMOS-1 

protocol promotes significant rates of disease remission, but some patients still relapse 

and die, mostly because of lung metastases, even when presenting a favorable response 

to neoadjuvant chemotherapy. This scenario reflects the cellular heterogeneity observed 

in osteosarcoma tumor samples and the existence of a self-renewing sub-population 

that does not respond to chemotherapy, a cellular behavior that has been attributed to 

the so-called cancer stem cells (CSCs) (Adhikari et al., 2010; Yan et al., 2016). These cells 

are mainly characterized by expression of markers involved in pluripotency, such as 

Sox2 (Skoda et al., 2016), and also activation of signaling pathways controlling stem cell 

self-renewal (Chen et al., 2015), observations that are in agreement with our own 

previous studies (Chapter 2). 

Wnt/β-catenin signaling plays pivotal roles in the context of embryonic development, 

stem cell pluripotency (Sato et al., 2004), differentiation (Kielman et al., 2002) and 

importantly, in cellular self-renewal (Reya et al., 2003; Zhao et al., 2007). Wnt/β-catenin 

signaling initiates when specific canonical Wnt ligands bind to cell membrane receptors. 

This signal triggers the inhibition of cytoplasmic GSK3 and causes translocation of β-

catenin into the nucleus to induce the transcription of key target genes, such as AXIN2, 

DKK-1, c-Myc and cyclin D1, among others (Atlasi et al., 2014). Given the pivotal role of 

the Wnt/β-catenin signaling in the regulation of cell stemness and also malignant 

behavior, this pathway has been linked to oncogenic events, participating in both tumor 

genesis (Cairo et al., 2008) and proliferation (Vijayakumar et al., 2011). Additionally, 
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evidence suggests an underlying causal role of Wnt/ β-catenin in the resistance to 

chemotherapy (Chau et al., 2013; Flahaut et al., 2009). 

Hyperactivity of the Wnt/β-catenin signaling pathway is established as being 

causative of tumor development in some types of human malignancies, due to 

mutations hindering key molecular elements regulating the signaling cascade. This is 

best exemplified in colon cancer [APC mutations (Fodde et al., 2001)] and in 

hepatoblastoma, bladder and prostate cancer [β-catenin mutations (Ahmad et al., 2011; 

Jiang et al., 2013; Cairo et al., 2008)]. However, the activation/inactivation status of 

Wnt/β-catenin in osteosarcoma has been subject of debate and no definitive causal 

relationship has been established so far. Indeed, some reports provide evidence for an 

abnormal activation of Wnt/β-catenin pathway in osteosarcoma samples, based on the 

detection of Wnt ligands, LRP5/6 co-receptors or cytoplasmic β-catenin staining 

(Vijayakumar et al., 2011). Contradictory to these findings, previous results from our 

group suggest that the Wnt/β-catenin signaling is down-regulated in osteosarcoma 

biopsy samples compared to normal osteoblasts, by evaluating nuclear β-catenin 

expression, the hallmark of canonical Wnt signaling activation (Cai et al., 2010), and by 

the lack of reporter gene activation in multiple osteosarcoma cell lines (Guo et al., 2008; 

Cai et al., 2010). Also results from Matushansky et al. provide evidence for a down-

regulation of Wnt/β-catenin signaling in several human sarcomas (Matushansky et al., 

2007). Subsequent studies from our group demonstrated that Wnt/β-catenin is 

specifically activated in the osteosarcoma stem cell subpopulation, but not in their 

differentiated counterparts (Chapter 2). Moreover, conventional chemotherapeutic drugs 

used in the treatment of osteosarcoma induced stemness properties in differentiated 

cells through activation of the Wnt/β-catenin pathway leading to expansion and survival 

of stem-like cells (Chapter 4). Importantly, data extracted from the public R2 database 

(Kuijjer et al., 2013; Buddingh et al., 2011) revealed that high expression levels of Wnt 

target genes (CTNNB1 (β-catenin) DKK-1 and MYC) correlated with poor overall survival 

and a poor therapeutic response in osteosarcoma patients. Based on these findings, we 

hypothesized that the Wnt/β-catenin pathway plays an essential regulatory role in self-

renewal and survival of CSCs and that it might be a promising therapeutic target for a 

selective eradication of stem-like cells in osteosarcoma. 

In the present study, we demonstrated that inhibition of Wnt/β-catenin using a 

tankyrase inhibitor (IWR-1) exerted a selective inhibitory effect in stemness properties, 

self-renewal and survival of osteosarcoma CSCs, and repressed tumor growth in a 
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xenograft mouse model. Moreover the suppression of Wnt/β-catenin activity in CSCs 

synergized and improved the efficacy of doxorubicin in tumor abrogation. Collectively, 

these data suggest that Wnt/β-catenin signaling is a potential therapeutic target for 

osteosarcoma and offer a pre-clinical proof-of-concept for the use of conventional 

chemotherapy combined with specific targeting of this signaling pathway in the clinical 

setting. 

3.3 MATERIAL AND METHODS 

3.3.1  Ethical statement 

Human bone-marrow-derived mesenchymal stem cells (MSCs) were collected from 

healthy donors and handled according to the ethical guidelines of the national 

organization of scientific societies, as previously reported (Cleton-Jansen et al., 2009). 

Animal studies were conducted at the University of Coimbra in an accredited facility, 

complying with the local and international guidelines on animal welfare and 

experimentation (Workman et al., 2010). Research protocols were approved by the 

Institutional Ethics Committee of the Faculty of Medicine of University of Coimbra for 

animal care and use (Approval ID:38-CE-2011). 

3.3.2  Cell culture and sphere formation assay 

Osteosarcoma cell lines were obtained from the American Type Culture Collection 

(ATCC, Rockville, MD) (MG-63, MNNG-HOS and SJSA-1) and cultured in RPMI-1640 

medium (Invitrogen Life Technologies, Karlsruhe, Germany) supplemented with 10% v/v 

heat-inactivated fetal bovine serum (FBS; Invitrogen) and 1% v/v penicillin/streptomycin 

(Invitrogen). Cells were maintained under standard adherent conditions at 37°C in a 

humidified incubator with 5% CO2 and 95% air. Mycoplasm contamination was screened 

using a genetic-based tool (van Kuppeveld et al., 1992). Cell line authentication was 

performed by short tandem repeats (STR) DNA profiling using Cell ID™ System 

(Promega Corp., Madison, WI, USA) and compared with profiles of ATCC (Table 3.1). 

Isolation of cancer stem-like cells from osteosarcoma cell lines MG-63, MNNG-HOS 

and SJSA-1 was performed using the sphere assay and reagents as previously described 

(Martins-Neves et al., 2012). Self-renewal ability was evaluated by plating primary 

spheres in serum-free medium, after sphere dissociation with accutase. Efficiency of 
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sphere formation was estimated based on the total number of spheres formed divided 

by the total number of cells initially plated. 

Table 3.1. DNA fingerprint analysis of polymorphic short tandem repeat (STR) sequences 

performed on osteosarcoma cell lines used in this study. 

Cell 

line 
AMY VWA TH01 D21S11 D13S317 CSF1PO D7S820 TPOX D16S539 D5S818 

MG-63 XY 14-18 6-9.3 31-31 13-13 12-13 11-12 11-11 11-12 8-11 

MNNG-

HOS 
XX 18-18 9-9 31.2-31.2 12-12 12-12 11-12 8-11 10-13 13-13 

SJSA-1 XY 19-19 6-6 29-30.2 12-12 11-11 10-10 8-9 9-10 11-11 

Note: Results of STR profiling were compared to ATCC databases for each cell line. 

3.3.3  Cell treatment and viability assays 

Small molecule compound IWR-1 (tankyrase inhibitor) and SB216763 (GSK3 inhibitor) 

were obtained from Sigma-Aldrich® (Zwijndrecht, Netherlands). Aliquots of 2mM in 

dimethylsulfoxide (DMSO) were stored at -20°C and working concentrations prepared 

freshly prior to use. Human Wnt3A peptide (ab23327, Abcam®, Cambridge, UK) was 

diluted in sterile saline solution (PBS) and used at a final concentration of 100ng/mL. 

Stock solutions of doxorubicin (hydroxydaunorubicin, LUMC Pharmacy) were stored at 

4°C protected from light, and working dilutions were prepared in PBS, immediately 

before use. 

Wnt/β-catenin inhibition was achieved using the small molecule IWR-1, which 

mediates disruption of Wnt activity by stabilizing the levels of Axin proteins (Chen et al., 

2009) via tankyrase inhibition (Huang et al., 2009). Cells were dissociated, plated in 96-

well plates (5,000 cells/well) and allowed to attach overnight. Parental cells and spheres 

were screened for their profile of sensitivity to IWR-1, by treatment with increasing 

concentrations of compound (2.5, 5, 7.5 and 10µM) for 48h. Afterwards, 10µL of WST-1 

Cell Proliferation Reagent (Roche Diagnostics Netherlands B.V., 1:10 dilution) were 

added to each well, to estimate the number of metabolically viable cells remaining in 

culture after drug treatment. Quantification of the water-soluble formazan product, 

formed by WST-1 mitochondrial conversion in viable cells, was performed in a 

microplate reader operating in colorimetric mode (Perkin Elmer Victor 3 Model 1420-

012 multi-label microplate reader). Cellular growth inhibition was calculated by dividing 

the absorbance of drug-treated cells by that of control untreated wells. 
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To examine whether IWR-1 could overcome the resistance profile of osteosarcoma 

spheres to doxorubicin, we pre-treated both parental cells and spheres with IWR-1 

10µM or 0.5% DMSO, for 48h. Afterwards, cells were incubated with increasing 

concentrations of doxorubicin (0-100µM), in the presence of IWR-1 or DMSO for further 

48h. Cell viability was estimated with WST-1 assay as previously described and data 

normalized to absorbance of untreated cells. 

To test synergistic or additive effects of Wnt inhibition and doxorubicin cytotoxicity 

towards tumor cells, spheres were treated with increasing doses of IWR-1 (2.5-10μM) 

combined with increasing doses of doxorubicin (0.25-1μM), for 48h. Combination index 

(CI) values were estimated using the algorithms proposed by Chou and Talalay in the 

median-effect principle (Chou, 2010), implemented in the CompuSyn software (version 

1.0 CompuSyn, Inc., Paramus, NJ). In this analysis, a CI < 1 indicates synergistic, CI = 1 

additive and CI > 1 antagonistic interactions between doxorubicin and IWR-1. 

3.3.4  Cell transfection 

In order to check the effects of treatments in TCF/LEF transcriptional activation, 

MNNG-HOS, MG-63 and SJSA-1 cells were transfected with pGL4.49 luciferase reporter 

vector [Luc2P/TCF-LEF RE/Hygro] (Promega) using FuGENE® HD (Promega) followed by 

clonal selection as described in Chapter 2, section 2.3.4. This vector contains eight 

copies of a TCF-LEF response element that drives transcription of the firefly luciferase 

reporter gene Luc2P, and can be used as a reporter system for monitoring the 

activation of β-catenin triggered by stimuli treatment. Luciferase activity was measured 

with IVIS® Lumina XR (Caliper Life Sciences Inc., PerkinElmer, Massachusetts, USA) using 

D-luciferin (30 mg/mL, Caliper) as a substrate. 

3.3.5  Analysis of mRNA expression 

Osteosarcoma cells were plated in 6-well plates and treated with DMSO or IWR-1 

(10 µM) for 96h. Cells were then dissociated, washed twice with HBSS and maintained at 

-20°C, until total RNA extraction using TRIzol® reagent (Invitrogen), according to the 

manufacturer’s protocol. TRIzol® was also used to extract total RNA from homogenized 

tumor tissues excised from untreated and animals treated with doxorubicin, IWR-1 and 

the combination after 15 days. cDNA synthesis from purified RNA and qRT-PCR 

reactions were performed as described in section 2.3.9, Chapter 2 using appropriate 
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housekeeping genes. Primers used on qRT-PCR reaction were previously validated and 

are listed in Table 3.2. 

Table 3.2. Sequences of primers used in this study. 

Gene Forward (5'-3') Reverse (5'-3') 

LRP5 (Vijayakumar et 

al., 2011) 
ACAACGGCAGGACGTGTAAG AGCACGATGTCGGTGAAG 

LRP6 (Vijayakumar et 

al., 2011) 
AGGGTGGAATGAATGTGCTT TGATGGCACTCTTTTGACTGA 

AXIN2 

(Cai et al., 2010) 
GAATGAAGAAGAGGAGTG AAGACATAGCCAGAACC 

DKK-1 

(Cai et al., 2010) 
CCTTGGATGGGTATTCCAGA CCTGAGGCACAGTCTGATGA 

ALDH1A1 (Feldmann 

et al., 2008) 
CTGGTTATGGGCCTACAGCA ATTGTCCAAGTCGGCATCAG 

ALDH2 (van den 

Hoogen et al., 2010) 
CGAGGTCTTCTGCAACCAG GCCTTGTCCACATCTTCCTT 

ALDH7A1 (van den 

Hoogen et al., 2010) 
CAACGAGCCAATAGCAAGAG GCATCGCCAATCTGTCTTAC 

NANOG (Chapter 2) GATGCCTCACACGGAGACTG GCAGAAGTGGGTTGTTTGCC 

OCT4 (Chapter 2) TCTGCATCCCTTGGATGTGC GTGTGGCCCCAAGGAATAGT 

SOX2 

(Park et al., 2012) 
CATGCACCGCTACGACG CGGACTTGACCACCGAAC 

RUNX2 (Chapter 2) CAGAACCCACGGCCCTCCCT CCCAGTGCCCCGTGTGGAAG 

SPARC (Chapter 2) CCAGCCCCCATTGGCGAGTT TGCGCAGGGGGAATTCGGTC 

GLI1 (Hameetman et 

al., 2006) 
TGCAGTAAAGCCTTCAGCAATG TTTTCGCAGCGAGCTAGGAT 

GLI2 (Hameetman et 

al., 2006) 
TTCTCCAACGCCTCGGAC GTGGACCGTTTTCACATGCTT 

PTCH1 (Hameetman et 

al., 2006) 
CCACGACAAAGCCGACTACAT GCTGCAGATGGTCCTTACTTTTTC 

SMO (Hameetman et 

al., 2006) 
AGCGCAGCTTCCGGG CAGTTCCAAACATGGCAAACAG 

CAPNS1 ATGGTTTTGGCATTGACACATG GCTTGCCTGTGGTGTCGC 

SRPR  CATTGCTTTTGCACGTAACCAA ATTGTCTTGCATGCGGCC 

TBP  CACGAACCACGGCACTGATT TTTTCTTGCTGCCAGTCTGGAC 

Note: CAPNS1: calpain, small subunit 1; SRPR: signal recognition particle receptor; TBP: TATA Box-

binding protein. 
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3.3.6  Real-time measurement of cell proliferation 

To analyze whether Wnt/β-inhibition affected cell proliferation and adhesion, we 

conducted a real-time measurement of cell index values based on cellular impedance, 

which were continuously monitored using the xCELLigence™ Real-Time Cell Analyzer 

(RTCA DP). Cell index was programmed to be measured every 15 min. Cells were firstly 

treated with DMSO or IWR-1 for 48h, enzymatically dissociated and then plated in 

electronic microtiter E-plate 16 (ACEA Biosciences, Inc., San Diego, CA, USA) at a total of 

7,000 cells/well, for another 30h in the presence of compounds. Cells were maintained 

at 37°C during all the experiments. Data was acquired and analyzed using the RTCA 

software 1.2.1 (Roche Diagnostics). 

3.3.7  Caspase 3/7 and TUNEL assays 

Activation of executioner caspases 3/7 was estimated using the Caspase-Glo® 3/7 

Assay System (Promega) according to the manufacturer instructions. Cells were plated 

in black 96-well plates (50,000 cell/mL) and treated with DMSO or 10µM IWR-1 for 96h. 

Bioluminescent signals from conversion of aminoluciferin by apoptotic cells were 

measured using a microplate reader (Synergy™ HT, Biotek Instruments, Winooski, VT) 

operating in luminescence mode. Raw data was collected as relative lights units. 

For TUNEL assay, cells were treated with 10µM IWR-1 for 96h, collected as single-cell 

suspensions and fixed with paraformaldehyde 4%. After a washing step, cells were 

disposed in glass slides using the Tharmac Cellspin I Cytocentrifuge (Tharmac GmbH, 

Germany). Apoptotic cells were detected based on terminal deoxynucleotidyl 

transferase-mediated dUTP nick end labeling (TUNEL staining) performed using the 

DeadEnd™ Fluorometric TUNEL System (Promega), following the manufacturer protocol. 

Images were acquired on a LSM 710 confocal microscope (Carl Zeiss MicroImaging, 

GmbH, Germany) using the Plan-Apochromat 20x/0.8 M27 objective and ZEN 2009 

software. Three random fields were acquired per condition and cells manually counted 

using ImageJ software. Average percentage of TUNEL-positive cells was estimated by 

dividing the number of green stained cells (TUNEL-positive) by the total number of cells 

(estimated based on cell nuclei staining using 4',6-Diamidino-2-Phenylindole). 

3.3.8  Cell cycle analysis 
For cell cycle phase distribution, cells were stained with a propidium iodide solution 

(50 g/mL) containing 10g/mL RNase A, followed by flow cytometry analysis as 

previously described (Martins-Neves et al., 2012). 
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3.3.9  Western blot analysis 

Total cell extracts were prepared with a standard cell lysis buffer, separated and 

electro transferred, as previously described (Gonçalves et al., 2015). Nuclear lysates were 

also prepared as described in section 4.3.4, Chapter 4. Blocked membranes were 

incubated with primary antibodies, overnight at 4°C according to the conditions 

specified in Table 3.3. Appropriate peroxidase–conjugated secondary antibodies were 

incubated at room temperature for 2h and proteins visualized by chemifluorescence 

(ECF™ Western Blotting Reagent Pack, GE Healthcare Life Sciences, Pittsburg, PA) using 

Typhoon™ FLA 9000 biomolecular imaging system (GE Healthcare). Quantification of 

protein bands was assessed by densitometry calculation using ImageJ software 

(National Institutes of Health, Bethesda, MD, USA) and normalized to β-actin or Lamin 

A, which were used as protein loading controls. 

Table 3.3. Antibodies used in western blotting and respective protocol conditions. 

