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Aberrant hippocampal transmission and behavior in mice with
a stargazin mutation linked to intellectual disability
G. L. Caldeira1,2,3,8, A. S. Inácio1,2,8, N. Beltrão 1,2,3, C. A. V. Barreto1,2,3, M. V. Rodrigues 1,2,3, T. Rondão 1, R. Macedo1,4,
R. P. Gouveia1,4, M. Edfawy 1,2,3,5, J. Guedes 1,2, B. Cruz1,4,6, S. R. Louros1,2,7, I. S. Moreira 1,4, J. Peça 1,4 and A. L. Carvalho 1,4✉

© The Author(s) 2022

Mutations linked to neurodevelopmental disorders, such as intellectual disability (ID), are frequently found in genes that encode for
proteins of the excitatory synapse. Transmembrane AMPA receptor regulatory proteins (TARPs) are AMPA receptor auxiliary
proteins that regulate crucial aspects of receptor function. Here, we investigate a mutant form of the TARP family member
stargazin, described in an ID patient. Molecular dynamics analyses predicted that the ID-associated stargazin variant, V143L,
weakens the overall interface of the AMPAR:stargazin complex and impairs the stability of the complex. Knock-in mice harboring
the V143L stargazin mutation manifest cognitive and social deficits and hippocampal synaptic transmission defects, resembling
phenotypes displayed by ID patients. In the hippocampus of stargazin V143L mice, CA1 neurons show impaired spine maturation,
abnormal synaptic transmission and long-term potentiation specifically in basal dendrites, and synaptic ultrastructural alterations.
These data suggest a causal role for mutated stargazin in the pathogenesis of ID and unveil a new role for stargazin in the
development and function of hippocampal synapses.
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INTRODUCTION
Most of the fast component of excitatory neurotransmission in the
central nervous system is mediated by glutamate receptors of the
α-amino-3-hydroxyl-5-methyl-4-isoxazole-propionate type (AMPAR).
These receptors are associated with auxiliary proteins that regulate
their traffic, gating and pharmacology, increasing receptor func-
tional diversity in the brain [1–3]. Members of the transmembrane
AMPAR regulatory protein (TARP) family are widely expressed
AMPAR auxiliary subunits [4], and key modulators of AMPAR-
mediated transmission. The prototypical TARP stargazin (also
known as TARP γ2) was discovered in the ataxic stargazer mouse
[5], which lacks synaptic AMPARs on cerebellar granule cells [6].
Stargazin interacts with both AMPA receptor subunits and synaptic
PDZ-containing proteins such as postsynaptic density protein
95 (PSD95) [7] and this is required for targeting AMPAR to synapses
[7–9]. TARPs, including stargazin, couple with the majority of
AMPAR complexes in the brain, promote receptor trafficking to the
cell surface and their synaptic targeting, and augment their
functional properties [1, 2]. Not surprisingly, stargazin regulates
baseline synaptic transmission and is also involved in Hebbian and
homeostatic forms of synaptic plasticity that are dependent on
tightly regulated AMPAR traffic [10–12].
Impaired glutamatergic synaptic transmission and plasticity

have been implicated in neurodevelopmental disorders [13].
Evidence from human genetic studies suggests that copy number
variation or the presence of rare point mutations in genes

encoding proteins of the ionotropic glutamate receptor complex
may play a role in the aetiology of these disorders [14–18]. Single
nucleotide polymorphisms in the CACNG2 gene encoding
stargazin were associated with a subgroup of schizophrenia
patients [19], and alterations in the DNA copy number and in the
levels of stargazin mRNA were detected in the post-mortem brain
of schizophrenia patients [20, 21]. Dysregulated stargazin expres-
sion was also found in the dorsolateral prefrontal cortex of
patients with bipolar disorder [21], and stargazin polymorphisms
were associated with the response to lithium, a frequent
treatment for bipolar disorder [21, 22]. A de novo missense
mutation in CACNG2 has been identified in a non-syndromic
intellectual disability (ID) patient with moderate severity [16].
Taken together, these data point to a possible link between
stargazin and the pathogenesis of neurodevelopmental disorders,
which has not yet been investigated. Evaluating how human
mutations in the stargazin-encoding gene disrupt synaptic
function and impact behavior may also provide insight into the
physiological role of stargazin.
Here, we investigated the impact of the ID-associated missense

V143L mutation in stargazin [16] in the molecular dynamics (MD)
of the AMPAR:stargazin complex, in the cell surface diffusion of
stargazin and in its ability to traffic AMPAR to the neuronal surface
and to the synapse. To evaluate behavioral, neuronal morphology
and functional alterations triggered by the stargazin V143L variant,
we generated a knock-in (KI) mouse model to express the mutant
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protein. We found that stargazin V143L KI mice display alterations
in cognitive and social behavior, along with altered hippocampal
spine morphology, associated with synaptic ultrastructural defects.
We also found disrupted synaptic transmission and plasticity
and aberrant stargazin phosphorylation in stargazin V143L
mutant mice.

RESULTS
Intellectual disability-associated stargazin V143L mutation
affects the AMPAR:stargazin complex structure
A de novo missense mutation in the CACNG2 gene encoding
stargazin was described in a heterozygous 8 year-old male patient
with moderate, non-syndromic, intellectual disability [16]. This
mutation leads to substitution of valine143 by leucine (p.V143L), a
residue in the third transmembrane domain of stargazin that is
highly conserved among species (Fig. 1a, c), suggesting a critical
role for the function of stargazin. Accordingly, the V143L
substitution was predicted to be damaging using PolyPhen-2
[23], SIFT [24] and PROVEAN [25]. Importantly, this variant has not
been described in databases collecting sequencing variants for
the general population (Genome Aggregation Database or Exome
Variant Server).
In order to characterize the effect of the V143L stargazin