Antibody Incubation 

solution 

Dilution Band size 

(kDa) 

Source  Company 

Axin2 
TBS-T 5% 

milk 
1:500 95-98 

Rabbit Cell Signaling Technology, Danvers, MA, USA, 

#2151 

Bak 
TBS-T 1% 

milk 
1:200 28 Rabbit 

Santa Cruz Biotechnology, Inc. Heidelberg, 

Germany, Sc-832 

Bcl-2 
TBS-T 1% 

milk 
1:200 26 Mouse 

Santa Cruz Biotechnology, Inc. Heidelberg, 

Germany, Sc-7382 

BCRP 
TBS-T 1% 

milk 
1:250 70 Mouse 

clone BXP-21, Chemicon Int., Temecula, CA, 

USA 

c-Myc 
TBS-T 1% 

milk 
1:1,000 57 Rabbit 

Epitomics, Inc., Burlingame, California (clone N-

term Y69) #1472-1 

Cyclin D1 
TBS-T 1% 

milk 
1:1,000 36 Rabbit 

Thermo Fisher Scientific, Fremont, CA, USA 

(clone SP4) #RM-9104 

Lamin A 
TBS-T 5% 

milk 
1:1,000 70 Rabbit Cell Signaling Technology, Danvers, #2032 

Pgp 
TBS-T 1% 

milk 
1:100 170 Mouse 

clone C219, Calbiochem®, Millipore, Germany 

Sox2  
TBS-T 5% 

BSA 
1:1,000 35 Rabbit 

Cell Signaling Technology, Danvers, (clone 

D6D9) #3579 

β-actin 
TBS-T 1% 

milk 
1:5,000 43 Mouse Sigma 

β-catenin 
TBS-T 1% 

milk 
1:1,000 92 Mouse BD Transduction Laboratories™, cat. 610153 

Note: BSA, bovine serum albumin; TBS-T, Tris-buffered saline/Tween-20. 
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3.3.10 In vivo studies 

Immunocompromised nude mice (n=12, 6-week old female Swiss nude) were 

obtained from Charles River Laboratories and housed in pathogen-free facility. pGL4-

transfected MNNG-HOS cells (2x106 cells/100µL PBS) were injected subcutaneously in 

the left flank of the animals. Body weight and the tumor growth were monitored twice 

a week using caliper measurements of length (L) and width (W) and tumor volumes 

were calculated using the formula (L×W2)×0.5. Treatments started when tumor volumes 

reached on average 62.5 mm3 (5x5mm). IWR-1 was formulated in DMSO and was 

administered intratumorally (5mg/kg) each 2 days, for 12 days. Doxorubicin was 

administered intraperitoneally (8mg/kg) at each 4 days, for the same time-period. 

Control animals were treated with vehicle following a similar administration schedule. At 

the end of the treatments, on day 15, mice were euthanized by cervical dislocation and 

tumors immediately collected for gene expression analysis and formalin fixation. 

3.3.11 Immunohistochemical staining (IHC) 

Mouse xenograft tumors derived from pGL4-MNNG-HOS cells were excised, 

formalin-fixed and embedded in paraffin. Antigen-retrieved tissue sections were stained 

overnight with anti-β-catenin and anti-Sox2 antibodies following procedures previously 

described in section 2.3.6, Chapter 2. Normal tonsil was used as a positive control for 

both antibodies. 

3.3.12 Statistical analysis 

Graphics were computed with GraphPad Prism version 5.04 (GraphPad Software, San 

Diego, CA). Statistical analyses were performed using SPSS Statistics version 20.0 (IBM 

Corporation, New York, USA). Significance was set at the level of p<0.05. 
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3.4 RESULTS 

3.4.1  Growth inhibitory effect of IWR-1 in osteosarcoma stem-like cells 

displaying activated Wnt/β-catenin 

We reported previously that Wnt/β-catenin signaling was specifically active in 

osteosarcoma stem-like cell populations (Figure 3.1A), as evidenced by increased 

nuclear β-catenin, TCF/LEF transcriptional activity, AXIN2 expression and down-

regulation of DKK-1 Wnt antagonist (Chapter 2). In the present report, we extended the 

characterization of this signaling pathway to the mRNA expression of the Wnt signaling 

co-receptors LRP5 and LRP6 (MacDonald and He, 2012). We found a significantly 

increased expression of both receptors in spheres compared to parental cells (Figure 

3.1B). Interestingly, the magnitude of fold-difference in the expression of LRP5 was 

higher than that observed for LRP6, suggesting a more prominent role of LRP5 in 

stemness maintenance in osteosarcoma. 

To investigate the biological effects of inhibiting Wnt/β-catenin signaling, we treated 

both parental cells and spheres (MG-63, MNNG-HOS and SJSA-1) with the tankyrase 

inhibitor IWR-1. Cells were exposed to increasing doses of IWR-1 (2.5-10µM) for 48 and 

96h. IWR-1 was effective in reducing sphere viability in a concentration- and time-

dependent manner. Reduction of cell viability was evident in spheres already at 48h and 

was more significantly pronounced at 96h for concentrations higher than 5µM, relatively 

to DMSO-treated cells. Indeed, at 96h, 10µM of IWR-1 elicited more than 70% 

reduction of cell viability in spheres, for the three cell lines analyzed (Figure 3.1C). In 

contrast, parental cells showed only minimal response to IWR-1. Also in MSCs, which 

were used as normal control cells and have been shown to display constitutively active 

Wnt/β-catenin contributing to their stemness maintenance (Etheridge et al., 2004; Ling 

et al., 2009), cell viability was not compromised after treatment with increasing dosages 

of IWR-1 for 96h (Figure 3.1D). These results indicate that Wnt/β-catenin is 

constitutively activated in and is essential for self-renewal of osteosarcoma stem-like 

cells, and can be inhibited using IWR-1 at concentrations that spare normal progenitor 

cells such as MSCs denoting active Wnt/β-catenin signaling. We also observed that 

Wnt/β-catenin activation using the GSK-3 inhibitor SB216763 resulted in increased cell 

viability overtime in spheres (Figure 3.2). These effects were not so pronounced in 

parental cells and in MSCs, further reinforcing the specific activity of Wnt/β-catenin in 

osteosarcoma stem-like cells. 
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Figure 3.1. Wnt/β-catenin inhibition using IWR-1 has a cytotoxic effect in osteosarcoma 

spheres. A. Morphological appearance of MG-63, MNNG-HOS and SJSA-1 spheres. B. Expression 

of LRP5 and LRP6 Wnt receptors is increased in spheres, compared to parental cells. Gene 

expression levels were determined based on absolute Cq values, after normalization to three 

housekeeping genes. C. Effects of IWR-1 in the viability of spheres and parental cells, and in 

human mesenchymal stem cells (D.). Cell viability was measured using the WST-1 assay and data 

normalized to absorbance of DMSO-treated cells. Points represent mean ± SEM of three 

independent observations. *p≤0.05, **p≤0.01, ***p≤0.001 significantly different from parental or 

untreated cells (independent samples t-test). 
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Figure 3.2. Canonical Wnt activation (through GSK3 inhibition) using SB216763 promotes 

survival and expansion of osteosarcoma spheres. Spheres’ viability augments in the presence of 

SB216763, in comparison to untreated cells, at 96h of treatment. Activation of canonical Wnt 

during this time period did not significantly alter parental cell survival and proliferation. Cell 

viability was measured using the WST-1 assay and data normalized to absorbance of DMSO-

treated cells. 

 

 

β-catenin is also actively involved in mediating the interaction of adherens junctions, 

key molecular structures supporting cell adhesion (Gumbiner, 2005). To explore if IWR-1 

would affect osteosarcoma cells at the level of adhesion and proliferation, we 

monitored both parental cells and dissociated spheres using the xCELLigence™ system, 

which estimates a cell index measurement based on the number and morphology of 

cells, and also strength of cellular adhesion. We observed that IWR-1 treatment was 

associated with decreased cell adhesion in spheres and compromised cell proliferation 

overtime. These effects were less pronounced in parental cells, in line with the fewer 

effects observed in cell viability, as compared to spheres (Figure 3.3). Based on these 

results, IWR-1 was used at a concentration of 10µM in subsequent studies. 
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Figure 3.3. Real-time analysis of proliferation, viability and adhesion of osteosarcoma 

parental cells and spheres. Cells were treated with DMSO or IWR-1 for 48h, dissociated and then 

plated in E-plate 16 for another 30h in the presence of compounds. Data shows that IWR-1 

abrogated sphere adhesion (during the first 8h) and proliferation (remaining time-period). This 

effect was less evident in parental cells. 

3.4.2  Wnt/β-catenin inhibition is lethal to osteosarcoma CSCs via 

apoptotic-dependent mechanisms 

Wnt/β-catenin inhibition using IWR-1 elicited specific harmful effects in viability of 

osteosarcoma sphere-forming cells (Figure 3.1). Apoptotic events depending on 

mitochondrial changes culminate in the activation of the downstream effector caspases 

3 and 7 (Lakhani et al., 2006). Accordingly, the activation of caspases 3/7 was 

significantly increased in spheres following IWR-1 treatment, reaching 2.15-, 1.27- and 

3.23-fold differences relatively to DMSO-treated cells, in MG-63, MNNG-HOS and SJSA-

1 spheres respectively. These effects were slightly negligible in parental cells (Figure 

3.4A). 

TUNEL staining was also used to identify DNA fragmentation, an important 

morphological change occurring during the late phases of apoptosis (Figure 3.4B). We 

detected a significantly increased number of TUNEL-positive cells upon IWR-1 treatment 

for 96h (Figure 3.4C), reaching 4.65-, 15.83- and 7.75-fold differences relatively to 

DMSO-treated cells, in MG-63, MNNG-HOS and SJSA-1 spheres respectively.  
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Figure 3.4. Wnt/β-catenin inhibition elicits apoptotic cell death in osteosarcoma spheres.     

A. Caspase 3/7 activity measured using the Caspase-Glo assay after IWR-1 treatment in spheres 

and parental cells, compared to DMSO-treated cells. Data represents relative light units (RLU). B. 

Representative cytofluorimetric images of TUNEL-stained spheres, showing high numbers of 

TUNEL-positive cells in IWR-1-treated cells. Cells were stained with TUNEL (green) and 4',6-

diamidino-2-phenylindole (nuclei, blue) after 96h exposure to the compound. All images were 

taken at 20x magnification. C. Analysis of DNA fragmentation by TUNEL assay shows increased 

apoptotic cell death in spheres, upon IWR-1 treatment for 96h. Data represents mean ± SEM 

percentage of TUNEL-positive cells over total cell number (based on nuclei staining with 4',6-
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diamidino-2-phenylindole). D. Western blot analysis of Bcl-2 and Bak in parental and sphere-

forming cells upon treatment with 10 µM IWR-1 for 96h. The blots used in the figure are 

cropped. All the gels have been run under the same experimental conditions. E. Analysis of cell 

cycle alterations after IWR-1 treatment for 48h, using flow cytometry. A cell arrest effect in S-

G2/M phases is observed in IWR-1-treated spheres. In A., C. and D. *p≤0.05, **p≤0.01, 

***p≤0.001 compared to DMSO-treated cells (at least N=3, independent samples t-test or Mann-

Whitney test, after Shapiro-Wilk test for normality assessment). Abbreviation: D-APO, debris-

apoptotic cells. 

Additionally, Western blot analysis of key proteins involved in mitochondrial-

dependent apoptosis showed a significant up-regulation of Bak and a down-regulation 

of Bcl-2 in spheres, after 10µM IWR-1 exposure for 96h (Figure 3.4D), leading to a 

Bak/Bcl-2 ratio >1 that prone cells to undergo apoptosis. Expression levels of these 

proteins did not change considerably in parental cells submitted to the same treatment 

schedule. 

We also examined whether IWR-1 induced alterations in cell cycle in osteosarcoma 

CSCs. Treatment with 10µM IWR-1 for 48h induced a cell cycle arrest in the S phase in 

all sphere-derived cells, compared to DMSO-treated cells (MG-63: 9.53% vs. 6.72%; 

MNNG-HOS: 11.4% vs. 9.35%; SJSA-1: 7.71% vs. 3.38%) that was accompanied by a 

correspondent reduction of cells in the G1 phase (MG-63: 60.81% to 48.44%, MNNG-

HOS: 73.54% to 58.59%; SJSA-1: 87.68% to 74.61%, Figure 3.4E). The percentage of cells 

in the G2/M phase was also increased in all IWR-1-treated spheres (MG-63, MNNG-HOS 

and SJSA-1 spheres - 40.27%, 20.25% and 10.34%, respectively) compared with the 

corresponding untreated cells (29.92%, 7% and 3.78%, respectively). The percentage of 

cells in the sub-G1 phase, which correspond to apoptotic cells, also increased in all 

IWR-1 treated cells. Altogether these data showed that IWR-1 inhibited the proliferation 

of CSCs by inducing cell cycle arrest and ultimately apoptosis. 
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3.4.3  IWR-1 down-regulates Wnt/β-catenin signaling activity in 

osteosarcoma CSCs 

In order to test whether IWR-1 could selectively inhibit Wnt/β-catenin signaling, we 

analyzed the expression of β-catenin in nuclear, cytoplasmic and total protein extracts, 

in order to address at which cellular level IWR-1 elicited its specific effects. Treatment 

with IWR-1 induced a substantial decrease in nuclear β-catenin levels by 59%, 38% and 

76% in MG-63, MNNG-HOS and SJSA-1 spheres, respectively. We also observed a 

reduction in nuclear β-catenin in MNNG-HOS and SJSA-1 parental cells, although less 

pronounced in comparison to corresponding spheres. The cytoplasmic levels increased 

in MNNG-HOS and SJSA-1 derived spheres and remained almost constant in parental 

cells (Figure 3.5A). Analysis of total β-catenin revealed an overall reduction in protein 

levels in IWR-1-treated spheres compared to DMSO-treated cells. In contrast, no 

significant variations of total β-catenin levels were observed in IWR-1-treated parental 

cells, compared to controls (Figure 3.5A). The calculation of the nuclear/cytoplasmic β-

catenin ratios (Figure 3.5A, lowest panel) confirmed the preferential accumulation of β-

catenin within the nuclear compartment of MG-63 and MNNG-HOS spheres, as 

indicated by the higher ratios against parental cells (MG-63: 6.10 vs. 1.27; MNNG-HOS: 

10.70 vs. 3.46). Despite that this trend was not observed in SJSA-1 spheres (2.58 vs. 

3.15), the treatment with IWR-1 led to a clear decrease in the nuclear/cytoplasmic β-

catenin ratios in all sphere-derived cell populations, remaining nearly unaltered in 

parental cells. These results demonstrate the preferential effects of IWR-1 in the β-

catenin redistribution in osteosarcoma spheres. 

Additionally, analysis of mRNA expression data revealed a consistent down-

regulation of the Wnt target gene AXIN2, by at least 50% and of the Wnt co-receptors 

LRP5 and LRP6 in all IWR-1-treated spheres compared to DMSO-treated cells. 

Regarding the Wnt-antagonist DKK-1 a trend was observed towards a down-regulation 

in either IWR1-treated parental cells or spheres, with the exception of SJSA-1 spheres 

(Figure 3.5B). 
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Figure 3.5. Axin stabilization (via tankyrase inhibition) with IWR-1 leads to decreased Wnt/β-

catenin signaling in osteosarcoma cells. A. Western blot analysis of β-catenin protein 

redistribution in different cellular compartments, upon IWR-1 treatment for 48h. Numbers below 

protein bands represent relative protein expression in IWR-1 versus DMSO-treated cells after 

normalization of protein expression to Lamin A or β-actin (loading controls for the nuclear and 

cytoplasmic fractions, respectively). Lower panel represents the ratio of nuclear/cytoplasmic β-

catenin after protein normalization to respective loading controls. B. Expression of the Wnt target 

genes AXIN2 and DKK-1, and LRP5/LRP6 receptors analyzed by quantitative RT-PCR in parental 

cells and spheres treated with 10µM IWR-1 for 96h. C. Western blot analysis of Axin2, cyclin D1 
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and c-Myc protein levels in parental cells and spheres, after IWR-1 treatment for 96h. Numbers 

below protein bands represent relative protein expression in IWR-1 versus DMSO-treated cells 

after normalization to β-actin (loading control). In A. and C. bold-italic characters indicate 

decreased expression compared to control (DMSO) cells (set at 1). The blots used in the figure 

are cropped. All the gels have been run under the same experimental conditions. D. Luciferase 

reporter assays using pGL4.49[luc2P/TCF-LEF RE/Hygro] reporter plasmid, in osteosarcoma CSCs 

treated with 100 ng/mL Wnt3A, 10µM IWR-1 or the combination for 24h. Bar graphs represent 

fold change luciferase activity ± SEM versus DMSO-treated cells. . In B. and D. *p<0.05, **p<0.01, 

***p<0.001 compared to respective control cells (N=3, independent samples t-test). 

We then analyzed the protein expression levels of Axin2 and of other Wnt signaling 

β-catenin/TCF downstream targets such as Cyclin D1 and c-Myc, upon IWR-1 treatment 

for 96h (Figure 3.5C). All of them diminished in spheres, with the exception of c-Myc in 

MNNG-HOS spheres and Axin2 in SJSA-1 spheres, respectively. The down regulation of 

the cell cycle regulator Cyclin D1 in IWR-1 treated spheres might explain the S and 

G2/M cell cycle arrest and suppression of cell proliferation, which we observed 

previously (Figure 3.4E). The effects of IWR-1 in parental cells were not as consistent as 

for spheres, and displayed a mixed-up and down-regulated expression pattern. 

To further investigate that Wnt signaling was being suppressed by tankyrase 

inhibition, and explore whether it could be reactivated in the presence of Wnt3A, a 

known Wnt/β-catenin activator ligand, we tested MG-63, MNNG-HOS and SJSA-1 

spheres with a commercial Wnt reporter containing eight copies of a TCF/LEF response 

element. The reporter showed a significant increase in luciferase activity in MG-63 and 

MNNG-HOS cells, but not in SJSA-1 cells, after the addition of Wnt3A alone 

(100ng/mL). As expected, treatment with IWR-1 alone (10µM) diminished significantly 

the reporter activity in all the cells. Moreover, IWR-1 in combination with Wnt3A 

prevented the activation of the Wnt signaling induced by Wnt3A alone, especially in 

MNNG-HOS cells (Figure 3.5D). 

 

3.4.4 Disruption of Wnt/β-catenin signaling impairs osteosarcoma 

stemness-related traits 

Wnt/β-catenin signaling is known to play a prominent role in regulating stem cell 

traits (Reya and Clevers, 2005). To examine if IWR-1 repressed the stemness properties 

in osteosarcoma, we used the sphere-forming efficiency and the Aldefluor™ assay as 
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functional readouts for stem-like cells. Despite that IWR-1 did not prevent first 

generation sphere formation, treatment of 7-days old first-generation spheres resulted 

in a significant reduction of secondary sphere-forming efficiency and also spheres size, 

showing the impairment of self-renewal ability. Overall, IWR-1 inhibited secondary 

sphere-forming efficiency by approximately 53%, 55% and 44% in MG-63, MNNG-HOS 

and SJSA-1 cells, respectively (Figure 3.6A). Moreover, treatment with IWR-1 diminished 

the activity of the putative CSC marker Aldefluor™ (Figure 3.6B, left panel), an effect 

that was accompanied by a tendency for a decreased expression of their associated 

isozymes ALDH1A1, ALDH2 and ALDH7A1 (Figure 3.6B, right panel). 