mutation in the structure and dynamics of the AMPAR:stargazin
complex, we used molecular dynamics (MD) simulations. To the
best of our knowledge, there are no MD studies available
regarding AMPAR:TARP complexes. We applied MD algorithms
to predict in silico how the AMPAR:stargazin system responds to a
particular perturbation. To this purpose we used homology
modeling to construct both the WT and V143L models of the
AMPAR:stargazin complex (Fig. 1b–d), based on one of the
described cryo-EM structures for the complex [26]. AMPARs are
composed of two dimers comprised of A/D and B/C subunits,
providing high conformational flexibility [27, 28]. AMPAR:TARPs
shows variable stoichiometry with an apparent maximum of four
TARPs that can be broken down into two groups: TARPs binding X
sites (common interfaces with AMPAR subunits A/B or C/D) and Y
sites (involving subunits A/D or B/C) [28] (Fig. 1b). We will herein
refer to the GluA structure exhibiting the highest contact surface
with the coupled TARP as Main GluA and Secondary GluA to the
other one. We analyzed the effect of the stargazin V143L mutation
at both sites considering different metrics on macromolecular
rearrangements such as cross-correlation analysis (CCA) and root
mean square deviations (RMSD), and at the interfacial level
(solvent accessible surface area - SASA). Free binding energy
(ΔGtotal) calculations were also performed to assess the mutant
effect on the complex binding stability.
Figure 1e reveals the network of correlated/anticorrelated

(same/opposite direction) motions between different regions of
the AMPAR:stargazin complex structure, which informs on the
impact of the stargazin V143L mutation in the overall structural
conformation of the macromolecular complex. Overall CCA results
indicate that the X site is more prone to conformational
rearrangements introduced by the V143L mutation in stargazin
than the Y site. RMSD was used to assess protein conformational
changes between different time points in the trajectory, and their
distribution is shown in Figs. S1 and S2 for all monomers at both
sites, in the WT and mutated complexes. V143L stargazin-
containing mutated complexes show lower density for lower
values than WT complexes, demonstrating a higher flexibility.
Furthermore, ΔΔSASA values (ΔSASAV143L – ΔSASAWT) tend to be
negative, which means that the interface area is larger in the WT
complex when compared to V143L. This is particularly relevant for
transmembrane domain 1 (M1) of Main GluA and the transmem-
brane domains (TMD) 3 and 4 of stargazin. The X site shows the
greatest differences between mutant and WT stargazin, suggest-
ing that the stargazin V143L mutation especially hinders AMPAR:

stargazin interaction at this site (Fig. S3). Last, ΔΔGtotal= ΔGV143L –
ΔGWT= 6.20 ± 0.55 kcal/mol (p < 0.0001), which shows that V143L
leads to a decrease in the binding affinity between AMPAR and
stargazin. This difference is particularly relevant for the X site
(Table 1). Taken together, the prediction from the MD analysis is
that the V143L mutation in stargazin weakens the interaction of
stargazin with the AMPAR complex, particularly in the X
interaction site.

The V143L mutation affects the trafficking properties of
stargazin
Stargazin plays a role in AMPAR trafficking through the early
compartments of the biosynthetic pathway [29], and mediates
complexed AMPAR trafficking to the cell membrane, their synaptic
stabilization [7, 30] and surface diffusion trapping [8, 31] through
binding to PSD95. Given the described roles, we explored the
potential effect of the V143L mutation on stargazin’s cell surface
diffusion properties. Low-density cortical neurons were co-
transfected with plasmids encoding Homer-GFP, for synapse
identification, and HA-tagged WT stargazin (StgWT), or the V143L
stargazin variant (StgV143L). We monitored stargazin diffusion by
single nanoparticle imaging of HA-stargazin using quantum dots
(QDs; Fig. 1f–k). Stargazin V143L particles displayed increased
mean square displacement (MSD; Fig. 1h), decreased synaptic
residence time (Fig. 1i) and higher diffusion coefficient than StgWT

(Fig. 1k), suggesting that the V143L mutation renders stargazin
more mobile in the plasma membrane.
The ID-associated mutation is located in the third transmem-

brane domain of stargazin (Fig. 1c), which was shown to be
involved in the interaction with AMPAR subunits [32, 33]. Our
molecular dynamics analyses indicate that this mutation weakens
the interaction of stargazin with the AMPAR complex, in particular
in the X site (Fig. 1e and Table 1). We thus hypothesized that
stargazin V143L may be defective in trafficking AMPAR to the cell
surface and to the synapse. To test this possibility, we used a
molecular replacement strategy in which we silenced endogenous
stargazin expression in cultured cortical neurons with a specific
shRNA [11] and re-introduced either WT stargazin or the V143L
variant. We assessed the effect of stargazin depletion and of the
expression of the stargazin V143L variant in AMPAR trafficking and
synaptic stabilization in cultured neurons (Fig. 1l–n). Cell surface
and synaptic expression levels of AMPAR were evaluated by
immunolabeling GluA AMPAR subunits using an antibody specific
for their extracellular N-terminal region (Fig. 1l). As previously
described [11], stargazin silencing led to a decrease on the cell
surface (Fig. 1l, m) and synaptic levels of AMPAR (Fig. 1l, n). AMPAR
clusters were considered synaptic when colocalizing with PSD95,
whose expression was not affected by stargazin silencing (data
not shown). In cells co-transfected with stargazin shRNA and WT
shRNA-refractory stargazin (KD+ StgWT), total and synaptic surface
levels of GluA were rescued to basal levels. Critically, neuronal
transfection of shRNA-refractory stargazin V143L mutant (KD+
StgV143L) led to a failure in mediating normal AMPAR traffic to the
cell surface (Fig. 1l, m) and to the synapse (Fig. 1l, n), showing that
the ID-associated mutation impairs stargazin’s role in AMPAR
trafficking.

Genetically engineered mice with the stargazin V143L
mutation show altered cognitive and social behavior
In order to study the effects of the ID-associated stargazin
mutation in vivo, we generated a knock-in (KI) mouse line in which
the human mutation was introduced in the mouse Cacng2 gene.
Using the gene targeting strategy we targeted the Cacng2 gene to
modify the nucleotide in the third exon which was found to be
mutated in the ID patient [16] (Fig. S4a). Confirmation of the
mutation was performed by Sanger sequencing (Fig. S4b).
Heterozygous and homozygous KI mice were viable, did not
display gross abnormalities, and did not show spontaneous
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seizures. To determine whether expression of the stargazin V143L
variant affects gross brain morphology, we performed Nissl
staining in brain coronal slices and compared sections from WT
and homozygous stargazin V143L KI (KIVL/VL) mice. As shown in
Fig. S4c, no apparent macroscopic defects were visible in the brain
of stargazin KIVL/VL animals, suggesting that overall brain
morphology is not affected by the stargazin mutation. Moreover,
the structural organization of the hippocampus and cortical
lamination were preserved (Figs. S4c, f, g).

To assess whether the V143L stargazin mutation affects
stargazin protein levels and distribution across the brain, we
performed immunolabeling of stargazin in brain coronal and
sagittal slices. Stargazin is broadly expressed throughout the
mouse brain with high expression levels in the cerebral cortex,
hippocampus, and cerebellum [4]. Within the hippocampus,
stargazin immunoreactivity was most intense in the stratum oriens
of the CA1, CA2 and C3 regions, the stratum lacunosum moleculare
of the CA1 and CA2 regions, and particularly in the subiculum
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(Figs. S4d–f). Stargazin immunoreactivity was similar in all
genotypes (Figs. S4d–g), indicating that the expression of mutated
stargazin does not affect the protein brain-wide distribution and
total expression levels. This was also confirmed by western blot
analyses, using total lysates from the whole brain, cortex and
hippocampus (Figs. S4h–j). The expression levels of stargazin and
other TARPs were also assessed by qPCR and no changes were
detected in the cortex and hippocampus of KI mice, compared to
WT littermates (Fig. S4k).
Since the V143L stargazin mutation was found in an ID patient

[16], we asked whether stargazin V143L KI mice display alterations
in motor function, anxiety-like behavior, cognitive and/or social
performance that correlate with ID-like symptomatology. We
began by assessing motor behavior in the open field test (Fig. S5a)
and found that, whereas male stargazin KI+/VL and KIVL/VL mice
showed comparable distance traveled and instant speed to WT
male mice (Figs. S5c, e), female stargazin KIVL/VL mice traveled
longer distances, and stargazin KI+/VL female mice showed higher
instant speed than WT female mice (Figs. S5b, d), suggesting

hyperactivity in female stargazin V143L KI animals. However,
stargazin V143L KI mice did not display anxiety-like behaviors
either in the open field (Fig. S5f) or in the elevated plus maze
(Figs. S5g, h) tests, nor did they show depressive-like behavior in
the forced swimming test (Figs. S5i, j). Heterozygous stargazin
V143L KI animals failed to alternate above chance level in the
T-maze spontaneous alternation test for working memory
(Figs. S5k, l).
In an object displacement test for spatial memory evaluation,

while WT animals preferred to spend time engaging with the
displaced object, neither stargazin KI+/VL nor KIVL/VL mice showed
this preference, and stargazin KIVL/VL mice spent significantly less
time exploring the object that was moved when compared to WT
animals (Fig. 2a, b). Furthermore, in the contextual fear condition-
ing test for associative memory, stargazin KIVL/VL mice presented
less freezing behavior than WT animals (Fig. 2c, d). These
observations suggest that the V143L mutation in stargazin elicits
learning and memory impairments. Given the high expression of
stargazin in the cerebellum [4], we assessed motor learning of
stargazin V143L KI animals in the rotarod test (Fig. 2e, f). No
significant motor abnormalities were displayed by mutant mice in
the rotarod test in the first day of the test, but whereas WT and
stargazin KI+/VL mice improved their performance the second day
they were placed in the apparatus, stargazin KIVL/VL mice failed to
do so, suggesting an impairment in motor learning (Fig. 2f).
Typically, ID patients display deficits in several social skills,
including the will/ability to socially engage with other people.
To determine whether stargazin V143L KI mice display social
interaction deficits, we tested these animals in the three-chamber
test. Stargazin V143L KI mice showed preference for a conspecific
(Stranger 1 - S1) over an empty cage (E), similarly to WT mice