Since Wnt/β-catenin signaling cooperates with transcription factors to regulate 

pluripotency and self-renewal of embryonic stem cells (Ben-Porath et al., 2008), we 

tested whether Wnt/β-catenin inhibition using IWR-1 affected the expression of key 

pluripotency-related genes in spheres. Treatment with IWR-1 diminished significantly 

NANOG, OCT4 and SOX2 mRNA expression in spheres (by at least 40% for all the cells). 

These effects were also statistically significant for some transcription factors in parental 

MG-63 (SOX2) and MNNG-HOS cells (NANOG, OCT4) (Figure 3.6C), probably reflecting 

the existence of stem-like cells within the whole tumor cell population. IWR-1 also 

decreased the expression of Sox2 at the protein levels, which was previously found as 

the most prominently expressed transcription factor in osteosarcoma sphere-forming 

cells (Chapter 2) (Figure 3.6D). Indeed, Sox2 expression in untreated spheres was 

higher than that found in parental cells, as demonstrated by the higher Sox2/β-actin 

expression ratios in spheres, but IWR-1 decreased this ratio by approximately 75%, 77% 

and 36% in MG-63, MNNG-HOS and SJSA-1 spheres, whereas its effects were almost 

negligible in parental cells (Figure 3.6D). 

Since Wnt/β-catenin signaling is also involved in the regulation of normal skeletal 

development and osteoblast differentiation (Gaur et al., 2005; Glass II et al., 2005; 

Mohseny et al., 2012), we explored whether Wnt/β-catenin inhibition decreased the 

expression of genes involved in osteogenic differentiation, such as RUNX2, an 

osteogenic transcription factor and SPARC, a matrix proteoglycan highly expressed by 

bone cells (Termine et al., 1981; Delany and Hankenson, 2009). mRNA expression levels 

of these markers were significantly decreased in MG-63 spheres and the same trend 

was observed in MNNG-HOS and SJSA-1 spheres, although not statistically significant, 

upon IWR-1 treatment (Figure 3.6E). These effects were not significant in IWR-1-treated 

parental cells, compared to DMSO. 

 



| Chapter 3 

 

154 

 

 
 

Figure 3.6. IWR-1 reduces osteosarcoma stemness and the expression of several genes 

involved in stem cell self-renewal and pluripotency. A. Self-renewal efficiency of primary 

spheres after treatment with IWR-1. B. Aldefluor™ activity and mRNA expression of ALDH 

isozymes in MG-63, MNNG-HOS and SJSA-1 cells after 96h treatment with IWR-1, compared to 

DMSO-treated cells (set at 1).*p<0.05, **p<0.01 (n=3, Mann-Whitney test). C, E. Expression of the 

pluripotency transcripts (NANOG, OCT4, SOX2) and mesenchymal-related genes (RUNX2, SPARC) 

analyzed by quantitative RT-PCR in parental cells and spheres treated with 10µM IWR-1 for 96h. 

Bar graphs represent fold change mRNA expression ± SEM in IWR-1 versus DMSO-treated cells, 

after normalization of Cq values to three housekeeping genes. *p≤0.05, **p≤0.01, ***p≤0.001 

compared to DMSO-treated cells (N=3, independent samples t-test). D. Western blot analysis 

confirms that Wnt/β-catenin inhibition decreases expression of Sox2 stem cell transcription factor. 

Numbers below protein bands represent relative Sox2 protein expression normalized to β-actin 

(loading control). Bold-italic characters indicate decreased expression compared to control 
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(DMSO) cells. The blots used in the figure are cropped. All the gels have been run under the 

same experimental conditions. 

We cannot exclude that other signaling pathways might also be involved in 

osteosarcoma stem cell self-renewal and acting coordinated with Wnt pathway, such as 

the hedgehog pathway (Noubissi et al., 2009). To strengthen this hypothesis, we tested 

the overall activation of hedgehog pathway in osteosarcoma spheres and then whether 

tankyrase inhibition with IWR-1 down-regulated key molecules involved in hedgehog 

signaling. mRNA expression studies revealed increased expression of key pathway 

mediators (receptors PTCH1 and SMO, and transcription regulators GLI1 and GLI2) in 

spheres, compared to parental cells (Figure 3.7A). Moreover, GLI2, PTCH1 and SMO 

expression in spheres was significantly down-regulated in response to Wnt/β-catenin 

inhibition with IWR-1 (Figure 3.7B). These results reinforce the hypotheses that a 

complex network of signaling pathways coordinate stemness in osteosarcoma and may 

be modulated by Wnt inhibition. 

 

 
 

Figure 3.7. Wnt/β-catenin inhibition down-regulates expression of hedgehog-related genes. 

A. Expression of key transcripts involved in hedgehog signaling is augmented in spheres, 

compared to their parental cells, as evaluated by quantitative RT-PCR. B. Expression of the 

hedgehog-related genes GLI1, GLI2, SMO and PTCH1 analyzed by quantitative RT-PCR in the MG-

63, MNNG-HOS and SJSA-1 parental cells and spheres treated with 10µM IWR-1 for 96h. IWR-1 

decreased the mRNA expression of GLI2, SMO and PTCH1, known to play regulatory roles in stem 

cell self-renewal. Suppressive effects of IWR-1 were significantly more pronounced in spheres 

than in parental cells. Values represent mean mRNA expression or fold-difference ± SEM after 

normalization of Ct values to three housekeeping genes. **p≤0.01, ***p≤0.001 compared to 

DMSO-treated cells (N=3, independent samples t-test). 
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3.4.5 Wnt/β-catenin inhibition leads to improved chemosensitivity of 

osteosarcoma spheres to doxorubicin 

 

After demonstrating the critical role of the Wnt/β-catenin pathway in the 

maintenance and survival of CSCs, we then tested whether Wnt signaling inhibition with 

IWR-1 might functionally restore the chemosensitivity of spheres to doxorubicin, which 

is the central chemotherapeutic used in the treatment of osteosarcoma (Marina et al., 

2004). To address this hypothesis, both parental and sphere-forming cells were treated 

with increasing concentrations of doxorubicin, either alone or in combination with 10µM 

IWR-1. Cell viability assays revealed that co-treatment with IWR-1 increased substantially 

the susceptibility of spheres towards doxorubicin (Figure 3.8A), an effect that was 

accomplished by a decreased expression of ABC transporters p-glycoprotein and breast 

cancer-related protein (Pgp, BCRP, Figure 3.9) in spheres, which are established markers 

of cancer stem-like cells and mediators of resistance to chemotherapeutic agents (Liu et 

al., 2013). IWR-1 had no significant effects on the cytotoxicity of doxorubicin in parental 

cells, except MNNG-HOS (p=0.01), although not so strong as in the corresponding 

spheres (Figure 3.8A). 

To identify the nature of chemosensitizing interactions between IWR-1 and 

doxorubicin in spheres, we conducted a set of cell cytotoxicity assays using varying 

concentrations of both drugs in a therapeutic range, as depicted in Figure 3.8B. Since 

there were no significant effects of IWR-1 on the cytotoxicity of doxorubicin in two out 

of the three parental cell lines, we did not conduct this study in parental cells. The 

calculation of combination indexes, in the range of selected concentrations, revealed 

that IWR-1 reversed the resistance of doxorubicin mostly in a synergistic manner, 

although an antagonistic interaction was noted in SJSA-1-derived spheres for the lowest 

doxorubicin concentration. Overall, we found that Wnt/β-catenin inhibition by IWR-1 

enhances doxorubicin-induced cytotoxicity in spheres. 
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Figure 3.8. Co-treatment with IWR-1 sensitizes osteosarcoma spheres to doxorubicin. A. 

Viability of MG-63, MNNG-HOS and SJSA-1 parental cells and spheres upon treatment with 

increasing doses of doxorubicin (0.01-100µM), either alone (DMSO) or in combination with IWR-1 

(10µM). Sensitivity to doxorubicin increased significantly in spheres upon IWR-1 treatment, being 

more pronounced in spheres with β-catenin nuclear-positivity (MG-63 and MNNG-HOS). Cells 

were treated for 48h with IWR-1 alone and then for further 48h in the presence of doxorubicin 

and IWR-1. P-values were calculated with paired t-test to compare overall differences between 

IWR-1 and DMSO-treated groups, using GraphPad Prism 5 software. B. Chou-Talalay method was 

used to estimate synergistic effects between doxorubicin and IWR-1 (concentrations used at a 

constant ratio of 1:10), measured after 48h of drug exposure with a colorimetric assay. Results are 

expressed as mean ± SEM of three independent observations. *p≤0.05, **p≤0.01, ***p≤0.001, 

compared to cells treated with doxorubicin alone (N=6, Two-way ANOVA, with Bonferroni post-

test). Abbreviations: DOX, doxorubicin; CI, combination index; Ant, antagonism. 
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Figure 3.9. Diminished expression of drug-efflux ABC transporters p-glycoprotein (Pgp) and 

breast cancer-related protein (BCRP) in spheres, after IWR-1 treatment for 96h. Numbers 

represent relative protein expression in IWR-1 versus DMSO-treated cells after normalization to β-

actin (loading control). Bold-italic characters indicate decreased expression compared to control 

(DMSO) cells (set at 1). The blots used in the figure are cropped. All the gels have been run under 

the same experimental conditions. **p≤0.01 compared to DMSO-treated cells (N=3, independent 

samples t-test). 

 

 

3.4.6 IWR-1 demonstrates single anti-tumoral activity and synergizes 

with doxorubicin in an osteosarcoma mouse model 

 

After demonstrating the key role of Wnt signaling in CSCs self-renewal and the 

enhanced anti-tumoral activity of IWR-1 in combination with doxorubicin, we then 

tested the efficacy of the same therapeutic approach on tumor progression using a 

mouse xenografted model. For this study animals were subcutaneously injected with an 

osteosarcoma cell line containing CSCs (MNNG-HOS) stably transfected with the pGL4 

vector for monitoring Wnt-mediated TCF/LEF transcriptional activity. When tumors 

reached on average 5mm diameter, tumor-bearing mice were treated each 2 days with 

5mg/kg IWR-1 (intra-tumoral) and each 4 days with 8mg/kg doxorubicin 

(intraperitoneal), for 2 weeks alone or in combination. Treatments were well tolerated as 

no significant alterations on animal’s body weight, fur texture, behavioral activity or 

signs of gastrointestinal toxicity were observed. The effects of drug combinations were 

monitored by measuring tumor volumes and TCF/LEF activity. 
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In line with in vitro observations, the administration of IWR-1 induced a marked 

inhibition of tumor growth as indicated by the slower tumor growth rate and reduction 

in tumor size by 73% and 71% as compared to control and to doxorubicin-treated 

groups respectively, at the end of the treatment (Figure 3.10A,B). Moreover this drug 

potentiated the therapeutic efficacy of doxorubicin in relation to doxorubicin-treated 

animals, as demonstrated by the greater reduction of tumor burden at the end of the 

treatment in opposite to doxorubicin alone that moderately impacted tumor growth. 

Importantly, IWR-1 alone and in combination with doxorubicin led to a further 

attenuation of Wnt/β-catenin signaling in tumors as evidenced by the significantly 

decreased luciferase reporter activity tested after 10 and 15 days of treatment. In 

contrary, doxorubicin alone had no significant effects in TCF/LEF activity, in comparison 

to control animals, suggesting that this drug used in first-line treatment in 

osteosarcoma was not effective in depleting Wnt/β-catenin active-cells that might 

survive and sustain tumor growth (Figure 3.10C,D). 

In fact, mRNA analysis of dissected tumors showed an up-regulation of AXIN2 and 

SOX2 in doxorubicin-treated tumors, an effect that was prevented by co-treatment with 

IWR-1 (Figure 3.10E), suggesting the Wnt/β-catenin signaling is required for the 

enhanced stem-like phenotype. The residual tumors treated with IWR-1 alone did not 

show any up-regulation of AXIN2 or SOX2 that remained comparable to the basal levels 

in DMSO-treated tumors. 

Immunohistochemical analysis of excised tumors revealed a decreased expression of 

the key canonical Wnt signaling player β-catenin at nuclear levels in both IWR-1 and 

doxorubicin+IWR-1 treatment conditions compared to DMSO-treated tumors, which 

displayed positivity for nuclear β-catenin (Figure 3.10F). A few cellular spots also 

stained positively for nuclear β-catenin in doxorubicin-treated tumors. This emphasizes 

the specific in vivo targeting of Wnt/β-catenin signaling, in line with the decreased 

TCF/LEF transcriptional activity observed in Figure 3.10C,D. Furthermore, the absence of 

Sox2 staining in tissue sections of tumors treated with IWR-1 alone or in combination 

with doxorubicin reinforced the role of Wnt signaling as mediator of stemness that 

occurs upon treatment with doxorubicin (Figure 3.10F). 
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Figure 3.10. IWR-1 inhibits tumor growth and potentiates the anti-tumor efficacy of 

doxorubicin in an osteosarcoma mouse model. A. Line graph of the mean tumor volumes at 

the indicated days normalized to day 0 (before starting of treatments) for each treatment group 

(n=3). B. Average mass of excised tumors at day 15 for each treatment group. C. Monitoring of 

Wnt/β-catenin signaling in tumors by measuring TCF/LEF-luciferase activity in tumor-bearing mice 

after treatments with vehicle, doxorubicin, IWR-1 and IWR-1+doxorubicin. Representative 

bioluminescence images of Wnt signaling activity in xenografted tumor-bearing mice, after 2 

weeks of treatment. D. Bioluminescence signals reflecting luciferase activity after treatments 

normalized to the tumor volume on day 0. Data show mean ± SEM. E. Expression of the 

pluripotency transcript SOX2 and Wnt target gene AXIN2 was tested by quantitative RT-PCR in 
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tumors excised from mice after treatments. Box and whiskers graphs represent absolute mRNA 

expression, after normalization of Cq values to three housekeeping genes. F. Excised tumor 

tissues were formalin-fixed paraffin-embedded and subjected to immunohistochemical analysis of 

β-catenin and Sox2 protein expression; bar represents 50µm. Arrows indicate nuclear expression 

of β-catenin and Sox2. Positive control is normal tonsil for β-catenin and Sox2. In A., B., D. and E. 

*p≤0.05, **p≤0.01, ***p≤0.001 compared to control or doxorubicin-only (N=3, One-way ANOVA, 

with Tukey’s post-test). 

3.5 DISCUSSION 

A number of signaling pathways controlling normal stem cell self-renewal and 

functions has been implicated in CSCs’ regulation. In a previous report, we showed that 

osteosarcoma cell lines contain a sub-population of CSCs with active Wnt/β-catenin, an 

important signaling pathway controlling stem cell self-renewal, based on nuclear β-

catenin expression and TCF/LEF transcriptional activity (Chapter 2). In the present study, 

we extended the characterization of Wnt/β-catenin signaling activity focusing on the 

expression of LRP5/6 co-receptors. The expression of some of these markers has been 

observed in osteosarcoma and correlated with disease progression (Hoang et al., 2004). 

However, the presence of transcripts does not necessarily represent active signaling, 

without evidence that their expression can be modulated by specific signaling pathway 

inhibition. Therefore, we conducted a set of experiments demonstrating that Wnt/β-

catenin inhibition is harmful for osteosarcoma CSCs, impairs their stemness 

characteristics inducing apoptotic cell death and synergizes with doxorubicin treatment 

in vitro and in vivo. 

Our data clearly shows that osteosarcoma CSCs were more responsive to Wnt 

inhibition with IWR-1 than their parental cells, as we observed depletion of nuclear β-

catenin, Wnt target genes’ expression (especially AXIN2), possibly via the down-

regulation of TCF/LEF transcriptional activity. TCF/LEF reporter activity was not lowered 

in transfected cells beyond 70% (MG-63 spheres) and 50% (MNNG-HOS and SJSA-1 

spheres) indicating that active feedback loops or alternative mechanisms may exist that 

prevent complete reduction in reporter activity. This fact is not surprising, especially 

because IWR-1 is a specific tankyrase inhibitor (Chen et al., 2009), being this inhibition 

approach upstream of the nuclear TCF/LEF transcript factors location. This may also 

justify that the observed effects may not be exclusively derived from altered β-catenin 

levels. Nevertheless, we also observed that IWR-1 decreased the expression of cyclin D1, 

which is known for its role in controlling cell proliferation by activating G1 kinases 
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(Baldin et al., 1993). Cyclin D1 down-regulation may in fact correlate with the hampered 

cell proliferation observed with IWR-1 treatment in osteosarcoma spheres. Moreover, 

IWR-1 treatment also down-regulated the expression of c-Myc that is involved in the 

reprogramming of cells to induced pluripotency (Ho et al., 2011). Overall, the effects of 

Wnt inhibition were more potent in the MG-63 and MNNG-HOS cells than in SJSA-1, 

which may be explained by the higher magnitude of Wnt activation status in the former 

cells, based on their higher intensity of nuclear β-catenin as assessed by 

immunohistochemistry and TCF/LEF activity (Chapter 2). Moreover, IWR-1 cytotoxic 

effects on cell viability were detected at an earlier time-point (48h) in MG-63 and 

MNNG-HOS spheres than in SJSA-1 spheres. 

Since Wnt/β-catenin has been shown to regulate self-renewal and stemness 

properties in several types of cancer cells, including sarcomas (Jiang et al., 2013; Yan et 

al., 2001; Vijayakumar et al., 2011; Mao et al., 2014) and associated with the 

maintenance and survival of CSCs (Reya and Clevers, 2005), we also explored some 

effects of Wnt inhibition on osteosarcoma stemness. We found that IWR-1 decreased 

secondary sphere formation, which is used as a functional readout of the impaired self-

renewal capacity of CSCs. Moreover, Wnt inhibition was associated with decreased 

Aldefluor™ activity, expression of classic CSC markers involved in pluripotency, such as 

Sox2 (Basu-Roy et al., 2012), and markers involved in the osteogenic differentiation 

potential of mesenchymal cells, such as RUNX2 (Gaur et al., 2005). These results offer 

evidence that inhibiting Wnt signaling might be an approach to eliminate CSCs’ 

capacity to regenerate the tumor cell hierarchy and therefore lead to higher degrees of 

tumor eradication, by compromising their pluripotential and differentiation abilities. 