Fig. 1 The ID-associated V143L stargazin mutation weakens the interaction between stargazin and AMPARs, presents altered surface
diffusion and elicits defective AMPAR trafficking. a Valine 143 in stargazin is highly conserved among species. b Surface representation of
AMPAR:stargazin complex viewed parallel to the membrane (left) and from the extracellular side (right). The extracellular view of the complex
(at the membrane level) shows the two different sets of stargazin assembly points (X and Y sites) around AMPAR. Each GluA subunit is colored
individually in shades of blue. Stargazin molecules are colored in orange (Y site) or brick (X site). c Side view of the stargazin structure shown
as a cartoon with substructures labeled and colored in a spectrum of yellow/orange. Close-up shows the V143L mutation (WT – gray; ID – red).
TMDs, transmembrane domains; ECH, extracellular helix. d Side view of a GluA2 subunit structure shown as cartoon with substructures
labeled and transmembrane domains colored in a spectrum of blue and ligand-binding domain colored in green. LBD, ligand-binding
domain; M1-M4, transmembrane domains. e Dynamical cross-correlation maps for the AMPAR:stargazin complex. Top triangle - WT complex,
bottom triangle - V143L complex. Substructure annotation was added at the bottom and right of each map for easier reading. CCA goes from
-1 (anticorrelated, opposite direction) to 1 (correlated, same direction). Violet boxes highlight the major differences between WT and ID
dynamical CCA maps. The loops between TMD1-TMD2 and TMD3-TMD4 in stargazin are highly anticorrelated with the rest of the structure,
whereas in the X site the movements are widely positively correlated. In the Main GluA, LBD-D1 and LBD-D2 are anticorrelated for the Y site
and positively correlated for the X site. In the stargazin V143L system these differences are attenuated. In the complex containing stargazin
V143L, both sites are closer to the Y site’s motions of the complex containing the WT protein. The system shows a positive correlation
between M1-M2-M3 of Main GluA (Boxes 1) and M4 of the Secondary GluA (Boxes 2) with the transmembrane regions of stargazin in both X and
Y sites. The introduction of the V143L stargazin mutation shifts some regions of the complex to an anticorrelated motion, especially in the M2-
M3 of Main GluA (Boxes 3) and M4 of Secondary GluA (Boxes 4) (observed in both sites). In the Y site, the β1-β4 region in stargazin displays a
stronger positive correlation with the LBD-D2 of the Main GluA when compared to the X site, which is also weakened in the mutated system. In
the Y site, stargazin has a slight positive correlation with the Secondary GluA transmembrane domain that is lost in the mutated systems (Box 5
and 6). In the X site this correlation is never present. See also Figs. S1–S3. f Cortical neurons were co-transfected with Homer1C-GFP and HA-
stargazin (WT stargazin – StgWT, or the ID-associated variant – StgV143L). Stargazin surface diffusion was evaluated using quantum dot (QD)-
labeled secondary antibodies (dark blue) against anti-HA antibodies (light blue) to detect the extracellular HA epitope (yellow) in stargazin. g
Reconstructed HA-stargazin trajectories (synaptic and perisynaptic - red, extrasynaptic - blue) and Homer1C-GFP signal (white). Scale bar
represents 5 µm. h Stargazin mean square displacement (MSD) (±SEM) versus time plots for cells expressing WT stargazin (≥603 trajectories) or
the V143L variant (≥499 trajectories), plotted for 40 time points. i Synaptic residence time (median ± 25–75% interquartile range) of WT and
V143L stargazin. ****p < 0.0001, two-tailed Mann–Whitney test. j, k Surface diffusion coefficient of global (j) and synaptic (k; Homer1C-GFP-
colocalized) single QD-stargazin particles. Median diffusion (±25–75% interquartile range) of 309 for global trajectories and 153 for synaptic
trajectories. **p= 0.0054 and p= 0.0711, two-tailed Mann–Whitney test, respectively. A minimum of 18 cells were analyzed from N= 3
independent experiments. QD diffusion was followed in 600 consecutive frames of 50ms (total of 30 s). l–n Disrupted AMPAR surface
expression in the presence of the stargazin V143L variant. Low-density cortical neurons were transfected at 7–11 days in vitro (DIV) with a
control plasmid (pLL-shRNA-CTR) or with pLL-shRNA-Stg, or co-transfected with pLL-shRNA-Stg and pcDNA-StgWT or pcDNA-StgV143L. Total
surface and synaptic levels of GluA subunits were analyzed by immunocytochemistry at DIV11-15. l Representative images of GluA
distribution (scale bar represents 5 μm) and quantification of total (m) and synaptic (n) intensity of GluA clusters. GluA accumulation at
synaptic sites was assessed by the colocalization with PSD95 clusters. m, n Clusters were quantified from at least 53 cells imaged from 6
independent experiments. Kruskall-Wallis test (p < 0.0001), followed by Dunn’s multiple comparison test, ***p < 0.001, ****p < 0.0001. Boxes
show 25th and 75th percentiles, whiskers range from the minimum to the maximum values, and the horizontal line shows the median value.

Table 1. Free binding energy values for AMPAR:stargazin complexes
containing WT or V143L stargazin.

Site ΔGWT (kcal/
mol)

ΔGV143L (kcal/
mol)

ΔΔG (ΔGV143L–
ΔGWT)

p value

Both −42.98 ± 0.39 −36.78 ± 0.40 6.20 ± 0.55 <0.0001

X −40.02 ± 0.28 −30.78 ± 0.53 9.24 ± 0.60 <0.0001

Y −42.02 ± 0.42 −41.78 ± 0.51 0.24 ± 0.66 0.212

ΔΔG values were obtained from ΔGV143L – ΔGWT, and are presented in
kcal/mol. Wilcoxon test was used to calculate p value.
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(Fig. 2g–i). However, in the presence of a novel social partner
(Stranger 2 - S2), contrarily to WT and stargazin KI+/VL mice,
stargazin KIVL/VL mice did not prefer to interact with the unfamiliar
animal (Fig. 2g, j, k). This result suggests a possible deficit in social
recognition and/or alterations in the motivation for social novelty.
The innate social behavior of nest building was not perturbed in
stargazin V143L KI mice (Figs. S5m, n). Together, our results show
that the ID-associated mutation in stargazin elicits cognitive and
social deficits reminiscent of ID-like symptoms.

Stargazin V143L mutant mice exhibit early hippocampal
synaptic transmission defects
To assess whether the decrease in surface AMPA receptor levels
observed in vitro in neurons expressing stargazin V143L has an
impact in glutamatergic transmission in vivo, we performed
whole-cell patch-clamp recordings in CA1 pyramidal neurons from
acute hippocampal slices of P15-P20 stargazin V143L KI mice, to
measure AMPA receptor-mediated miniature excitatory post-
synaptic currents (mEPSCs). We found that the frequency of

mEPSCs events was significantly decreased in neurons from
stargazin KI+/VL and KIVL/VL mice compared to WT littermates
(Fig. 3a, c). Interestingly, no changes in the amplitude of mEPSCs
(Fig. 3a, b) or in the kinetics of these events (Fig. 3a) were
observed.
We next investigated the consequences of the ID-associated

stargazin mutation in hippocampal functional connectivity and
synaptic plasticity by recording field excitatory post-synaptic
potentials (fEPSPs) in CA1 basal and apical dendrites while
stimulating the Schaffer collateral fibers in the stratum oriens
(Fig. 3d) or in the stratum radiatum (Fig. 3e), respectively. First, we
tested the impact of the V143L stargazin mutation on synaptic
transmission and found decreased fEPSP responses when record-
ing from the stratum oriens (Fig. 3f) but not when recording from
the stratum radiatum (Fig. 3g). This suggests that the connectivity
to CA1 post-synaptic sites is impaired in basal dendritic synapses
but preserved in apical dendritic synapses in the hippocampus
CA1 region of stargazin V143L KI animals. No significant alterations
were found in the fiber volley amplitude between genotypes,

Fig. 2 Stargazin V143L KI mice show cognitive and social deficits. a, b When subjected to the object displacement recognition test,
homozygous stargazin V143L (KIVL/VL) mice spent less time exploring the displaced object when compared to their WT counterparts, and did
not have preference for the displaced object. Data are presented as mean ± SEM. One-way ANOVA (p= 0.0412) followed by Dunnet’s multiple
comparison test, *p < 0.05; one-sample t test to the value of 50%, #p= 0.013. N ≥ 16 (males and females) for all genotypes. c, d Homozygous
stargazin V143L knock-in mice presented significantly less freezing behavior than WT counterparts in the contextual fear conditioning test.
Data are presented as mean ± SEM. One-way ANOVA (p= 0.0076) followed by Dunnett’s multiple comparison test, *p < 0.05. N ≥ 22 (males and
females) for all genotypes. e Motor function and learning were evaluated using the rotarod test. f The average time spent on the rotarod on
the first day did not significantly vary between genotypes (one-way ANOVA, p= 0.9990). Both WT and heterozygous stargazin V143L (KI+/VL)
animals performed significantly better in the second day, whereas stargazin KIVL/VL mice failed to show motor learning. Ratio paired t test,
****p < 0.0001 for WT mice, ***p= 0.0009 for KI+/VL mice and p= 0.0522 for KIVL/VL mice. N ≥ 14 for all genotypes (males and females). g Mice
were submitted to the three‐chamber social interaction paradigm. The time spent approaching the cages, with and without the stranger
stimulus mouse, was evaluated for 10 and 5min, respectively. h, i All animals displayed social preference, but (j, k) stargazin KIVL/VL mice
showed no preference for a new stranger mouse in the arena, unlike WT and heterozygous stargazin V143L mice. Data are presented as mean
± SEM (h, j) and median ± IQR (whiskers represent minimum and maximum values) (i, k). Two-way ANOVA [(h) p < 0.0001 (S1 vs empty), p >
0.9999 (genotype), p= 0.4107 (interaction); (j) p < 0.0001 (S1 vs S2), p > 0.9999 (genotype), p < 0.0001 (interaction)] followed by Sidak’s multiple
comparison test, ****p < 0.0001. N ≥ 17 (males and females) for all genotypes. See also Fig. S5.
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indicating that there are no gross presynaptic impairments in
stargazin V143L KI mice at these synapses (Fig. 3f, g). Indeed,
when paired-pulse facilitation, a short-term strengthening of
synaptic transmission, was assessed no overt alterations were
observed (Figs. S6), further supporting that the presynaptic

function is intact in these hippocampal pathways in stargazin
V143L KI mice. Finally, we induced long-term potentiation (LTP) in
acute hippocampal slices using a theta burst stimulation protocol.
Stargazin V143L KI mice showed decreased LTP recorded in basal
CA1 synapses (Fig. 3h, j), but normal LTP at apical CA1 synapses
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(Fig. 3i, k). Altogether, these data indicate that synaptic
connectivity and theta burst-induced long-term synaptic potentia-
tion are specifically impaired in synapses in basal dendrites in the
CA1 region of the hippocampus in stargazin V143L KI mice.

Stargazin V143L mutant mice have reduced mature spine
density on basal dendrites of CA1 hippocampal neurons
Changes in dendritic branch complexity and length, and spine
density, volume and shape have been described in the brains of
patients with neuropsychiatric disorders (reviewed in [34]). To
understand if the stargazin V143L mutation impacts neuronal
morphology, we performed Sholl analysis of CA1 pyramidal
neurons of stargazin V143L KI mice. For that, we intravenously
injected AAV9.hSyn.GFP in the mice to achieve sparse, Golgi-like,
labeling of neurons and outline the morphology of dendrites and
dendritic spines (Figs. S7a, b). Our results show that the stargazin
V143L mutation has no impact on dendritic arbor complexity
(Figs. S7c, d) or in the total dendritic length of basal and apical
dendrites (Fig. S7e).
Next, we evaluated the effects of the stargazin V143L mutation

on dendritic spine density and morphology in the hippocampus of
stargazin V143L KI mice. While no differences in total dendritic
spine density were observed, there was a significant decrease in
the density of mature spines, namely mushroom and stubby
spines, on basal dendrites of CA1 pyramidal neurons from
stargazin KI+/VL and KIVL/VL mice when compared to WT littermates
(Fig. 4a, b). Additionally, stargazin KI+/VL and KIVL/VL mice displayed
increased density of branched spines and of immature spines (thin
and filopodia) on basal dendrites (Fig. 4a, b). In contrast, no
changes in spine density or morphology were found on apical
dendrites of CA1 pyramidal neurons of stargazin V143L KI mice
(Fig. 4c, d). Overall, there was a significant decrease in the
percentage of mature spines on basal dendrites of stargazin V143L
KI mice neurons, whereas no changes were observed on the
morphology of spines on apical dendrites (Fig. 4e). These data
show that the stargazin V143L mutation specifically results in
spine dysmorphogenesis on basal dendrites. Interestingly, in the
CA1 region stargazin was more expressed in the stratum oriens,
where the basal dendrites are located, when compared to the

stratum radiatum, where apical dendrites are placed (Fig. S4e). This
differential pattern of stargazin expression within the CA1 region
correlates with the pronounced effects in spine maturation
observed on basal dendrites.
To further explore the alterations in spine morphology, we

performed ultrastructural analysis of the post-synaptic density
(PSD) in hippocampal spines from WT and stargazin V143L KI
mice using electron microscopy. Our analysis uncovered a
decrease in the length of PSDs from stargazin KI+/VL and KIVL/VL

mice (Fig. 4f, g), as well as a tendency for an increase in the
thickness of PSDs from stargazin KIVL/VL mice when compared
with WT littermates (Fig. 4f, h), highlighting potential alterations
in post-synaptic structure and composition. Moreover, the total
levels of PSD95 in the hippocampus of stargazin V143L KI mice
were significantly reduced compared to WT littermates (Figs. S8a,
b). PSD95 has an important role in silent synapse maturation [35]
and PSDs with smaller size and decreased PSD95 content are less
stable [36]. The decreased PSD95 levels further support an
impairment in spine maturation in the hippocampus of stargazin
V143L KI mice. We analyzed the effects of the stargazin V143L
mutation in the ultrastructure of PSDs in the cortex (Figs. S8c–e),
and also observed a decrease in the length of PSDs of stargazin
KIVL/VL mice (Figs. S8c, d). However, in contrast to what was
observed in the hippocampus, there was a decrease in the
thickness of PSDs from stargazin KI+/VL mice (Figs. S8c, e). No
changes were observed in cortical PSDs total levels of PSD95
(Figs. S8f, g).
Together, these data reveal that the stargazin V143L mutation