Cancer stem cells are reasonably well-accepted as being the culprits for resistance to 

conventional chemotherapeutics in osteosarcoma and other tumor types. Therefore, 

CSCs may serve as potential specific therapeutic targets among tumor cells, providing 

that specific signaling pathways and biomarkers governing CSCs’ functionality can be 

pharmacology targeted. Our study provides evidence that Wnt inhibition resulted in cell 

cycle arrest and induction of apoptotic cell death in osteosarcoma spheres via up-

regulation of the apoptotic promoters caspases 3/7 and DNA fragmentation in 

agreement with reports in osteosarcoma (Wessel Stratford et al., 2014) and other cancer 

models (Huang et al., 2009; Tian et al., 2013), including synovial sarcoma (Barham et al., 

2013). Also Dieudonné and colleagues have shown that high Wnt signaling activity 

seems to repress the pro-apoptotic effects of syndecan-2 protein (Dieudonné et al., 

2010), further providing insights for a pathologic role of Wnt signaling in osteosarcoma 
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via modulation of apoptotic-related signaling pathways. Our results also demonstrate 

that Wnt inhibition reversed the intrinsic resistance of CSCs to doxorubicin, acting 

synergistically in the impairment of cell viability. Indeed, other reports support these 

results, as inhibition of Wnt signaling combined with chemotherapy has been shown to 

reverse chemoresistance in osteosarcoma in vitro and in vivo models (Dieudonné et al., 

2012; Ma et al., 2013; Scholten et al., 2014). Moreover, an outstanding study using in 

vivo models of several human tumors revealed that targeting the Wnt pathway 

synergized significantly with classic chemotherapies in decreasing tumor growth (Gurney 

et al., 2012). 

In fact, our in vivo results strengthen the assumption that further investigation may 

be warranted into the potential efficacy of Wnt inhibition in osteosarcoma in parallel 

with the administration of the regular therapies, as we observed that all animals 

receiving pGL4-MNNG-HOS cells treated with IWR-1 and doxorubicin resulted in 

retarded tumor growth, while untreated animals developed large tumor masses. 

Biochemical alterations consistent with Wnt/β-catenin depletion were further confirmed 

by genetic and immunohistochemical analysis of sections excised from mouse tumor 

tissues. Importantly, in addition to the substantial tumor growth inhibition by targeting 

Wnt-active CSCs, IWR-1 prevented the acquisition of stem-like phenotype induced by 

doxorubicin if tumor cells are not properly killed, which could lead to survival and 

expansion of highly tumorigenic cells. Several in vivo validated studies indicate that Wnt 

inhibition exerts anti-tumoral effects by WIF1-mediated (Rubin et al., 2010) or 

dominant-negative LRP5 receptor-mediated (Guo et al., 2008) down-regulation of matrix 

metalloproteinases in osteosarcoma. More recently, other groups have shown that Wnt 

inhibition via TCF inhibition (Dieudonné et al., 2012) or small-molecule compounds that 

induce stabilization of tankyrases (De Robertis et al., 2014) might be an interesting 

approach contributing to the clinical management of osteosarcomas. 

Earlier results published by our group and others using osteosarcoma cell lines and 

patient tumor samples revealed that Wnt/β-catenin signaling is inactive in bone cancers 

(Cai et al., 2010; Du et al., 2014). Herein and in agreement with a recent study (Chapter 

2), we observed that this pathway is specifically active in CSCs isolated with the sphere 

assay, but not in the bulk osteosarcoma parental cells. The activation of Wnt/β-catenin 

signaling in this specific stem-like cell population is not conflicting with the previous 

observation that this pathway is down-regulated in osteosarcoma, since CSCs represent 

a minor subset within the bulk tumor without detectable impact on the Wnt activation 

status due to their relatively small contribution, despite their high intrinsic Wnt activity. 
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Only in CSC-enriched spheres, the activation of the Wnt pathway can be encountered. 

Moreover, Wnt inhibition was selectively cytotoxic for CSC-enriched spheres without 

significant impact in bulk tumor cells, which demonstrates the importance of this 

regulatory pathway in the self-renewal of osteosarcoma stem cells. The analysis of a 

public R2 database containing microarray data revealed that the expression of Wnt 

target genes (DKK-1 and c-Myc) correlates with a poor overall survival in osteosarcoma 

patients (Chapter 4), suggesting that the Wnt/β-catenin activation may represent a new 

candidate for osteosarcoma therapy targeting CSCs. 

The complexity of this pathway has been demonstrated by studies establishing the 

crosstalk between Wnt signaling and other pathways involved in tumorigenesis such as 

FOXO1 (Guan et al., 2015), and also with other putative CSC surface markers such as 

CD133 (Tirinato et al., 2015), which may be both a direct target of TCF/LEF factors 

(Katoh and Katoh, 2007) as well as a stabilizer of β-catenin via HDAC interaction (Mak 

et al., 2012). Despite being considered a universal CSC marker, we did not detect 

expression of CD133 in a large panel of osteosarcoma CSCs including those analyzed in 

this manuscript (data not shown), suggesting that this marker warrants a broader 

validation, at least in osteosarcoma. Also, our own data using the Wnt activator 

SB216763 (GSK3 inhibitor) showed that after 96h this compound did not significantly 

alter proliferation of MG-63 and SJSA-1 cells, as observed previously by Cai et al. (Cai et 

al., 2010). Altogether, all these studies show that the activation/inactivation status of the 

pathway should be analyzed at the cellular level (stem versus non-stem cell 

populations) and reveal the complexity of the Wnt pathway in osteosarcomas. 

 

3.6 CONCLUSION 

In summary, our results demonstrate that Wnt/β-catenin signaling is crucial for the 

maintenance of osteosarcoma stem-like cells, as its pharmacological inhibition impaired 

key stem cell-related characteristics and induced CSCs apoptosis. Moreover, we suggest 

that a potential means of improving the poor response to chemotherapy in patients 

with osteosarcoma would be to consider targeting the Wnt/β-catenin together with the 

established therapies, since the combination can act synergistically. Last but not least, 

our in vivo results offer pre-clinical evidence that Wnt/β-catenin is a potential 

therapeutic target for osteosarcoma treatment. 
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4.1 ABSTRACT 

Development of resistance represents a major drawback in osteosarcoma 

treatment, despite improvements in overall survival. Treatment failure and 

tumor progression have been attributed to pre-existing drug-resistant clones 

commonly assigned to a cancer stem-like phenotype. Evidence suggests that 

non stem-like cells, when submitted to certain microenvironmental stimuli, can 

acquire a stemness phenotype thereby strengthening their capacity to handle 

with stressful conditions. 

Here, using osteosarcoma cell lines and a mouse xenograft model, we show 

that exposure to conventional chemotherapeutics induces a phenotypic cell 

transition towards a stem-like phenotype. This associates with activation of 

Wnt/β-catenin signaling, up-regulation of pluripotency factors and 

detoxification systems (ABC transporters and Aldefluor activity) that ultimately 

leads to chemotherapy failure. Wnt/β-catenin inhibition combined with 

doxorubicin in the MNNG-HOS cells prevented the up-regulation of factors 

linked to transition into a stem-like state and can be envisaged as a way to 

overcome adaptive resistance. Finally, the analysis of the public R2 database, 

containing microarray data information from diverse osteosarcoma tissues, 

revealed a correlation between expression of stemness markers and a worse 

response to chemotherapy, which provides evidence for drug-induced 

phenotypic stem cell state transitions in osteosarcoma. 

 

Keywords: osteosarcoma; stemness; aldehyde dehydrogenase; pluripotency; Wnt/β-

catenin  
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4.2 INTRODUCTION 

Osteosarcoma is the most common primary malignant bone tumor affecting children 

and adolescents. Therapeutic management relies on multimodal conventional therapies, 

consisting essentially of doxorubicin, cisplatin and methotrexate. This regimen improved 

overall survival to approximately 65%, but still nearly 45% of patients develop distant 

metastasis (Pakos et al., 2009). Drug resistance almost invariably occurs, limiting 

treatment effectiveness. Chemotherapy shrinks the tumor mass, but may also exert a 

selective pressure on tumor cells leading to the outgrowth of the fittest surviving 

clones. 

Recently, the ability of tumor cells to adapt to specific microenvironmental stimuli by 

changing their phenotype is believed to constitute a defense mechanism. This 

phenotypic switching allows tumor cells to evade surveillance of the immune system, 

survive unfavorable conditions, and escape therapies. The development of a multidrug-

resistance phenotype has been studied in several tumors and associated, among others, 

with the overexpression or activation of drug efflux pumps (Gottesman et al., 2002; 

Gomes et al., 2006), improved DNA-repair capacity (Oliver et al., 2010), over-activation 

of the anti-apoptotic machinery and with the epithelial-mesenchymal transition 

(Piskareva et al., 2015; Haslehurst et al., 2012). 

Osteosarcoma contains a subset of cells with attributes of cancer stem cells (CSCs) 

also designated tumor-initiating cells (TICs). These cells are endowed with self-renewal 

abilities and can drive tumor growth, dissemination and recurrence after chemotherapy. 

We have previously shown that cells with this phenotype display increased self-defense 

mechanisms against chemotherapy linked to quiescence, enhanced expression and 

activity of drug-efflux transporters and detoxifying systems (Complementary Results, 

Figure C7.1). Furthermore osteosarcoma CSCs express genes involved in self-renewal 

and regulators of the Wnt/β-catenin pathway (Martins-Neves et al., 2012; Chapter 2). 

Evidence supports the hypothesis that CSCs can result from the oncogenic 

transformation of normal stem cells or the acquisition of stemness-related properties by 

non-stem cancer cells in response to microenvironmental signals (Friedmann-Morvinski 

and Verma, 2014). In fact, cancer cells’ exposure to conventional therapies can be a 

novel potential source of plasticity and stemness within tumors (Pisco and Huang, 

2015). Moreover, several studies suggest that chemotherapy (Hu et al., 2012; Abubaker 
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et al., 2013) can promote or enhance a stem cell-related phenotype in previously 

differentiated tumor cells (Auffinger et al., 2014; Lagadec et al., 2013). 

The enrichment of stem-like cells induced by therapy has been subject of research 

(Tang et al., 2011), but the exact mechanisms underlying this phenomenon and whether 

stemness-related markers are correlated with poor outcome in osteosarcoma are still 

open questions. We investigated whether low concentrations of the chemotherapeutics 

most used in osteosarcoma had the ability to induce a stem-like phenotype on 

established cell lines, representative of two histological subtypes of high-grade 

osteosarcoma. We found increased expression of key components involved in 

Aldefluor™ activity, multidrug resistance and embryonic stem cell (ESC)-related 

pluripotency, and activation of the Wnt/β-catenin pathway. These results add new 

valuable information regarding the reprogramming of stemness networks in 

osteosarcoma that may contribute to chemoresistance, and also explain therapy failures, 

which eventually occur after initially well-succeeded therapeutic approaches. 

4.3 MATERIAL AND METHODS 

4.3.1  Cell culture and treatments 

Human osteosarcoma cell lines derived from fibroblastic (HOS, MG-63, MHM, 

MNNG-HOS) or osteoblastic (OHS, U2OS) high-grade osteosarcoma were cultured in 

RPMI-1640 medium (Invitrogen, Karlsruhe, Germany) supplemented with 10% v/v heat-

inactivated fetal bovine serum (Invitrogen) and 1% v/v penicillin/streptomycin 

(Invitrogen), under adherent conditions at 37°C in a humidified incubator with 5% 

CO2/95% air. Cell lines were obtained from the American Type Culture Collection (HOS, 

MG-63, MNNG-HOS, U2OS) or from the EuroBoNeT panel (MHM, OHS) (Ottaviano et 

al., 2010). Cell line authentication was performed using the GenePrint 10 system 

(Promega). Mycoplasm infections were monitored bi-monthly with a PCR-based assay 

(van Kuppeveld et al., 1992). 

Cells were treated with increasing concentrations of doxorubicin (0-100µM, DOXO-

cell®, Portugal), cisplatin (0-100µM, Teva Pharma, Portugal) and methotrexate (0-100µM, 

Teva Pharma) during 48h. Cell viability was assessed using the MTT assay and sigmoidal 

dose-response curves were generated to calculate the mean IC50 values (Table 2.4) of 

each drug that were used in subsequent studies, using Origin Pro 8 software. 
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MNNG-HOS cells were transfected with pGL4.49[luc2P/TCF-LEF RE/Hygro] Vector 

(Promega) as described in Chapter 2, section 2.3.4, and treated with the IC50 

concentrations of each drug during 24h. The Wnt/β-catenin inhibitor IWR-1 (Sigma-

Aldrich®, St Louis, USA) was used at a concentration of 10µM. Luciferase activity was 

measured using the D-luciferin (Caliper Life Sciences Inc., PerkinElmer, Massachusetts, 

USA, 30 mg/mL) as substrate and the Living Image software in IVIS® Lumina XR 

(Caliper). Bioluminescence units represent radiance (photons/s/cm2/sr). Cells were 

treated with doxorubicin 0.5µM, cisplatin 5µM and methotrexate 0.05µM, except where 

indicated. 

4.3.2  Aldefluor™ assay 

Chemotherapy-enrichment of cells with stem-like properties was assessed by testing 

Aldefluor™ activity (Stem Cell Technologies) according to the manufacturer instructions, 

following 24h treatment with a single dose of doxorubicin, cisplatin or methotrexate. 

Chemotherapy-treated cells were collected and analyzed using a BD™ LSR II flow 

cytometer and BD FACSDiva™ software (Becton Dickinson Biosciences). Aldefluor™ data 

were analyzed using WinList™ 3D 7.1 software (Verity Software House, Topsham, ME). 

Further details were given in Chapter 2, section 2.3.11. 

4.3.3  Analysis of mRNA expression 

Total RNA was isolated using TRIzol® reagent from osteosarcoma cells treated with 

doxorubicin, cisplatin or methotrexate, and from homogenized tumor tissues excised 

from untreated and animals treated with doxorubicin alone or in combination with IWR-

1 for 2 weeks. Complementary DNA was synthesized using GRS RT-PCR Kit 

(#GK14.0100, GRiSP Research Solutions, Porto, Portugal). Analysis of mRNA expression 

was performed as described in Chapter 2, section 2.3.9, using the same 

instrumentation and software analysis. PCR-primers used were already published: 

ALDH1A1 (Feldmann et al., 2008), ALDH2 and ALDH7A1 (van den Hoogen et al., 2010) 

(oligos from NZYTech, Lisbon, Portugal), ABCG2, ABCB1 (Gomes et al., 2006), SOX2 (Park 

et al., 2012), KLF4, NANOG, OCT4 (Chapter 2), and AXIN2 (Cai et al., 2010) (oligos from 

Eurofins Genomics, Ebersberg, Germany). Housekeeper genes used for data 

normalization were CAPNS1 and SRPR, which are stably expressed in osteosarcoma 

(Gomes et al., 2006). 

This analysis was performed on the six cell lines, after treatment with doxorubicin, 

cisplatin or methotrexate for 24h and 96h. The first-time point is intended to assess 
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drug effects on the induction of stemness-related gene expression, while the last is 

dedicated to evaluate the long-term drug effects in the selection of a stem-like cell 

population that survived chemotherapy. Analysis of ALDH-related isozymes was only 

tested in the cell lines that were subjected to ALDH activity analysis (HOS, MNNG-HOS 

and U2OS). 

4.3.4  Western blotting 

Western blotting procedures were carried out as previously described (Martins-Neves 

et al., 2012). Protein samples were collected from chemotherapy-treated cells after 48h. 

Expression of BCRP, P-glycoprotein, Klf4, Nanog, Oct4 and Sox2 was tested in total 

protein lysates (prepared in a RIPA buffer) from HOS, MNNG-HOS and U2OS cells. 

Expression of β-catenin was analyzed in nuclear lysates from MNNG-HOS cells. 

Antibody details are given in Table 4.1. 

Nuclear lysates were extracted from HOS, MNNG-HOS and U2OS cell lines treated 

with 0.5µM doxorubicin, 5µM cisplatin and 0.05µM methotrexate for 48h. After washing 

twice with cold PBS, cells were scraped with a lysis buffer (10mM HEPES, pH 7.9, 10 mM 

KCl, 0.1 mM EDTA, protease inhibitors, 0.4% NP-40 and 1mM DTT) and transferred to 

1.5mL tubes. After 30min on ice with occasional vortexing, lysates were centrifuged at 

4°C, 13,000RPM for 7min. Pelleted fraction was then washed once with cold PBS and 

submitted to another centrifugation step. To collect nuclear protein fraction, pellets 

were ressuspended and mechanically dissociated in a nuclear lysis buffer containing 

20mM HEPES, pH 7.9, 0.4 mM NaCl, 1 mM EDTA, protease inhibitors, 10% glycerol and 

1mM DTT. This mixture was then placed on ice for 1h, with vortex each 20min, 

sonicated thrice for 1s at a pulse of 40V and centrifuged as detailed before. The 

supernatant was kept at -20°C until use. 

Table 4.1. Antibodies used in western blotting. 

Antibody  Dilution Source Company  

BCRP 1:250 Mouse  clone BXP-21, Chemicon Int., Temecula, CA, USA 

P-glycoprotein 1:100 Mouse  clone C219, Calbiochem®, Millipore, Germany 

Klf4 1:500 Rabbit  #4038 Cell Signaling Technology, Danvers, MA, USA 

Nanog  1:1,000 Rabbit  #3580 Cell Signaling Technology, Danvers, MA, USA 

Oct4 1:1,000 Rabbit  #2750 Cell Signaling Technology, Danvers, MA, USA 

Sox2 1:1,000 Rabbit #3579 Cell Signaling Technology, Danvers, MA, USA 

β-catenin 1:500 Mouse Cat. 610153, BD Transduction Laboratories™ 

Lamin A 1:1,000 Rabbit #2032 Cell Signaling Technology, Danvers, MA, USA 

β-actin 1:5,000 Mouse Sigma-Aldrich®, St Louis, USA 
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4.3.5  Animal studies and ethics statement 

Animal studies were conducted according to the EU Directive 2010/63/EU for animal 

experiments and approved by the Institutional Ethics Committee of the Faculty of 

Medicine of University of Coimbra (Approval ID:38-CE-2011). 

Two million MNNG-HOS cells in sterile PBS were injected subcutaneously in 

immunocompromised Swiss nude mice (6-8 weeks, Charles River Laboratories). Animals 

(n=3 per group) were left untreated (control), or treated with doxorubicin 8mg/kg alone 

or in combination with 5mg/kg IWR-1, at each two days for 2 weeks. Tumor growth was 

monitored using a caliper and volume estimated using the formula (LxW2)x0.5. Animals 

were sacrificed by cervical dislocation when tumors reached a maximum of 500mm3. 

 

4.3.6  Kaplan-Meier survival analysis 

For the generation of Kaplan-Meier survival curves we explored the R2 database ('R2: 

Genomics Analysis and Visualization Platform - http://r2.amc.nl') which contains 

genome-wide gene expression data of high-grade osteosarcoma patient samples 

(dataset: Mixed Osteosarcoma - Kuijjer - 127 - vst - ilmnhwg6v2). We selected either 

the total samples in the database (“No filter”) or samples with a poor response to 

chemotherapy, which corresponds to less than 90% necrosis after neoadjuvant 

chemotherapy (“Poor response”) for the analysis shown in Table 4.3. High-grade 

osteosarcoma diagnostic biopsies and resections were included in the “No filter” group 

(88 samples) and “Poor response” group (18 samples). 

 

4.3.7 Statistical analysis 

Graphical artwork and statistical analyses were computed with GraphPad Prism 

version 5.04 (GraphPad Software, San Diego, CA), except Kaplan-Meier curves. 

Significance was set at p<0.05. 

http://r2.amc.nl/
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4.4 RESULTS 

4.4.1 Conventional chemotherapeutics increase aldehyde dehydrogenase 

signaling 

To study whether conventional chemotherapy may promote stem-like properties in 

osteosarcoma cells, we generated dose-response curves (at 48h) with increasing drug 

concentrations to determine the mean IC50 of each drug, which were used in 

subsequent studies (Table 4.2 and Figure 4.1). All cell lines displayed a sigmoidal dose-

response curve, in response to the increasing doses of drugs, independently of the 

histological subtype of the tumors from which they were derived (fibroblastic or 

osteoblastic). The average IC50 values of doxorubicin, cisplatin and methotrexate were 

0.5µM (0.31 – 0.92µM), 5μM (3.3 – 15.8 µM) and 0.05μM (0.005 - 0.02 µM), respectively, 

and were used in further experiments. The differences on the drug IC50 values between 

cell lines were not correlated with the basal expression levels of any of the stem cell-

related markers that were analyzed throughout this study (Figure 4.2). 

Table 4.2. IC50 values of doxorubicin, cisplatin and methotrexate in osteosarcoma cell lines. 

IC50 (µM) HOS MG-63 MHM MNNG OHS U2OS 

Doxorubicin 0.91 0.31 0.92 0.46 0.52 0.39 

Cisplatin 3.72 7.55 15.87 3.30 4.17 12.48 

Methotrexate 0.008 0.020 0.022 0.022 0.005 0.007 

 

 

 
 

Figure 4.1. Dose-response curves to doxorubicin (DOX), cisplatin (CIS) and methotrexate 

(MTX) of several osteosarcoma cell lines. See also Table 4.2 for IC50 values. 
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Figure 4.2. Scatter-plots displaying the correlation between the constitutive mRNA 

expression of stem cell-related markers analyzed in this study and the IC50 values of 

doxorubicin, cisplatin and methotrexate. There is no particular linearity or correlation 

between the constitutive mRNA expression of stem cell-related markers and the IC50 

values of doxorubicin, cisplatin and methotrexate. 

We explored whether drug treatment induced an increase in Aldefluor™ activity, a 

functional CSC marker. This study was performed in three cell lines randomly selected 

from our panel, HOS, MNNG-HOS and U2OS, which were used in most subsequent 

studies. Cells were treated for 24h and then assayed with the Aldefluor™ kit, using 4-

diethylaminobenzaldehyde (DEAB) as negative control (Figure 4.3A). 

Relative to non-treated cells, HOS, MNNG-HOS and U2OS cells had significantly 

increased levels of Aldefluor™-positive cells, displaying on average 3.35-, 7.35- and 

6.61-fold increases, after exposure to doxorubicin, cisplatin and methotrexate, 

respectively (Figure 4.3B). We also measured Aldefluor™ activity after 96h, and 

observed the same tendency, although not significant (data not shown), probably due 

to the higher extent of cellular death. This may reflect the selection of slower 

proliferating cells, which are spared by the drugs that mainly kill the faster proliferating 

ones. Interestingly, HOS cells showed on average 3-fold more Aldefluor™ activity after 

chemotherapy exposure, despite that they already display the highest constitutive 

Aldefluor™ activity (≈25%), compared to MNNG-HOS (0.09%) and U2OS cells (0.37%). 



 

Stemness-induction in osteosarcoma using chemotherapy | 

181 

Additionally, we measured the mRNA expression of several gene transcripts 

encoding three ALDH isoforms: ALDH1A1 which is the primary isoform contributing to 

the Aldefluor™-positive profile, a classic marker for stem cells and chemoresistant 

properties in tumors, ALDH2 also a major contributor to Aldefluor™ activity and 

ALDH7A1 recently described in CSCs of several tumors (Shi et al., 2011; Ferreira-Teixeira 

et al., 2015). Gene expression of ALDH1A1 showed the highest fold-change compared 

to untreated cells (doxorubicin 43.22-fold, cisplatin 10.45-fold, methotrexate 11.04-fold). 

The two other isoforms ALDH2, and ALDH7A1 that also contribute to ALDH activity, 

showed a tendency for increased gene expression, although less robust than that of 

ALDH1A1, being on average below 2-fold for all the treatments tested (Figure 4.3C). 

4.4.2  Chemotherapeutics up-regulate multidrug resistance-related 

transporters 

To investigate whether chemotherapy enhanced ABC transporters, we measured the 

expression of ABCG2/BCRP and ABCB1/P-glycoprotein. mRNA expression increased 

significantly upon 24h and 96h of exposure to doxorubicin, which demonstrated to be 

the most potent inductor of drug transporters. Compared to cisplatin and methotrexate, 

doxorubicin showed the highest capacity to induce and maintain the concomitant up-

regulation of ABCG2 and ABCB1 at least during 96h. Cisplatin and methotrexate only 

increased significantly the expression of ABCG2 at 24h (Figure 4.3D). This may be due 

to the fact that methotrexate is preferentially discarded enzymatically by dihydrofolate 

reductase activity (Scionti et al., 2008) and cisplatin is not a transport substrate of P-

glycoprotein or BCRP (Shi et al., 2011). 

We then examined the protein expression of these markers in the HOS, MNNG-HOS 

and U2OS cells following treatment with the same concentrations of chemotherapy 

used for mRNA analysis, but during 48h. Drugs induced a differential overexpression of 

BCRP and P-glycoprotein in these particular cell lines. Doxorubicin induced an up-

regulation of both transporters in MNNG-HOS cells, but not in U2OS or HOS cells. 

Cisplatin and methotrexate up-regulated both transporters in the U2OS cells and P-

glycoprotein in the MNNG-HOS cells (Figure 4.3E). Interestingly, none of the three 

drugs was able to induce an up-regulation of BCRP or P-glycoprotein in HOS cells. This 

may be due to the fact that HOS cells have the highest constitutive Aldefluor™ activity 

(Chapter 2, section 2.4.7), which can be interpreted as an intrinsic self-defensive 

mechanism to evade drug-induced cytotoxicity. 
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Figure 4.3. Chemotherapeutics enhance the fraction of Aldefluor™-positive cells and up-

regulate the expression of multidrug resistance-related proteins in osteosarcoma cells.        

A. Representative flow-cytometry dotplots showing the gating strategy used to detect ALDH-

positive events in HOS cells treated with cisplatin 5µM. Diethylaminobenzaldehyde (DEAB) served 

as a negative control. Aldefluor™ green fluorescence signal was collected on the blue 530/30 

channel. B. Osteosarcoma cell lines have significantly increased Aldefluor™ activity, after 24h of 

exposure to doxorubicin (DOX), cisplatin (CIS) or methotrexate (MTX), compared to untreated cells 

(set at 1, represented by the dashed line). C. Expression of ALDH-related gene isoforms is 

significantly increased after 24h of drug exposure, in relation to untreated cells (set at 1). Data 

represents relative mRNA expression of drug-treated cells (HOS, MNNG-HOS and U2OS) in 

comparison to untreated cells, after Ct values normalization using two housekeeping genes. 

*P<0.05, **P<0.01, Mann-Whitney test. In panels (B-C) HOS, MNNG-HOS and U2OS cells were 
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tested and each dot represents a cell line. D. Relative mRNA levels of ABCG2 and ABCB1 of drug-

treated cells normalized to untreated cells. Six osteosarcoma cell lines described in the Methods 

section were treated with DOX (0.5µM), CIS (5µM) or MTX (0.05µM), for 24 and 96h. E. Expression 

of BCRP and P-glycoprotein (Pgp) in total protein extracts from HOS, MNNG-HOS and U2OS cells 

after exposure to the same drug concentrations for 48h. Numbers below protein bands represent 

relative protein expression in treated versus untreated control (CTR) cells after normalization to β-

actin (loading control). Bold-italic characters indicate increased expression compared to CTR cells 

(set at 1). 

4.4.3  Chemotherapeutics up-regulate pluripotency-related markers 

expression 

The ESC-associated genes KLF4, NANOG, OCT4, and SOX2, known to play a 

prominent role in self-renewal and pluripotency, are up-regulated in sphere-forming 

cells isolated from osteosarcoma cell lines, without any previous exposure to 

chemotherapy (Chapter 2). We tested whether drugs could induce stemness in 

osteosarcoma cells, by measuring changes in the mRNA expression levels of these 

transcripts following drugs exposure. This assay was performed in all cell lines enrolled 

in this study. In general, all drugs induced pluripotency in osteosarcoma cells through a 

variable up-regulation of transcription factors in relation to untreated cells (Figure 

4.4A). Doxorubicin significantly increased the average gene expression levels of KLF4, 

NANOG and SOX2, but not of OCT4, at both 24h and 96h. Cisplatin was also equally 

effective in inducing up-regulation of these genes, except SOX2 at 96h. Methotrexate 

had similar significant effects, except for NANOG and SOX2 at 96h (Figure 4.4A). 

Afterwards, we validated these results in total protein lysates from HOS, MNNG-HOS 

and U2OS cells (Figure 4.4B) by Western blot analysis and found that each drug per se 

induced a significant up-regulation of at least two transcription factors in each of the 

cell lines. The discrepancy between gene and protein expression observed for some 

genes and treatment conditions might be explained by the fact that post-transcriptional 

and post-translation modifications may occur. In fact, some studies suggest that the 

correlation between mRNA expression and protein levels can be as little as 40% 

depending on the system (Vogel and Marcotte, 2012). 
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Figure 4.4. Chemotherapeutics significantly up-regulate the expression of pluripotency-

related genes in osteosarcoma cells. A. Osteosarcoma cell lines were treated as monolayer 

cultures with doxorubicin (DOX), cisplatin (CIS) or methotrexate (MTX), for 24 or 96h. Data 

represents relative mRNA expression of drug-treated cells in comparison to control (CTR) cells 

from the panel of six cell lines described in the Methods section, after Ct values normalization 

using two housekeeping genes. *P≤0.05, **P≤0.01, ***P≤0.001, compared to CTR untreated cells, 

Mann-Whitney test. B. Protein expression levels of pluripotency-related markers in total protein 

extracts from the indicated cell lines after 48h drug exposure. Numbers below protein bands 

represent relative protein expression in treated versus untreated cells after normalization to β-

actin. Bold-italic characters indicate increased expression compared to untreated cells (set at 1). 

 

4.4.4  Wnt/β-catenin signaling is activated after chemotherapy 

We checked the activation status of the developmental Wnt/β-catenin pathway in 

drug-treated cells, by testing the levels of AXIN2, a specific Wnt/β-catenin signaling 

target gene (Jho et al., 2002). This signaling pathway appears to be specifically activated 

in osteosarcoma spheres displaying stem cell properties, but not in differentiated cells 

(Chapter 2, section 2.4.4). An up-regulation of AXIN2 was observed after exposure to 
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all drugs, being statistically significant at 24h (doxorubicin and methotrexate) and 96h 

(cisplatin and methotrexate) (Figure 4.5A). 

Next, we tested whether chemotherapy leads to an increase in the Wnt/β-catenin 

signaling activity through β-catenin-TCF/LEF-mediated transcriptional activity. This study 

was performed in the MNNG-HOS cell line, since these cells display the highest up-

regulation of AXIN2 after drug treatment. As shown in Figure 4.5B, TCF/LEF 

transcriptional activity increased significantly after treatment with doxorubicin (3.33-fold 

at 0.5 µM), cisplatin (3.30-fold at 5 µM) and methotrexate (2.27-fold at 0.05 µM), 

indicating that chemotherapy up-regulated the canonical Wnt signaling in these cells. 

To further explore if Wnt/β-catenin activation could be prevented by specific Wnt 

inhibition, we treated pGL4-transfected MNNG-HOS cells with doxorubicin in 

combination with IWR-1 (a selective tankyrase inhibitor antagonist of the Wnt/β-catenin 

pathway). The combination of IWR-1 with doxorubicin decreased TCF/LEF reporter 

activity (Figure 4.5C) and prevented nuclear β-catenin accumulation (Figure 4.5D) 

induced by doxorubicin treatment alone. Levels of total β-catenin protein were slightly 

increased by doxorubicin treatment, but the combination with IWR-1 induced a 

reduction in total β-catenin, consistent with the expected mechanism of action of this 

tankyrase inhibitor, which leads to β-catenin destruction at the cytoplasmic level (Figure 

4.5D). IWR-1 counteracted the stemness-related phenotype induced by doxorubicin, as 

in the presence of IWR-1, expression of ALDH1A1, ABCG2, OCT4 and AXIN2 transcripts 

was significantly decreased, compared to doxorubicin-only treated cells (Figure 4.5E). A 

similar tendency, although not significant, was observed for ABCB1, KLF4, NANOG and 

SOX2. Furthermore, we explored whether inhibition of Wnt stemness-related pathway in 

MNNG-HOS cells correlated with increased cell sensitivity to doxorubicin, as resistance 

to chemotherapy is a key characteristic of stem-like cells. Cells were treated with 

increasing concentrations of doxorubicin, with or without IWR-1. Wnt inhibition in fact 

elicited a significant decrease in cell viability, providing evidence that the inhibition of 

Wnt pathway can sensitize osteosarcoma cells to doxorubicin in parallel with blocking 

the acquisition of stemness features by tumor cells (Figure 4.5F). 
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Figure 4.5. Chemotherapeutics activate the Wnt/β-catenin signaling in osteosarcoma cells.   

A. Six osteosarcoma cell lines were treated as monolayer cultures with doxorubicin (DOX), 

cisplatin (CIS) or methotrexate (MTX), for 24 or 96h, and tested for AXIN2 mRNA expression.     

B-C. Luciferase reporter assays using pGL4.49[luc2P/TCF-LEF RE/Hygro] reporter plasmid in 

MNNG-HOS cells treated with DOX, CIS or MTX (B), or combination of DOX with the Wnt 

inhibitor IWR-1 (10 µM) for 24h (C). Bar graphs represent luciferase activity ± SEM 

(photons/s/cm2/sr) in drug-treated versus untreated CTR cells, and **P≤0.01, **P≤0.001, 

independent samples t-test. D. Nuclear β-catenin protein in MNNG-HOS cells treated with DOX 

or the combination DOX+IWR-1. Numbers below protein bands represent relative protein 

expression in treated versus untreated cells after normalization to lamin A, used as a nuclear 

loading control. Levels of total β-catenin were normalized to β-actin. E. Effects of Wnt inhibition 

on the expression of stemness-related genes induced by DOX, in MNNG-HOS cells. *P≤0.05, 

compared to DOX-treated cells, Mann-Whitney test. F. Effects of Wnt/β-catenin inhibition on 

MNNG-HOS cell survival following treatment with DOX. Cell viability was estimated using MTT 

assay after 48h drug exposure. Data represents mean ± SEM (N=3). **P≤0.01, ***P≤0.001, 

compared to cells treated with DOX alone; Two-way ANOVA, with Bonferroni post-test. In A. and 

E. data represents relative mRNA expression of drug-treated cells in comparison to control (CTR) 

cells, after Ct values normalization using two housekeeping genes and, *P≤0.05, **P≤0.01, 

***P≤0.001, compared to CTR untreated cells, Mann-Whitney test. 
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4.4.5 Doxorubicin up-regulates stemness markers expression in an 

osteosarcoma mouse xenograft model 

We validated the results observed in vitro using an in vivo osteosarcoma 

subcutaneous model. Doxorubicin alone and combined with IWR-1 caused a decrease in 

the tumor growth rate as compared to the control group (Figure 4.6A). However, the 

combination of both drugs elicited a higher inhibitory effect in tumor growth 

comparatively to doxorubicin-treated animals, as indicated by the average mass of 

tumors excised from mice in control (780±125 mg) and treated groups (doxorubicin: 

535±21 mg; doxorubicin+IWR1: 130±70 mg) (Figure 4.6B). Body-weight remained 

stable and did not differ significantly between the three groups during the 2-week 

period (Figure 4.6C). 

Excised tumors were tested for the expression of the transcripts previously analyzed 

in vitro (Figure 4.6D). We found a marked tendency for increased expression of all the 

aldehyde dehydrogenase-related transcripts analyzed being 84.16-, 9.66- and 9.48-fold 

higher than the average expression in control group for ALDH1A1, ALDH2 and 

ALDH7A1 isoforms, respectively. A significantly increased expression of ABCG2 (2.77-fold 

versus control) and ABCB1 (5.96-fold) was observed in doxorubicin-treated tumors. 

Moreover, all the pluripotency-related genes tested, except KLF4 (0.45-fold versus 

control), were also increased (27.4-fold OCT4, 11.42-fold NANOG and 3.13-fold SOX2) in 

doxorubicin-treated tumors. Doxorubicin also increased the expression of the Wnt 

specific target AXIN2 on average 8.66-fold, an effect that was prevented by IWR-1. IWR-

1 also counteracted the doxorubicin-induced expression for both ALDH isoforms and 

drug transporters and induced a decreasing tendency of OCT4 and SOX2 

overexpression (Figure 4.6D). 
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Figure 4.6. Combination of IWR-1 and doxorubicin suppresses tumor growth rate and 

prevents the up-regulation of stemness-related markers. A. Subcutaneous tumor volumes at 

the indicated time-point normalized to the tumor volume when treatments were initiated. Data 

shows mean ± SEM of three independent tumor samples; **P≤0.01, ***P≤0.001, two-way ANOVA, 

compared to control (CTR) for the same time-point. B. Tumor masses and representative images 

of excised tumors from the control and treated animals. *P≤0.05, Mann-Whitney test. C. Animal 

body mass showed no differences between CTR, DOX and DOX+IWR-1 treatment over the total 

time-period tested. Bar graphs represent mean ± SEM of three independent tumor samples. D. 

mRNA expression of ALDH isoforms, drug-efflux transporters, pluripotency-related markers and 

Wnt target gene AXIN2. All genes with the exception of KLF4 are up-regulated in the DOX-

treated tumors compared to CTR group (N=3 per group). *P≤0.05 compared to CTR group, 

#P≤0.05 compared to DOX-treated group, Mann-Whitney test. 

 

 



 

Stemness-induction in osteosarcoma using chemotherapy | 

189 

4.4.6 Expression of stemness markers correlates with worse overall 

survival in osteosarcoma patients with a poor response to 

chemotherapy 

To reinforce that expression of key markers associated with stemness characteristics 

might be enhanced upon chemotherapy and convey clinical significance to our study, 

we explored data from the R2 bioinformatic tool. Kaplan-Meier analysis extracted from 

the database revealed that a high expression of ABCG2, but a low expression of ABCB1, 

showed a tendency to correlate with worse overall survival in patients with a poor 

response to chemotherapy (“Poor response” group) (Table 4.3 and Figure 4.7). Also, 

high ABCG2 expression, but not ABCB1, correlated with worse metastasis-free survival in 

the same set of samples (Table 4.3). We found that high expression of KLF4, NANOG 

and SOX2, but not of OCT4, correlate with worse overall survival, in the set of samples 

classified as “Poor response” (Figure 4.7B). Moreover, in this set of samples, KLF4 and 

SOX2 expression also correlates with worse metastasis-free survival (Table 4.3). 