leads to an increase in the density of spines with immature
morphology and to ultrastructural changes in post-synaptic
compartments, indicating a general spine immaturity state in
certain hippocampal subregions of stargazin V143L KI mice.
Combined with our functional characterization showing decreased
frequency of mEPSC events in CA1 neurons from stargazin mutant
mice, as well as decreased connectivity and long-term plasticity in
CA1 basal synapses, this strongly suggests that the stargazin
V143L mutation perturbs spine maturation and diminishes
functional synaptic contacts and plasticity in specific hippocampal
subcircuits.

Fig. 3 Stargazin V143L KI mice present decreased excitatory synaptic transmission and plasticity in CA1 pyramidal neurons. a
Representative traces of mEPSCs recordings and single average event of CA1 pyramidal neurons in acute hippocampal slices from WT,
stargazin KI+/VL and stargazin KIVL/VL mice. b Cumulative probability distribution and average mEPSCs amplitude and (c) frequency plots,
showing a reduction in frequency but not amplitude of mEPSCs in stargazin V143L KI mice (P15-P20). Data are presented as mean ± SEM.
Kruskal–Wallis (amplitude: p= 0.9803; frequency: p= 0.0003) followed by Dunn’s multiple comparisons test, *p < 0.05, ***p < 0.001. n= 22
cells, N= 10 animals (4 males and 6 females) for WTmice; n= 21 cells, N= 8 animals (4 males and 4 females) for KI+/VL mice; n= 25 cells, N= 6
animals (3 males and 3 females) for KIVL/VL mice. d Schematic representation of electrodes placement for evoked fEPSPs in CA1 basal and (e)
apical dendritic synapses. f Representative traces of evoked fEPSPs at CA1 basal and (g) apical synapses on hippocampal slices from P15-P20
WT and stargazin V143L KI mice, upon stimulation of axons in the stratum oriens (SO) or stratum radiatum (SR), respectively. Plots show the
mean ± SEM of fiber volley amplitude and fEPSP slopes. f No changes were observed in the fiber volley amplitude between genotypes when
recording from basal dendritic synapses [two-way repeated measures ANOVA, p= 0.7473 (interaction), p= 0.8996 (genotype), p <
0.0001 stimulus intensity)]. However, fEPSP responses were decreased [two-way repeated measures ANOVA, ****p < 0.0001 (interaction), p=
0.0957 (genotype), p < 0.0001 (stimulus intensity)]. n= 9 slices, N= 5 animals (2 males and 3 females) for WT mice, n= 12 slices, N= 6 animals
(3 males and 3 females) for stargazin KI+/VL mice, n= 15 slices, N= 5 animals (3 males and 2 females) for stargazin KIVL/VL mice. g Input-output
curves recorded in apical dendritic synapses were similar for all genotypes, indicating that evoked basal transmission in this synapse is not
impaired in stargazin V143L KI mice [two-way repeated measures ANOVA; fiber volley: p= 0.9996 (interaction), p= 0.8860 (genotype), p <
0.0001 (stimulus intensity); fEPSP slope: p= 0.7585 (interaction), p= 0.7391 (genotype), p < 0.0001 (stimulus intensity)]. n= 17 slices, N= 10
animals (5 males and 5 females) for WTmice; n= 11 slices, N= 8 animals (4 males and 4 females) for stargazin KI+/VL mice; n= 15 slices, N= 10
animals (6 males and 4 females) for stargazin KIVL/VL mice. h LTP induced by theta burst stimulation (TBS) was impaired at CA1 basal synapses
[two-way repeated measures ANOVA, p= 0.3715 (interaction), p= 0.7383 (genotype), p < 0.0001 (time)], whereas in (i) CA1 apical synapses LTP
was comparable between genotypes [two-way repeated measures ANOVA, *****p < 0.0001 (interaction), p= 0.0030 (genotype), p < 0.0001
(time)]. Insets show representative traces of evoked fEPSPs before (solid lines) and after (dashed lines) LTP induction. Data are presented as
mean ± SEM. For basal synapses n= 8 slices, N= 5 animals (2 males and 3 females) for WT mice; n= 7 slices, N= 4 animals (1 male and 3
females) for stargazin KI+/VL mice; n= 8 slices, N= 4 animals (2 males and 2 females) for stargazin KIVL/VL mice. For apical synapses n= 8 slices,
N= 6 animals (3 males and 3 females) for WT mice; n= 7 slices, N= 5 animals (3 males and 2 females) for stargazin KI+/VL mice; n= 8 slices,
N= 5 animals (3 males and 2 females) for stargazin KIVL/VL mice. j Average fEPSP slope in the last 10min of the recording post LTP-induction
for basal and (k) apical CA1 dendritic synapses. Data are presented as mean ± SEM. One-way ANOVA (p < 0.0001 for basal synapses and p=
0.9267 for apical synapses) followed by Dunnett’s multiple comparisons test, ****p < 0.0001.
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Stargazin phosphorylation and interaction with GluA1 are
decreased in stargazin V143L mutant mice
Finally, we determined whether the dendritic spines immaturity
(Fig. 4a, b, e) and the decreased PSD length (Fig. 4f, g and S8c, d)
found in the brain of stargazin V143L KI animals are
accompanied by altered composition of the PSDs. We isolated
PSDs from the cerebral cortex of WT, stargazin KI+/VL and KIVL/VL

littermate mice (Fig. S8h) and quantified their content in
stargazin, GluA1 and GluA2 AMPAR subunits, as well as PSD95
(Fig. 5a–e). Stargazin expression was decreased in the PSDs of
stargazin KI+/VL and KIVL/VL mice compared to WT mice (Fig. 5a,
b, despite not significantly changed total expression levels of
stargazin in mutant mice - Fig. S4j), and heterozygous stargazin
V143L mice showed decreased levels of GluA1, GluA2 and
PSD95 at the PSD (Fig. 5a, c–e). In agreement with our molecular
dynamics analyses (Fig. 1e), immunoprecipitation of stargazin
V143L from the cerebral cortex of stargazin KIVL/VL mice showed

decreased co-immunoprecipitation of GluA1, compared with
stargazin immunoprecipitated from the cortex of WT littermate
mice (Fig. 5f, g), indicating that the V143L mutation in stargazin
impairs its interaction with AMPAR subunits in vivo.
The function of stargazin is regulated by the phosphorylation

of serine residues in the cytoplasmic C-terminal tail of the
protein [12], and these phosphorylation events regulate
stargazin interaction with membrane lipids [37], its binding to
PSD95 [9, 38], and the diffusional trapping of AMPARs at
synaptic sites [31]. The migration pattern of stargazin in
denaturing SDS-PAGE conditions correlates with the phosphor-
ylation state of the protein, with phosphorylated stargazin
showing slower migration in SDS-PAGE [11, 12]. We noticed
that, in PSDs isolated from the cortex of stargazin KIVL/VL

mice, stargazin showed faster migration compared to PSDs
isolated from WT mice, whereas an intermediate migration
pattern was detected in PSDs isolated from heterozygous

Fig. 4 Stargazin V143L KI mice show alterations in hippocampal spine morphology and PSD ultrastructure. a–e Although no changes
were observed in the total density of spines in either basal or apical dendrites in CA1 neurons, (a, b) Stargazin V143L KI animals presented a
decrease in mushroom and stubby spines and an increase in branched, thin and filopodia spines in basal dendrites, indicating a defect in
spine maturation. Data are presented as mean ± SEM (b, d) or as percentage of the total number of spines (e). Two-way repeated measures
ANOVA [basal dendritic spines: p < 0.0001 (interaction), p= 0.3924 (genotype), p < 0.0001 (spine morphology); apical dendritic spines: p=
0.3172 (interaction), p= 0.3006 (genotype), p < 0.0001 (spine morphology)] followed by Dunnet’s multiple comparisons test, *p < 0.05, **p <
0.01, ***p < 0.001, ****p < 0.0001. n= 24 branches, N= 3 animals for all genotypes. m, mushroom; s, stubby; b, branched; t, thin; f, filopodia.
Scale bar represents 1 μm. f Representative electron transmission microscopy images of hippocampal synapses from WT, stargazin KI+/VL and
stargazin KIVL/VL animals. The arrows indicate the post-synaptic densities. SV, synaptic vesicles. Scale bar represents 500 nm. g Cumulative
frequency distribution of post-synaptic density length and (h) thickness of hippocampal PSDs from WT, stargazin KI+/VL and stargazin KIVL/VL

animals (n= 153 PSDs, N= 2 animals for WTmice; n= 203 PSDs, N= 2 animals for KI+/VL mice, n= 236 cells, N= 2 animals for KIVL/VL mice). See
also Fig. S8.
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stargazin V143L mice (Fig. 5h, i). To test for altered phosphor-
ylation of mutant stargazin, we treated cortical extracts with λ-
phosphatase before PSD purification and found that stargazin
bands in PSDs isolated from the cortex of WT or heterozygous
stargazin KI+/VL mice shifted to a lower apparent molecular
weight, putatively corresponding to the unphosphorylated
form of the protein [11, 12] and coincident with the stargazin
band in PSDs isolated from untreated cortical extracts from
stargazin KIVL/VL mice (Fig. 5j–l). In fact, the gel mobility of
the stargazin band in PSDs isolated from stargazin KIVL/VL mice
was unchanged by λ-phosphatase treatment (Fig. 5j–l), indicat-
ing that the protein is in a dephosphorylated form. These
findings are consistent with decreased phosphorylation of
V143L stargazin.

DISCUSSION
In this study, we employed molecular dynamics analyses, in vitro
and in vivo models to study how an ID-associated mutation in the
third transmembrane domain of stargazin impacts the AMPAR:
stargazin complex, hippocampal synaptic architecture, synapse
function and behavior. Our data suggest that the V143L mutation
in stargazin critically affects stargazin interaction with the AMPAR
complex, leads to decreased stargazin phosphorylation, decreases
AMPAR-mediated synaptic transmission, and contributes to spine
immaturity in CA1 hippocampal neurons. A striking aspect of our
study is that it reveals not only the pathogenic effect of a mutant
form of stargazin associated with disease, but also unveils critical
roles for stargazin in regulating synapse structure and function in
the hippocampus and in shaping cognitive and social behavior.

Fig. 5 Stargazin V143L expression modifies the composition of PSDs. a, b Western blot analysis of cortical PSDs (see also Fig. S8h) showed
that heterozygous stargazin KI+/VL animals and homozygous stargazin KIVL/VL mice have decreased synaptic levels of stargazin (*p= 0.0217 for
KI+/VL and **p= 0.0084 for KIVL/VL animals). a, c GluA2 (*p= 0.0324 for KI+/VL and p= 0.2709 for KIVL/VL animals), (a, d) GluA1 (*p= 0.021 for KI+/