Table 4.3. Overall survival and metastasis-free survival (considering the worst prognosis) in total 

samples and samples filtered in “Poor response” (Kuijjer R2 database, see Material and Methods, 

section 4.3.6) according to the levels of mRNA expression (high or low) of the indicated 

transcripts. 

 No filter Filter: Poor response 

 Worse overall 

survival 

Worse 

metastasis-free 

survival 

Worse overall 

survival 

Worse 

metastasis-free 

survival 

Pluripotency transcription factors 

KLF4 High High High High 

NANOG Low Low High Low 

OCT4 (POU5F1) Low Low High Low 

SOX2 Low Low High High 

Drug-efflux transporters 

ABCB1 Low High Low Low 

ABCG2 Low High High High 

Wnt target genes 

AXIN2 Low High Low Low 

CTNNB1 High High Low Low 

DKK-1 High High High High 

MYC High High High High 
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We also analyzed the expression of AXIN2 and CTNNB1 (β-catenin). A low expression 

of both transcripts correlated with worse overall survival in the “Poor response” filtered 

samples of the database (Figure 4.7C). However, we found that low expression of 

AXIN2 correlated with worse overall survival in the total samples available on the 

dataset, but a high expression of the oncogene and Wnt mediator CTNNB1 correlated 

with worse overall survival (Figure 4.7D). Moreover, analysis of the expression of other 

Wnt/β-catenin targets, such as DKK-1 and MYC revealed that a high expression of these 

genes correlates with worse overall survival in both groups of samples analyzed (“No 

filter” and “Poor response”) (Table 4.3). 

 

 
 

Figure 4.7. Kaplan-Meier analysis of osteosarcoma patient data available in the R2 

bioinformatic tool, in patients with poor response to chemotherapy (“Poor response”) (A-C) 

and in the non-filtered samples present in the database (D). A. Data shows that high ABCG2 

(but not ABCB1) mRNA expression levels correlate with worse overall survival in “Poor response” 

samples. B. Moreover, high KLF4, NANOG and SOX2 (but not OCT4) transcript expression levels 

correlate with worse overall survival in the same set of samples. C-D. The same type of analysis 

reveals that low AXIN2 and CTNNB1 expression correlate with worse survival in “Poor response” 

samples; high CTNNB1 (but not AXIN2) expression levels correlate with worse overall survival in 

the total set of samples of the R2 database. 



 

Stemness-induction in osteosarcoma using chemotherapy | 

191 

4.5 DISCUSSION 

Cancer cell populations displaying stemness features and enhanced survival capacity 

seem to mediate chemoresistance. However, whether chemotherapy can potentiate 

stem-like characteristics in osteosarcoma non-stem cell populations is still unknown. 

Here we provide evidence that conventional chemotherapeutics used in osteosarcoma 

treatment induce stemness properties in differentiated osteosarcoma cells through 

activation of the Wnt/β-catenin pathway, as summarized in Figure 4.8. 

 

 
 

Figure 4.8. Schematic representation of the mechanism underlying the chemotherapy-

induced stemness in osteosarcoma. Chemotherapeutics, such as doxorubicin, activate the self-

renewal related Wnt/β-catenin signaling pathway, which modulates the activity of stemness-

related networks, pluripotency transcription factors and detoxification-related pathways (ALDH 

and ABC transporters). Inhibiting Wnt signaling with IWR-1 counteracts the doxorubicin-induced 

stemness phenotype in osteosarcoma and increases cells’ susceptibility to drug effects. 
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Aldehyde dehydrogenases play an important role in chemoresistance and have been 

considered an integral part of the stem cell signature in some tumors (Zhuang et al., 

2012). We observed a significant increase of the Aldefluor™ activity after cells’ exposure 

to doxorubicin, cisplatin and methotrexate. Induction of this phenotype occurred 

immediately after 24h as an adaptive trait to stress-induced chemotherapy, and was 

maintained to at least 96h suggesting that a subset of cells with an intrinsic capacity to 

survive the harmful drug effects was enriched after treatment and concurrently 

displayed a pronounced capacity for drug detoxification. This phenotype was 

accompanied by a significant increase of the ALDH1A1, ALDH2 and ALDH7A1 isozymes, 

suggesting they can contribute to Aldefluor™ positivity (Le Magnen et al., 2013; Landen 

et al., 2010) but also for further development of chemoresistance (Moreb et al., 2012) 

and associated invasive phenotypes (van den Hoogen et al., 2011). We cannot exclude 

that other ALDH isoforms can contribute to the Aldefluor™ activity observed in our 

panel of cell lines, particularly ALDH1A3, which has been found in ALDH-positive cells of 

some tumors (Saw et al., 2012; Marcato et al., 2011). Doxorubicin induced an increase in 

the mRNA expression of the previous ALDH isozymes in the xenograft model. Our 

results are in line with several reports demonstrating an increase in ALDH-positive cells 

after chemotherapy. Some of them showed that high ALDH1 expression in post-

treatment species is a predictor of poor prognosis in several cancer types (Ginestier et 

al., 2007). However, an analysis using the R2 bioinformatic tool allowed us to conclude 

that, at least at genomic levels, the high expression of ALDH-related isozymes 

ALDH1A1, ALDH2 and ALDH7A1 in high-grade osteosarcoma tissue samples does not 

correlate with worse overall survival or metastasis-free survival in the groups of samples 

selected for analysis (data not shown), suggesting that in osteosarcomas these enzymes 

do not necessarily have a predictive value in terms of outcome. 

Several studies demonstrated that stem-like cells express high levels of ABC 

transporters that actively contribute to their enhanced chemoresistance (Martins-Neves 

et al., 2012; Lou and Dean, 2007). Augmented expression of ABCG2 and ABCB1 was 

consistently observed after doxorubicin exposure overtime but the same tendency was 

not so clearly seen after cisplatin or methotrexate treatment. Doxorubicin is a substrate 

for both ABCB1 and ABCG2 drug efflux transporters. Even though we observed a 

tendency of increased ABCB1 expression after exposure to methotrexate for 24h, the 

same tendency was not maintained after 96h. Methotrexate is a chemotherapeutic drug 

generally not regarded as a substrate for ABCB1 (Gregers et al., 2015). Moreover, 
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methotrexate is preferentially discarded by dihydrofolate reductase activity in cancer 

cells (Shi et al., 2011). These two facts may contribute to the differences observed 

between doxorubicin and methotrexate in the induction of ABCB1 expression. Cisplatin 

did not induce significant increases of ABCB1 and ABCG2 transporters for both time-

points tested, since this drug is not a substrate for ABCB1 and ABCG2 (Shi et al., 2011). 

Nevertheless, we also observed increased expression of both ABC transporters in 2 

(MNNG-HOS and U2OS) out of 3 cell lines, with HOS being the exception. This may be 

due to their exceptionally higher Aldefluor™ activity, which may supply HOS cells 

sufficient protection from cytotoxic compounds avoiding cells’ necessity to explore 

other detoxification-related mechanisms. We did not explore the existence of a side-

population fraction, but the increased ABCG2 expression indicates that this functional 

characteristic may also occur in osteosarcoma cells after doxorubicin treatment. This is a 

plausible hypothesis since a direct correlation seems to exist between the side-

population fraction and ABCG2 mRNA expression in osteosarcoma cell lines (Chapter 2, 

section 2.4.6). Overall, these results also corroborate the recent hypothesis that stem 

cell subsets might be heterogeneous in nature, and respond differentially to 

microenvironmental stimuli such as chemotherapeutic insults (Chen et al., 2012). 

The interplay of signaling pathways coordinating pluripotency and self-renewal is a 

well-described feature in human cancers (Atlasi et al., 2014). We observed significant 

increases in the expression of ESC-related factors at both gene and protein levels after 

drug treatment in vitro. Similar results were observed in our doxorubicin-treated in vivo 

model, with the exception of KLF4. Moreover, also in patient tissue samples with a poor 

response to chemotherapy (“Poor response”), the mRNA expression of all the previously 

mentioned ESC transcripts correlated with poor overall survival (Table 4.3). These results 

are in line with previous reports showing that chemotherapeutics can modulate the 

expression of such stemness-related markers leading to survival and expansion of highly 

tumorigenic cells in several tumors (Tsuchida et al., 2008). 

Our results showed an up-regulation of AXIN2 expression in the panel of 

osteosarcoma cells lines after treatment with the three drugs, and also in the excised 

tumors following treatment with doxorubicin. Since AXIN2 expression might also be 

modulated by other signaling pathways (Hughes and Brady, 2005), we measured the 

TCF/LEF-luciferase transcriptional activity in MNNG-HOS cells. All drugs increased 

luciferase activity, demonstrating specific activation of Wnt signaling in this cell line. 

Importantly, Wnt inhibition using IWR-1 prevented the doxorubicin-induced reporter 
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activation and expression of stemness markers, suggesting a role for the Wnt signaling 

in the positive regulation of stem cell-related markers. In fact, Wnt/β-catenin signaling 

has been shown to regulate ESC differentiation and self-renewal via β-catenin regulation 

(Kielman et al., 2002; Cheng et al., 2013) and to sustain the expression of specific 

pluripotency transcription factors (Sato et al., 2004; ten Berge et al., 2011). Moreover, 

Wnt/β-catenin seems to regulate the transcription of ABCG2/ABCB1 in osteosarcoma. 

Here we showed that doxorubicin-induced expression is counteracted by Wnt inhibition, 

emphasizing that the regulation of key players involved in therapy resistance is under 

the control of Wnt signaling, as in other tumors (Yamada et al., 2000; Stein et al., 2012; 

Corrêa et al., 2012), a fact that may contribute to tumor progression (Kim et al., 2012). 

In fact, we observed that Wnt/β-catenin inhibition using IWR-1 prevented the 

doxorubicin-induced expression of all the transcripts we tested in vitro. Importantly, 

such effect was also verified in vivo in the osteosarcoma model. Co-treatment of IWR-1 

with doxorubicin significantly reduced the doxorubicin-induced expression of all ALDH 

isoforms and a similar trend was observed for ABC transporters, OCT4, SOX2 and 

AXIN2. These results corroborate previous findings of Xu et al. in breast cancer in vitro 

models, where β-catenin silencing reduced the percentage of Aldefluor™-positive cells 

as well as the expression of stem-cell related genes Bmi-1 and c-Myc (Xu et al., 2015). 

Moreover, β-catenin has also been proposed to modulate the transcriptional activity of 

ABCG2, via Twist-1 binding to β-catenin in lung cancer (Chang et al., 2015) and also the 

ABCB1 mRNA expression in chronic myeloid leukemia (Corrêa et al., 2012). This effect 

appears to be mediated via TCF/LEF binding sites within the proximal promoter regions 

of ABC transporters. 

Importantly, data extracted from the R2 database revealed that increased expression 

of the oncogene CTNNB1 and of DKK-1 and MYC Wnt targets correlates with poor 

overall survival in osteosarcoma patient samples, further suggesting that Wnt/β-catenin 

activation might serve as a predictive marker of poor prognosis in osteosarcoma and 

deserves investigation. 

In summary, chemotherapeutic drugs appear to promote a stem-like phenotype 

through activation of the Wnt/β-catenin pathway in osteosarcoma. This may occur by 

induction of a stemness phenotype that takes place immediately at 24h, a time-point at 

which extensive cellular death was not observed (Complementary Figure C7.1) followed 

by a selective enrichment of pre-existing cancer stem-like cells and those that acquired 

this phenotype and survived therapy. This agrees with evidence that tumor cells might 

acquire phenotypic plasticity and explore genetic programs that convene extra resilience 
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and stemness features. Our results open the hypothesis that conventional therapies are 

unlikely to lead to meaningful disease remissions and survival benefits if stem-like cells 

are not targeted. Specifically, we give evidence that targeting self-renewal Wnt/β-

catenin pathway might be an effective approach to overcome the stemness plasticity 

that non-stem cells might acquire after cancer treatments in osteosarcoma. 
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5.1 GENERAL DISCUSSION 

The development of local recurrence and metastatic disease most probably 

attributable to poor response to standard therapy still constitute the major clinical 

problem preventing the cure of high-grade osteosarcoma patients. Despite progress in 

the research of new therapeutic targets and compounds, resistant cells displaying stem-

like properties seem to play a leading role in therapeutic failures and to be the culprit 

cells responsible for associated tumor recurrence. From a biological standpoint, the co-

occurrence of CSCs with distinct properties of self-renewal, tumorigenicity, clonogenicity 

and resistance to chemotherapies, within an individual tumor, is no longer questionable, 

but CSC-targeted therapies are not yet established for the treatment of osteosarcoma 

as well as to other malignancies. One of the reasons is the technical issues concerning 

the isolation of this rare cell subset and the difficulties in unequivocally identify specific 

markers that can substantiate the stem cell-like phenotype in osteosarcoma and the 

histological validation in patient clinical samples. Moreover, the complex genetic and 

phenotypic landscape underlying osteosarcomagenesis hampers the identification of 

unique causative disease markers that may be used as therapeutic targets. 

The studies presented in this thesis aimed to identify these CSCs, characterize 

functionally their stemness profile and tumorigenic properties using established human 

cell lines and in vivo models, and also explore potential targets that might be used for 

the development of CSC-specific therapy in osteosarcoma. Our conclusions provide 

some aspects with clinical relevance in osteosarcoma stem cell research. 

In the first part of this study we characterized the stemness profile of osteosarcoma 

CSCs and showed that it contains heterogeneous stem-like populations. We observed 

that cell lines derived from fibroblastic high-grade osteosarcoma formed spherical 

colonies, enriched for CSCs, more easily than cell lines derived from osteoblastic 

osteosarcoma, which may be explained by the higher degree of differentiation of 

osteoblastic tumors in comparison to fibroblastic tumors. Moreover, previous studies 

using gene expression profiling showed that the histological subtype is retained in cell 

lines (Kuijjer et al., 2011), thereby showing that this phenomenon may be not restricted 

to cell lines but also present in primary tumor samples. We also noted that spheres 

derived from fibroblastic osteosarcoma cell lines partially overlapped with Aldefluor-

positive cells. Moreover, complementary data shows that quiescent and tumorigenic 

spheres, also overexpress ALDH-related transcripts such as ALDH1A1, ALDH2 and 
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ALDH7A1 and transcripts involved in drug efflux, such as ABCG2 and ABCB1 

(Complementary Results, Figure C7.2), which overall may contribute to the heightened 

chemoresistance of osteosarcoma spheres. Indeed, chemoresistance is a well-

documented feature of osteosarcoma CSCs, as we observed that osteosarcoma spheres 

are more resistant to conventional chemotherapeutics, such as doxorubicin, cisplatin 

and methotrexate, than their more differentiated and proliferative counterparts 

(Complementary Results, Figure C7.3, Table C7.2) and their cell cycle profile is nearly 

unaltered after doxorubicin treatment (Complementary Results, Figure C7.4). 

Our results support the notion that diverse and phenotypically distinct CSCs exist 

within osteosarcoma that cannot be prospectively isolated based on a single marker 

approach. In fact, some studies have demonstrated that some degree of heterogeneity 

exists concerning the expression levels of stemness markers in CSC sub-populations. In 

fact, not all CSCs consistently overexpress the core group of e.g. pluripotency 

transcription factors Oct4, Nanog and Sox2 (Basu-Roy et al., 2015), or express classical 

CSC surface markers such as CD133 (Shmelkov et al., 2008). In our own set of 

osteosarcoma cell lines, we found consistent overexpression of Sox2 and Klf4 in spheres, 

but did not detect augmented expression of OCT4 and NANOG in all of them, 

compared to corresponding parental cells (Chapter 2, Figure 2.2). This suggests that a 

variable repertoire of several ESC-like genes, other than those directly involved in 

pluripotency characterizes osteosarcoma stem-like cells. Complementary results showed 

that osteosarcoma spheres also possess enhanced capacity to undergo mesenchymal 

multilineage differentiation when compared to parental cells, which further substantiates 

their stem cell nature (Complementary Results, Figure C7.5, Table C7.3). Importantly, 

we found that osteosarcoma spheres specifically have constitutively activated the Wnt/β

-catenin signaling, an important pathway regulating CSCs self-renewal, as demonstrated 

by nuclear β-catenin staining and TCF/LEF transcriptional activation (Chapter 2, Figure 

2.7). 

 

Several studies suggest that a promising strategy to circumvent chemoresistance 

resides in the hypothesis of inhibiting vital signaling pathways supporting CSCs’ survival 

and stemness maintenance. We demonstrated that in osteosarcoma, the inhibition of 

canonical Wnt signaling compromised CSCs’ survival as the tankyrase inhibitor IWR-1 

elicited specific cytotoxicity towards this cell sub-population and arrested their cell cycle 

progression, paralleled by apoptotic cell death (Chapter 3, Figures 3.1, 3.3, 3.4). 
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Abnormal activity of pathways that control stem-cell self-renewal is crucial to the 

tumorigenicity of CSCs. Moreover, several studies demonstrate that these embryonic 

pathways may crosstalk and interact with other signaling pathways important for 

differentiation, pluripotentiality and survival of CSCs (Cole et al., 2008; Zhang et al., 

2013; Sunayama et al., 2010; Brechbiel et al., 2014). We observed a specific down-

regulation of canonical Wnt signaling in osteosarcoma CSCs elicited by the tankyrase 

inhibitor IWR-1 (Chapter 3, Figure 3.5). IWR-1 diminished the transcriptional expression 

of target genes such as the pathway receptors LRP5, LRP5 and negative regulators 

AXIN2 and DKK-1, and decreased the protein levels of Axin2, which participates in the 

cytoplasmic β-catenin destruction complex, of Cyclin D1 that regulates cell cycle 

progression, and of c-Myc, which is a well-known oncogenic transcription factor 

involved in e.g. cell apoptosis and metabolism. Overall, these effects were more 

pronounced in the osteosarcoma spheres as indicated by the decrease in the β-catenin 

nuclear-to-cytoplasmic ratios, in comparison to that in untreated spheres. The reduction 

of nuclear levels of β-catenin resulted in decrease of TCF/LEF transcriptional activity with 

subsequent down-regulation of Wnt target genes. Although a recent report suggests 

that inhibiting Wnt antagonists such as DKK-1 (Goldstein et al., 2016) may slow the 

growth of osteosarcoma xenografts and inhibit metastasis, we herein demonstrate that 

the activity of Wnt signaling in osteosarcoma should be carefully analyzed, if possible at 

the single cell levels, as the most aggressive CSCs seem to be the ones with pathway 

activation, while bulk parental cells show inactive signaling (Chapter 2, Figure 2.7), as 

previously reported (Cai et al., 2010) and are not as responsive to pathway inhibition as 

osteosarcoma CSCs (Chapter 3, Figure 3.1-3.4). Previous results in fact suggested that 

the Wnt/β-catenin signaling is downregulated in osteosarcoma biopsy samples 

compared to normal osteoblasts (Cai et al., 2010). However, Wnt/β-catenin is activated 

in the small stem cell-like population, consistent with Wnt’s role in stem cell 

maintenance. Therefore, instead of being considered a prognostic marker in 

osteosarcoma, Wnt activation should be envisaged as an important target for therapy to 

eradicate chemoresistant CSCs. Indeed, osteosarcoma spheres, which are constitutively 

resistant to doxorubicin, cisplatin and methotrexate (Complementary Results, Figure 

C7.3, Table C7.3) were sensitized to the cytotoxic effects of doxorubicin by IWR-1 

treatment (Chapter 3, Figure 3.8).  

We also observed that Wnt inhibition with IWR-1 compromised spheres self-renewal, 

an effect that was accompanied by the down-regulation of key pluripotency markers, 

specially Sox2, previously shown as a promising osteosarcoma CSC marker (Chapter 2, 
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Figure 2.2) (Basu-Roy et al., 2012), in vitro and in the in vivo xenograft model (Chapter 

3, Figure 3.10). Wnt inhibition with IWR-1 also induced a down-regulation of Aldefluor 

activity and the expression of Hedgehog-related markers (GLI2, SMO and PTCH1), which 

emphasizes the crosstalk between canonical Wnt signaling and other signaling pathways 

crucial for CSCs survival and self-renewal.  

Our data is corroborated by results observed in breast cancer cells, in which 

inhibition of Wnt signaling also decreased levels of Aldefluor-positive cells (Xu et al., 

2015) and embryonic stem cell markers, ALDH1, ABCG2 and also members of 

Hedgehog signaling GLI1 and GLI2 (Xu et al., 2016). In our set of samples, IWR-1 also 

downregulated expression of RUNX2 and SPARC, which are well-known mediators of 

the osteogenic differentiation cascade of MSCs and known to interact with canonical 

Wnt signaling (Gaur et al., 2005; Nie and Sage, 2009; van der Deen et al., 2012). Our 

results show that there exists crosstalk between Wnt/β-catenin signaling and pathways 

controlling self-renewal and osteogenic differentiation.  

We also found that IWR-1 treatment did not affect cell viability of normal human 

MSCs (Chapter 3, Figure 3.1), which poses an interesting challenge for the design of 

drugs aimed at depleting the CSCs while sparing the function of normal cells. The in 

vivo anti-tumor capacity of Wnt/β-catenin inhibition was demonstrated in xenografted 

osteosarcoma animal models (Chapter 3, Figure 3.10). The massive decrease in tumor 

burden observed in the subcutaneous model after IWR-1 treatment, either alone or in 

combination with doxorubicin, reveals the crucial role of the canonical Wnt signaling in 

mediating the survival and proliferative capacity of stem-like tumor-initiating cell 

populations. In fact, we observed that the reduced tumor growth elicited by IWR-1 and 

doxorubicin combined treatment was associated with a down-regulation of TCF/LEF 

transcriptional activity and expression of AXIN2, Sox2 and nuclear β-catenin. Other 

groups also observed that Wnt inhibition compromised typical features of tumor 

aggressiveness, such as cellular invasion, clonogenicity and in vivo tumor development, 

in murine and human osteosarcoma cells (Brun et al., 2013; Li et al., 2014) and for 

instance in colon cancer (Lau et al., 2013). A combinatorial treatment approach must be 

considered for osteosarcoma patients, being advantageous and synergistic in killing 

both CSC and non-CSC populations within the tumors, as recently observed in other 

tumors (Arqués et al., 2016). 

Altogether these results showed that blockade of Wnt/β-catenin signaling 

suppressed the growth and typical phenotypic characteristics of osteosarcoma CSCs, 
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and suggest that Wnt/β-catenin signaling inhibition constitutes an important CSC-

targeted therapeutic approach in osteosarcoma. 

Conventional chemotherapy has undoubtedly promoted significant survival in 

patients suffering from osteosarcoma in the last decades. However, of particular interest 

for tumor progression associated with therapy failures, relapses and metastasis is the 

stress inflicted onto the residual non-killed cancer cells and the resultant cell state 

phenotypic transition. It is possible that cell stress imparted by cytotoxic agents actively 

induces a state transition specifically into a stem-like state, which actually is a stress-

response state. In fact, we proved that short-term exposure to chemotherapeutic agents 

such as doxorubicin, cisplatin and methotrexate induced stem-like cell phenotypic 

transition in differentiated osteosarcoma cells, as demonstrated by the increased 

expression of pluripotency markers and ALDH-related activity and isozymes, and also of 

drug efflux transporters P-glycoproteins and BCRP, an effect that was mediated by 

activation of the Wnt/β-catenin pathway. Expression of these markers was particularly 

enhanced by doxorubicin treatment. These results primarily observed in vitro were 

confirmed in vivo in a doxorubicin-treated tumor model.  

A variable repertoire of ESC-related markers is found in osteosarcoma CSCs and 

these markers are probably important contributors for the aggressive phenotype of 

osteosarcoma, as their high expression correlates with poor response to therapy 

(Chapter 4, Figure 4.7). For instance, Zheng et al. found that only SOX2 expression was 

augmented upon doxorubicin treatment, but not OCT4 or NANOG (Zheng et al., 2013). 

These results emphasize the fact that chemotherapy may not alter the expression of 

certain stemness genes, which mechanistically operate together in normal embryonic 

stem cells (Kashyap et al., 2009) and that were previously well-established as CSC 

markers. Moreover, they enlighten for both the existence of native heterogeneous CSC 

populations among tumors and also for the occurrence of genotypic/phenotypic 

transitions that may occur after systemic chemotherapies, which can also be dependent 

on the temporal therapeutic window (Goldman et al., 2015) and the tumor 

microenvironment. In fact, in the study described in Chapter 4, we provide evidence 

corroborating this assumption as the expression of KLF4, indicated as a candidate 

osteosarcoma CSC marker (Chapter 2) is increased in vitro, but not in vivo, after 

doxorubicin treatment (Chapter 4, Figures 4.4, 4.6). 

Inhibiting Wnt with IWR-1, however, prevented the altered cell state dynamics 

induced by chemotherapeutic stress in vitro and in vivo (Chapter 4). These results pose 
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the question that drug-tolerant cells support the reprogramming of stemness networks 

which then contribute to the plastic heterogeneity of tumor cells subjected to stressful 

conditions and influence the overall response to treatment. Moreover, to convey some 

clinical relevance to this hypothesis, analysis of microarray data from the publicly 

available R2 database showed that expression of some pluripotency transcripts 

correlates with worse overall survival in patients responding poorly to chemotherapy 

(Chapter 4, Table 4.3, Figure 4.7).   
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5.2 MAIN CONCLUSIONS 

From the results described in this thesis, we presented evidence that 

 different techniques employed in CSC isolation seem to enrich for molecularly 

heterogeneous populations; 

 osteosarcomas contain a small subset of heterogeneous stem-like cell populations 

with overexpression of Sox2 and Klf4 pluripotency-markers; 

 osteosarcoma cell lines have not completely overlapping cell subsets with 

enhanced Aldefluor-activity as well as a side-population subset; 

 tumorigenic osteosarcoma spheres display activated Wnt/ß-catenin signaling; 

 inhibiting canonical Wnt signaling in osteosarcoma CSCs with IWR-1 impaired self-

renewal, Wnt activity and the expression of important stemness-related genes; 

 IWR-1 induced apoptosis of osteosarcoma CSCs and in combination with 

doxorubicin treatment elicited synergistic cytotoxicity; 

 in vivo, IWR-1 alone and in synergy with doxorubicin significantly decreased tumor 

progression, associated with down-regulation of TCF/LEF transcriptional activity, nuclear 

β-catenin and expression of the putative CSC marker Sox2; 

 chemotherapeutic agents induced a phenotypic stem-like cell transition in 

osteosarcoma, by inducing ALDH activity and expression of pluripotency genes and ABC 

transporters; 

 doxorubicin up-regulated stemness markers by activation of Wnt/β-catenin and 

pathway inhibition prevented the doxorubicin-induced stem-like phenotype; 

 expression of stemness-related markers correlated with worst survival in 

osteosarcoma patients. 

 

 

Altogether, our results suggest that phenotypic heterogeneity exists among 

osteosarcoma stem-like cells and depends on the microenvironmental status, and 

that the Wnt/β-catenin is a critical target for therapeutic intervention in 

osteosarcoma cancer stem cell populations. 
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ANNEX I 

METHODS TO ISOLATE CANCER STEM CELLS 
 

Despite intensive research in the past decade, owing to CSCs' rarity and absence of 

established markers, the definition of CSCs has been done mostly based on functional 

criteria. In fact, the discovery of a putative population of stem cells in a certain tumor tissue 

is mostly contingent to the application of rigorous in vitro culture techniques. In this section, 

we highlight several of the in vitro assays currently used to identify and isolate CSCs, 

emphasizing their principles, utility and potential pitfalls in CSC research. 

6.1 SPHERE-FORMATION ASSAY 

The identification of CSCs based on the sphere-forming assay was firstly reported in 

human brain tumors (Singh et al., 2003), a study that actually was subsequent to the very 

initial use of the sphere assay. In fact, Reynolds and Weiss were the first to successfully 

isolate normal neural stem cells using the historical neurosphere assay (Reynolds and Weiss, 

1992). These facts show that CSC research is sometimes based on the transferring of 

knowledge and technical principles used in normal stem cell research. In the particular case 

of osteosarcoma, one decade ago Gibbs and colleagues were the first to successfully report 

the identification and isolation of osteosarcoma CSCs (Gibbs CP et al., 2005). Since then, 

several studies have employed the sphere assay as proposed, including our own group 

(Martins-Neves et al., 2012; Gonçalves et al., 2015). The protocol that Gibbs and co-workers 

optimized has been consistently used throughout our previously published work and in the 

studies described in this thesis. 

The basic principle underlying the sphere assay (Figure C6.1) relies on the capacity of 

the most primitive, undifferentiated and resilient cells to survive the harsh conditions of this 

assay, which do not support the survival and long-term expansion of the majority of cells 

that eventually die by e.g. anoikis, that is the lack of a substrate where the cells can attach. 

 



| Annex I 

 

212 

 

 
 

Figure C6.1. Schema explaining the procedures involved in the sphere-forming assay. 

Diagram depicting the fundamental steps and parameters involved in the sphere assay protocol. 

Pictures represent the MG-63 osteosarcoma cell line, used in the studies described in this thesis. 

The culture conditions employed in the sphere assay usually include: 

Culture of cells in serum-free medium and non-adherent surfaces. Serum-

supplemented media and adherence are both known to promote cancer cell differentiated 

state (Vescovi et al., 2006). Therefore, the elimination of the unknown serum-derived factors 

and adherence facilitate the selection of the more undifferentiated cells. The serum 

starvation of the culture system and the absence of substrate or adhesion factors enable the 

selection of the most primitive cells that are able to survive, and can give rise to spherical 

clones. 

Use of specific mitogens and defined supplements. Compounds such as epidermal, 

basic fibroblast and platelet-derived growth factors, leukemia inhibitory factor, progesterone, 

insulin, selenide, transferrin, putrescine, N2 and B27, or diverse combinations of these 

supplements have been used in the sphere assay. These cytokines and growth factors 

support the survival and expansion of responsive cells, such as stem and progenitor cells 

(Reynolds and Rietze, 2005; Wan et al., 2010). 

Plating of cells at the single-cell level. Assuring that cells are plated as single-cells 

increases the probability that each sphere formed is derived from a single cell and is 

therefore clonal. Single-cell plating also ensures that sphere-formation is due to cellular 

proliferation and not cellular aggregation. The presence of a semi-solid medium such as 

methylcellulose or collagen can help the maintenance of a single-cell culture, assuring that 

each clone is in fact derived from a unique suspended-growing cell. However, it should be 

noted that cell aggregation can still occur, being the cell seeding density and the use of a 

pure single-cell suspension the most determinant factors to avoid this bias. 

Culturing of cells in the abovementioned conditions (or variations) has been used as the 

standard in vitro method for identifying CSCs. The sphere assay and its fundamental steps 
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(Figure C6.1) candidate competent cells to exhibit typical stem-like behavior, namely self-

renewal over extended periods of time (by serial sphere dissociation and replating in sphere 

culture conditions) and capacity to generate differentiated progeny (Clarke et al., 2006). 

Several studies, including our own, provide evidence that this cost- and time-effective 

method permits the successful isolation of CSC displaying stem-like properties and can be 

widely used in cancer research (Fujji et al., 2009; Coulon et al., 2011; Chen et al., 2012). 

Sphere-forming assays, like many other in vitro assays, are associated with some 

limitations. In fact, some critical considerations have to be mentioned, since over the years 

experimental variability has been introduced, which substantially complicates data 

comparison and interpretation (Pastrana et al., 2011). Among the key experimental 

parameters essential for the accurate interpretation of sphere-forming assays are: 

Use of media components. Currently there is no standardized culture media 

formulation that allows comparison of results between different tumor types and sometimes 

even within the same tumor type. Different studies have employed and optimized an 

enormous variety of recipes consisting of different culture media type and cocktail 

supplement combinations. Variability has been observed at the levels of type of supplement, 

concentration and cell exposure time to name a few (Wan et al., 2010). 

Cell density. The central tenet of the sphere assay relies on the clonal sphere origin. 

However, different groups have been considering different cell concentration ranges as 

appropriate for clonal conditions of growth. Several factors can affect clonal density, since 

fusion of spheres can occur, even at low density, and spontaneous and experimenter-

induced locomotion can be observed using live cell imaging techniques (Coles-Takabe et al., 

2008). Therefore, semi-solid matrices may help avoiding intrinsic cell mobility and sphere 

aggregation. Nevertheless, caution should be taken when estimating stem cell frequency 

based on the number and size of spheres, as the most rigorous way of affirming clonality 

involves plating single cells in single mini-wells (clonogenic assay). 

In spite of the mentioned shortcomings, the sphere assay is still widely used in CSC 

research; importantly, most researches are aware that this simple and easy to perform in 

vitro assay represents a phenomenon that does not occur in in vivo settings (Barrett et al., 

2012); however, the physical architecture of spheres can provide such a tridimensional 

environment that the hypoxic inner compartment of spheres may enhance and maintain 

CSC self-renewal, while the surrounding proliferating non-stem cells can provide paracrine 

effects, thus mimicking an in vivo niche (Heddleston et al., 2009). In line with this, the CSC 

community is aware that the sphere assay mainly enriches for a population of stem and 

progenitor cells, together with more differentiated cells (sphere heterogeneity) and the 
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capacity to form spheres does necessarily mean that a certain CSC population will present 

tumorigenic ability (Barrett et al., 2012). In fact, our own unpublished results revealed that 

the osteosarcoma cell line MG-63 is not tumorigenic, even after 60 days of follow-up upon 

cell inoculation in immunocompromised animals, and despite that it showed the highest 

sphere-forming efficiency among the group of cell lines explored in this thesis (Chapter 2). 

6.2 SIDE-POPULATION ASSAY 

The side-population phenotype is also used in the CSC field to identify and isolate stem-

like cells, using flow cytometry (Figure C6.2). This technique was firstly described for use in 

the prospective isolation of normal hematopoietic stem cells, based on their high capacity 

for an active extrusion of cytotoxic compounds. In fact, the multidrug-resistance related 

protein BCRP has been found to be preferentially expressed in hematopoietic progenitor 

cells and linked to efficient efflux capacity of the nuclear-labeling dye Hoechst 33342, being 

the key determinant of the so-called side-population phenotype (Zhou et al., 2001; 

Scharenberg et al., 2002). 

 

 

Figure C6.2. Flow cytometry of the side-population. Side-population (SP) cells can be identified 

using Hoechst-33342 staining. Inhibitors of ABC transporters such as verapamil or reserpine can be 

used to prevent Hoechst-33342 dye extrusion and therefore discriminate between SP and main 

population (MP) cells. Depending on the type and dosage of ABC inhibitor used, different proportions 

of SP cells may be found within the same sample. Adapted from (Jakubikova et al., 2011). 

Although the side-population assay has been used in CSCs identification, it should be 

noted that, similar to what occurs in normal stem cells, dye efflux is not a common property 

of all stem cell populations, the side-population phenomenon is not exclusive of stem cells 

and also not every cancer contains a subset of side-population cells (Golebiewska et al., 

2011). Therefore, critical parameters of the side-population assay are the preparation of a 

viable single cell suspension, taking into consideration cell viability, culture density and cell 

dissociation; type, concentration and possible toxicity of the vital dye used; incubation 
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method namely temperature and duration; type and concentration of the ABC transporters’ 

inhibitor used to establish the negative controls; and the accuracy of the discrimination of 

debris, dead and single cells. 

6.3 ALDEFLUOR™ ASSAY 

The Aldefluor™ assay has increasingly been used in the identification and isolation of 

CSCs in several tumor types. Enzymes belonging to the aldehyde dehydrogenase (ALDH) 

superfamily appear to fulfill the criteria as a marker for both normal and cancer stem cells. 

Two decades ago, Jones and colleagues reported for the first time that viable human 

hematopoietic stem cells and also leukemic stem cells could be identified by flow cytometry 

based on the intracellular activity of ALDH1 (Jones et al., 1995). Some years later, a more 

efficient strategy was reported (Storms et al., 1999), which placed the foundations for the 

currently known Aldefluor™ assay (Figure C6.3). 

 

 
 

Figure C6.3. Principles of the Aldefluor™ assay. Diagram depicting the Aldefluor™ assay protocol. 

Activated Aldefluor™ substrate (BODIPY® -aminoacetaldehyde, BAAA) is oxidized by aldehyde 

dehydrogenases (ALDH) and converted into a fluorescent product (BAA-), which accumulates at the 

cytoplasm in ALDH-positive cells. 4-(diethylamino)benzaldehyde (DEAB), a general inhibitor of ALDH is 

used to establish the control for background fluorescence. 

The basic principles of the Aldefluor™ protocol are depicted in Figure C6.3. Essentially, 

cells that express ALDH activity have the capacity to uptake the uncharged activated 

Aldefluor™ substrate BAAA (BODIPY® -aminoacetaldehyde) by passive diffusion. The 

Activated ALDEFLUOR reagent = BAAA (DMSO activated)

ALDH

Aldefluor prod. = 
BAA-

Pool of 
substrate

Effluxed Aldefluor™ 
product

ABC transporters

Ice, inhibitors

ALDH DEAB

Pool of 
substrate

No product

Shift in fluorescence intensity in
positive samples

Negative control
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enzymatic activity of ALDH then oxidizes BAAA into its fluorescent negatively charged form 

(BAA-), which is retained inside the cell. The use of ABC transporters’ inhibitors or the assay 

buffer provided by the manufacturer prevents the active efflux of BAA-. Highly fluorescent 

cells can then be detected, gated and sorted using flow cytometric techniques. The 

distinction between ALDH-high or ALDH-positive from ALDH-low or ALDH-negative cell 

populations can be made easily and specifically via the use of the specific ALDH inhibitor 

DEAB (4-(diethylamino)benzaldehyde), which quenches background fluorescence intensity 

and is used as a negative control. 

6.4 SURFACE AND CD MARKERS 
The surface markers that describe the stem cells in solid tumors are not as well-

characterized as those identified for the hematopoietic cell system. Stem cells of different 

tissues are not all identical and the dissimilarities concerning e.g. location, self-renewal and 

differentiation are often reflected by specific combinations of phenotypic markers. These 

different combinations of markers form the basis for distinguishing a certain stem cell type 

from another one. In the context of cancer, it appears that CSCs express many of the 

markers commonly used to identify normal stem cells (either embryonic or adult somatic 

stem cells). In general, these cell surface markers are very advantageous to identify and 

isolate CSC populations using the appropriate cell sorting technologies and protocols 

(Figure C6.4). This technique has been widely used in both established cell lines and 

primary tumor samples. 

 

 

Figure C6.4. Sorting of CD-positive cells using flow cytometry. Experimental setup used to identify 

and isolate CD26-positive cells in chronic myeloid leukemia using fluorescence-activated cell sorting 

(FACS) analysis. Separated cells (CD26+ and CD26-) can be used in subsequent parallel experiments. 

Adapted from (Herrmann et al., 2014). 
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The identification of CSC surface markers has been more elusive in mesenchymal tumors 

than in tumors originated from other tissue types. This occurs in part due to the lack of 

agreement on the markers that identify and unequivocally select mesenchymal progenitor 

cells (Chamberlain et al., 2007; Kaltz et al., 2010; Mohseny and Hogendoorn, 2011; Lv et al., 

2014). Nevertheless, for osteosarcoma CSCs several cell surface markers have been reported, 

including CD49 (Ying et al., 2013; Penfornis et al., 2014), CD133 (Li et al., 2013; Ying et al., 

2013), CD117 (Adhikari et al., 2010), CD248 (Rouleau et al., 2012) and CD271 (Tian et al., 

2014), but these markers for osteosarcoma also require a broader validation. 

Technical limitations of sorting CSC based on cell surface markers’ expression include: 

trypsin digestion during the preparation of cell suspensions that may affect the way cells are 

selected, due to altered marker expression; identification of a positive phenotype is often 

described as high or simply positive, middle, low and negative to describe the properties of 

the sorted cells, but these terms are subjective and results depend on the protocols used for 

cell preparation and gating strategies, which are also commonly not described in sufficient 

detail to enable accurate reproduction; also, cell viability of sorted cell population can be 

questioned due to the normal long duration of sorting procedures (Wan et al., 2010). These 

technical pitfalls are also applied to CSCs’ identification using the Aldefluor™ and the side-

population assays, especially because all these methods attempt to identify / isolate very 

low percentages of phenotype-positive cells within the whole tumor cell population. 
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ANNEX II 

COMPLEMENTARY METHODS, RESULTS AND REFERENCES 
 

7.1 COMPLEMENTARY MATERIAL AND METHODS 

7.1.1 Cytotoxicity assays - Estimation of IC50 values 

Spheres and parental cells from MG-63, MNNG-HOS and SJSA-1 cell lines were 

screened for their profile of sensitivity to drugs used in the treatment of patients with 

osteosarcoma, which includes doxorubicin (0-100μM, hydroxydaunorubicin LUMC 

Pharmacy), cisplatin (0-100µM, LUMC Pharmacy) and methotrexate (0-500μM, 

Emthexate PF, methotrexaatnatrium, Pharmachemie Teva, Haarlem, The Netherlands). 

Parental cells and spheres were dissociated, plated in 96-well plates (5,000 and 7,000 

cells/well, respectively) and allowed to attach overnight. Cells at exponential growth 

were incubated with increasing concentrations of doxorubicin, cisplatin and 

methotrexate. Stock solutions of doxorubicin were stored at 4°C, and of cisplatin and 

methotrexate at room temperature, all protected from light. For all drugs, 10-fold 

working dilutions were prepared in sterile PBS, immediately before use. Forty-eight 

hours after drug exposure, culture media was removed and 100µL of fresh media 

containing WST-1 Cell Proliferation Reagent (Roche Diagnostics Netherlands B.V., 1:10 

dilution) were added to each well, to estimate the number of metabolically viable cells 

remaining in culture after drug treatment. Quantification of the water-soluble formazan 

product after WST-1 mitochondrial conversion by viable cells was performed in a 

microplate reader operating in colorimetric mode (Perkin Elmer Victor 3 Model 1420-

012 multi-label microplate reader). Cellular growth inhibition was calculated by dividing 

the absorbance of drug-treated cells by that of control untreated wells. These data was 

then used to compute dose-response curves and estimate the absolute half-maximal 
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inhibitory drug concentration (IC50), using Origin Pro 8.0 (OriginLab Corporation) and 

the dose-response fitting formula: 
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In this equation, IC50 is represented by x0; A1 and A2 are the amplitude of the 

baseline and maximum response, respectively; and p is the slope. In the analysis, A2 was 

set equal to 1. 

 

7.1.2 Multilineage differentiation studies 

Cells were tested for multilineage differentiation, as previously described with some 

modifications regarding cell density and compound-treatment schedule (Mohseny et al., 

2011). Adipogenic and osteogenic differentiation were induced by culturing 6,000 

cells/mL and 5,000 cells/mL, in 24-well and 12-well plates for 2.5 and 3 weeks, 

respectively, using the basal culture medium α-MEM (Lonza, Cat. No. BE12-169F) 

supplemented with 10% v/v FBS, 1% v/v P/S and 1% v/v GlutaMAX™. For chondrogenic 

differentiation, 1×106 cells/mL were pelleted and cultured in suspension in U-shaped 

96-well plates (Greiner Bio-One) for 5 weeks. Basal medium contained DMEM high-

glucose (Invitrogen) supplemented with 1% v/v P/S, 1% v/v GlutaMAX™, proline (40 

μg/mL, Sigma), sodium pyruvate (100 μg/mL, Sigma) and insulin, human transferrin and 

selenous acid (ITS premix, 10μg/mL, BD™ 354350). Human mesenchymal stem cells 

(MSCs) were used as a positive control in all assays. For all experiments, fresh culture 

media and specific supplements were added to cells twice a week (Table C7.1 C7.1). 

Cells were stained as previously described (Mohseny et al., 2011). Stained sections were 

viewed using a Leitz DMRD microscope on brightfield mode, in order to analyze 

extracellular matrix deposition and the presence of cells with chondrocyte-like 

morphology. Extent of differentiation was scored semi-quantitatively: 0 (no staining), 1 

(moderate) and 2 (strong). 

  



 

Complementary Material | 

223 

Table C7.1. Specific supplements used in adipogenic, osteogenic and chondrogenic differentiation 

studies. 

Compound Concentration Notes 

Adipogenic differentiation   

Ascorbic acid 2-phosphate 50 µg/mL From day 0 

Dexamethasone 0.25 μM From day 0 

Insulin 100 μg/mL From day 0 

3-Isobutyl-1-methylxanthine (IBMX) 0.5 mM From day 0 

Indomethacin 50 µM From day 4 

Osteogenic differentiation   

Ascorbic acid 2-phosphate 50 μg/mL From day 4 

Dexamethasone 10-7 M From day 0 

β-glycerolphosphate 5 mM From day 11 

Chondrogenic differentiation   

Ascorbic acid 2-phosphate 50 μg/mL From day 0 

Dexamethasone 10-7 M From day 0 

Transforming growth factor beta 3 (TGF-β3) 10 ng/mL From day 0 

Bone morphogenetic protein-6 (BMP-6) 500 ng/mL From day 0 

Note: All compounds are from Sigma, except TGF-β3 and BMP-6 (R&D Systems, Cat. No. 243-

B3 and 507-BP, respectively). 

7.2 COMPLEMENTARY RESULTS 

 

 
 

Figure C7.1. Viability of HOS, MNNG-HOS and U2OS cells after treatment with doxorubicin 

0.5µM, cisplatin 5µM or methotrexate 0.05µM for 24h (A) or 96h (B). Cell viability was 

determined using the MTT assay, according to the manufacturer instructions. 
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7.2.1 Elevated expression of ABC transporters and aldehyde 

dehydrogenases may mediate osteosarcoma spheres 

chemoresistance 

Osteosarcoma CSCs isolated using the sphere assay displayed increased resistance to 

conventional chemotherapies. To further characterize possible signaling pathways 

mediating this resistance profile, we analyzed the expression of ABC drug efflux 

transporters know to play a key role in actively extruding cytotoxic compounds from the 

cells, and also the expression of isozymes involved in the aldehyde dehyodrogenase 

signaling, well-known to mediate active detoxifying functions within the cell cytoplasm. 

We selected these two classes of biological pathways based on our previous results, 

where we showed that ABCG2 expression correlated with the side-population 

phenotype (Chapter 2). Additionally, increased Aldefluor™ activity was also found in 

both osteosarcoma parental cells and spheres (Chapter 2). Furthermore, doxorubicin, 

cisplatin and methotrexate induced an increase in the expression of ABCG2, ABCB1, 

Aldefluor™ enzymatic activity and the expression of related isozymes ALDH1A1, ALDH2 

and ALDH7A1 (Chapter 4). 

In this part of the work, we then characterized the expression of the aforementioned 

transcripts in osteosarcoma CSCs (spheres) and compared with the expression in 

parental cells. Results revealed that the expression of drug efflux transporters ABCG2 

and ABCB1 was at least 2-fold and 1.5-fold, respectively, significantly higher in MG-63, 

MNNG-HOS and SJSA-1 spheres than in corresponding parental cells (Figure C7.2A). 

Also, expression of ALDH1A1 and ALDH2 isozymes was at least 2-fold higher in 

osteosarcoma spheres of the three cell lines. However, ALDH7A1 expression was 

significantly increased only in MG-63 spheres, compared to parental cells, with no 

relevant differences being observed for MNNG-HOS and SJSA-1 cells (Figure C7.2B). 
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Figure C7.2. Increased expression of drug efflux-related transporters and aldehyde 

dehydrogenase isozymes may mediate spheres chemoresistance. A. Constitutive mRNA 

expression of drug efflux transporters ABCG2 and ABCB1 is higher in spheres than in parental 

cells. B. mRNA expression of aldehyde dehydrogenase isozymes ALDH1A1 and ALDH2 is higher in 

spheres than in parental cells. ALDH7A1 is increased in MG-63 spheres compared to parental 

cells, but not in MNNG-HOS and SJSA-1 cell lines. Expression of these genes was analyzed by 

quantitative RT-PCR, as described in section 2.3.9. Bar graphs represent mRNA expression ± SEM 

in parental cells and spheres, after normalization of Ct values to two housekeeping genes. 

*P<0.05, **P<0.01, ***P<0.001, compared to parental cells, Mann-Whitney test. 

7.2.2 Osteosarcoma spheres display increased resistance to conventional 

chemotherapeutics 

We tested whether CSCs (spheres), isolated from diverse human osteosarcoma cell 

lines using the sphere-formation assay, were more resistance to doxorubicin, cisplatin 

and methotrexate than the main parental population. Cells were exposed to increasing 

concentrations of the three drugs during 48h and afterwards assayed with a cell viability 

test (Figure C7.3). In fact, spheres from MG-63, MNNG-HOS and SJSA-1 cell lines 

showed reduced sensitivity to all drugs in test, with IC50 values being significantly higher 

than those of corresponding monolayer-growing parental cells (Table C7.2). Overall, 

MG-63 spheres displayed the highest resistance profile of the three cell lines, and 

methotrexate was the least harmful drug to the sphere cell populations.  
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Figure C7.3. Osteosarcoma stem cells are highly resistant to conventional drugs. 

Concentration-viability curves of MG-63, MNNG-HOS and SJSA-1 parental cells and spheres to 

doxorubicin (DOX, 0-100µM), cisplatin (CIS, 0-100µM) and methotrexate (MTX, 0-500µM). Cells 

were incubated with increasing doses of chemotherapeutic compounds during 48h. Cell survival 

was tested using the WST-1 assay, and show a significantly higher resistance of spheres to 

chemotherapy than parental cells. Data represent mean values ± SEM performed on triplicate 

experiments. The lines correspond to the fitting using a sigmoidal model. 

Table C7.2. IC50 values of doxorubicin, cisplatin and methotrexate in osteosarcoma parental cell 

lines and corresponding spheres. 

IC50 MG-63 MNNG-HOS SJSA-1 

 Parental Spheres Parental Spheres Parental Spheres 

DOX 0.40 ± 0.15 
48.74 ± 

12.44** 
0.79 ± 0.25 2.46 ± 0.70* 0.67 ± 0.21 1.03 ± 0.16* 

Fold diff. >100 3.11 1.54 

CIS 7.46 ± 3.17 17.55 ± 2.59* 7.13 ± 0.65 11.25 ± 1.71* 6.74 ± 1.59 
29.35 ± 

5.55** 

Fold diff. 2.35 1.58 4.35 



 

Complementary Material | 

227 

MTX 0.011 ± 0.006 100&** 0.017 ± 0.006 
0.069 ± 

0.017** 
0.058 ± 0.025 187&* 

Fold diff. >100 4.06 >100 

Note: Results are expressed as mean ± standard deviation of three independent experiments 

performed in duplicate. *P<0.05 and **P<0.01 compared to parental cells (non-parametric 

Kruskal-Wallis test for multiple comparisons between independent samples). &Values are 

approximations as IC50 values were not achieved in experiments. Abbreviations: IC50 – half-

maximal inhibitory concentration, DOX, doxorubicin; CIS, cisplatin; MTX, methotrexate. 

7.2.3 Osteosarcoma spheres proliferate less than parental cells and are 

less susceptible to doxorubicin-induced cell cycle arresting 

To further explore whether osteosarcoma spheres had a differential cell cycle 

response to doxorubicin, the most commonly used chemotherapeutic for osteosarcoma, 

we treated parental cells and spheres with 0.75µM doxorubicin for 48h and then 

subjected all the cells to flow cytometric analysis using propidium iodide staining 

(Figure C7.4). Comparing firstly the cell cycle profile of parental cells with spheres it is 

possible to observe that parental cells of the three osteosarcoma cell lines have a 

higher proportion of actively proliferating cells, either in the S-phase or G2/M phase, 

than that found in corresponding spheres (S+G2/M percentage range: parental cells – 

21.71% - 56.9%; spheres – 7.16% - 31.99%). These results are in agreement with our 

previous results showing that osteosarcoma CSCs display a behavior consistent with 

that of quiescent cell populations, based on either glucose uptake (Martins-Neves et al., 

2012) or immunohistochemical staining for the proliferation-related marker Ki-67 

(Chapter 2). 

Concerning the cell cycle response to drug exposure, we found that doxorubicin 

caused an expressive accumulation of cells in S and G2/M phases in parental cells, 

consistent with a cell cycle arrest that was accompanied by a proportional decrease in 

the percentage of cells in the G1 phase (Figure C7.4). However, despite that a similar 

effect was observed in osteosarcoma spheres, the proportion of arrested cells was lower 

than that observed in parental cells (S-phase percentage range in doxorubicin-treated 

cells: parental cells – 5.45%–25.19%, spheres – 7.8%-9.07%; G2/M phase – parental cells 

46.07% - 86.62%; spheres – 11.94% - 49.01%). 
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Figure C7.4 Flow cytometric cell cycle analysis of osteosarcoma parental cells and spheres 

upon doxorubicin treatment. Cell cycle phase distribution of parental MG-63, MNNG-HOS and 

SJSA-1 and corresponding spheres after treatment with doxorubicin for 48h. Cells were fixed and 

stained with propidium iodide for cell cycle analysis by flow cytometry. Doxorubicin induced a cell 

cycle arrest in parental cells, but this effect was less prominent in spheres. Abbreviations: D-APO, 

debris+apoptotic cells. 

 

 

7.2.4 Osteosarcoma spheres have mesenchymal multilineage 

differentiation capacity 

We further characterized osteosarcoma stem cells populations by testing their 

capacity to differentiate into several mesenchymal lineages, given the fact that 

osteosarcoma is a mesenchymal-like tumor and MSCs are considered as its cells-of-

origin. Moreover, adult multipotent stem cells are also characterized by their ability to 
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differentiate into multiple lineages (Pittenger et al., 1999). We observed fields of Oil Red 

O-positive cells indicative of adipogenic differentiation, discrete foci of Alizarin Red S 

positivity indicative of mineralization (calcium deposits) in osteogenic medium, and 

matrix deposition or chondrocyte-like structures on chondrogenic differentiation (Figure 

C7.5). For all parental cell lines other than MG-63, which differentiated towards two 

lineages, specific differentiation was achieved towards only one lineage (Table C7.3). In 

contrast, for all cell lines, spheres differentiated towards at least two lineages, either 

partially or in larger fields of the monolayer culture, resembling therefore a more plastic 

and stem-like phenotype. Noteworthy, we observed heterogeneous patterns of 

positively stained cells on differentiated spheres, which can be attributed to progressive 

loss of differentiation capability due to culture on serum-supplemented media. 

 

 

 
 

Figure C7.5. Osteosarcoma spheres display multilineage differentiation capacity. A. 

Morphology of osteosarcoma parental cells and spheres cultured in their regular media and 

adherent (parental) or suspended (spheres) conditions. Magnification: 100×. B. Representative 

images of mesenchymal stem cells (MSC), osteosarcoma parental cells and spheres, after culturing 

in specific conditions leading to mesenchymal-related differentiation. Adipocytes (Adipo) were 

stained with Oil Red O, chondrocytes (Chondro) with toluidine blue and osteocytes (Osteo) with 

Alizarin Red S, after 2.5, 5 and 3 weeks, respectively. Magnification: 400× – adipocytes; 100× – 

chondrocytes; 100× – osteocytes. See also Table C7.3. 
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Table C7.3. In vitro capacity of human MSCs, parental cells and spheres to differentiate into 

multiple mesenchymal lineages. 

  MG-63 MNNG-HOS SJSA-1 

 MSCs Parental Spheres Parental Spheres Parental Spheres 

Adipocytes 2 0  2 2 2 0 2 

Chondrocytes 2 2  1 0 1 0 2 

Osteocytes 2 1 2 0 0 1 2 

 3/3 2/3 3/3 1/3 2/3 1/3 3/3 

Note: After incubation with compounds inducing specific differentiation as described in the 

methods sections, cells displaying adipogenic differentiation were stained with Oil Red O, 

paraffin-embedded cells showing chondrogenic differentiation with Toluidine Blue and cells 

displaying osteogenic differentiation with Alizarin Red S. This table summarizes whether indicated 

cells could differentiate and into which specific lineage(s) of differentiation, based on respective 

dye staining. Human mesenchymal stem cells (MSCs) were used as a positive control. Extent of 

differentiation was scored semiquantitatively as 0 (no staining), 1 (moderate) and 2 (strong). 
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