VL and p= 0.2016 KIVL/VL animals) and (a, e) PSD95 (*p= 0.025 for KI+/VL and p= 0.7638 for KIVL/VL animals) levels were also reduced in the
PSDs of stargazin KI+/VL animals. Data were normalized for WT values and are presented as mean ± SEM. One-sample t test to the value of
100%. N ≥ 6 for all conditions. f Immunoprecipitation of stargazin from the cortices of WT and stargazin KIVL/VL animals. g Co-
immunoprecipitation of GluA1 with stargazin was significantly reduced in the KIVL/VL cortices. Data were normalized for immunoprecipitated
stargazin in each respective condition. Data normalized to WT values and presented as mean ± SEM. One-sample t test to the value of 100%,
***p= 0.0032, N= 5 for all conditions. h The SDS-PAGE migration pattern of stargazin from WT, stargazin KI+/VL and KIVL/VL mouse cortical PSD
extracts was analyzed by quantifying the distribution of the intensity of the bands along the length of the lane. i In PSDs isolated from
stargazin KIVL/VL animals, stargazin migrated faster in the SDS-PAGE. Data were normalized for the average maximum intensity of WT stargazin
for each western blot membrane and are presented as mean ± SEM, N= 9. j Representative images from stargazin labeling profile in cortical
PSD samples isolated from WT, stargazin KI+/VL and KIVL/VL samples non-treated (k) or treated (l) with λ-Phosphatase. λ-Phosphatase treatment
of isolated cortical PSDs induced a shift in the apparent molecular weight of stargazin in WT and stargazin KI+/VL PSD samples, but not in
stargazin KIVL/VL PSD samples, suggesting deficient phosphorylation of the stargazin V143L protein variant detectable in homozygous
stargazin V143L KI animals.
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Structural analyses highlight that the main interface between
AMPAR:stargazin is in the TMD of the complex. This interaction is
mainly mediated by TMD3 and TMD4 in stargazin, M1 and M2 in
Main GluA, and M4 from Secondary GluA. Our analysis showed that
the V143L mutation impairs the correlated motion between
transmembrane regions of stargazin and GluA, especially at M4 of
Secondary GluA.
The free-energy value is higher for the AMPAR:TARP complex

containing stargazin V143L (by ~14% on the whole complex),
particularly at the X site (~23% difference, Table 1). Although the
theoretical free binding energy binding values for the AMPAR:
TARP complex do not consider entropic effects, and assume a
stoichiometry of 4 TARPs per AMPAR tetramer, and homomeric
AMPAR binding exclusively stargazin, which could be variable in
the complex, they still allow us to confidently rank the stability of
the different complexes. The higher value determined for the
V143L system demonstrates the negative effect of this single point
mutation on the overall stability of the protein–protein complex,
particularly at the X-site. These predictions were assessed
experimentally and are in agreement with the decreased co-
immunoprecipitation of GluA1 with the ID-associated variant.
To date, the physiological roles of TARPs have been studied

using knock-out mice for the different TARPs, alone or in
combination (reviewed in [2]). These analyses have provided
crucial insight into partially overlapping although non-redundant
functions for different TARPs but are hindered by possible
compensatory effects that may arise in the absence of the
endogenous proteins. Examining knock-in mouse models expres-
sing mutant forms of stargazin associated with disease has the
double advantage of informing on the endogenous role of
stargazin, by analyzing the effects of loss of function mutant
variants which are still expressed, and on possible pathogenic
mechanisms elicited by human stargazin mutations. In this study,
we have found that the V143L mutation triggers a striking
decrease in the frequency of mEPSCs in hippocampal CA1
pyramidal neurons, and leads to a decrease in evoked synaptic
potentials, LTP and spine maturity in CA1 basal dendrites, and to
ultrastructural alterations in the post-synaptic compartment.
These observations suggest that despite the expression of other
TARP members in the hippocampus, including γ3 and high
enrichment in γ8 [4], stargazin is required for normal spine
development and for maintaining a full complement of functional
synapses, specifically in CA1 basal dendrites. Our results are in line
with experiments using stargazer/γ8-knock-out mice, which
showed that AMPAR-mediated transmission in CA1 pyramidal
neurons is further reduced, compared to the reduction observed
in γ8-knock-out mice [39], despite the fact that CA1 pyramidal
neurons from stargazer mice did not show alterations in the ratio
of AMPA to NMDA EPSC amplitudes [40]. The synergistic reduction
in AMPAR-mediated transmission in the stargazer/γ8 double
knock-out mice implies some degree of functional redundancy
for the two TARPs. If mutated stargazin is expressed, its
incorporation in AMPAR complexes, even if less efficient than
WT stargazin, will thus exert pathogenic effects, as suggested by
the reduction in the frequency of mEPSCs and in evoked
potentials and spine maturation in basal CA1 dendrites that we
observed in stargazin V143L mice. These results are also in
agreement with electron microscopy data showing that at
Schaffer collateral/commissural synapses in the CA1 hippocampal
region the presence of stargazin correlates with higher density of
AMPAR expression [41] and thus presumably with the presence of
a higher number of functional synapses, and with a recent study
showing a high enrichment of stargazin in hippocampal spines
[42]. Our data show a specific effect of the stargazin V143L variant
in spine maturation in basal dendrites in CA1 neurons, which was
not observed in apical dendrites. Spine morphology changes may
be secondary to alterations in AMPAR content. Indeed, we
detected a decrease in the fEPSPs slope and in LTP in CA1 basal

synapses. An alternative is that the stargazin V143L mutation
impacts specific interactions that play a role in spine maintenance/
maturation, and thus directly impacts spine morphology through
changes in the actin cytoskeleton. One example of such a
stargazin interactor is Arc/Arg3.1 [43], which regulates spine
morphology and structural plasticity through regulation of actin
dynamics (reviewed in [44]). Our data at this point do not provide
a basis to distinguish between the two possibilities.
Significant change in the frequency, but not in the amplitude, of

mEPSCs was detected in CA1 neurons in stargazin V143L mice,
which is apparently at odds with previous work showing that
stargazin V143L overexpression in cultured cortical neurons leads
to decreased frequency and amplitude of mEPSCs [16]. However,
one major advantage of analyzing synaptic currents in stragazin
knock-in animals is that endogenous levels of expression of
mutant stargazin are kept, thus avoiding the over-representation
of mutated stargazin in association to AMPAR complexes, and
preserving the subcellular distribution of the protein. Curiously,
the decrease in the frequency of mEPSCs in CA1 neurons in the
stargazin V143L knock-in model was accompanied by a significant
decrease in fEPSPs slope and in LTP in CA1 basal synapses but not
in CA1 apical synapses. These observations indicate that stargazin
has a specific role in maintaining spine structure and synaptic
function and plasticity in CA1 basal dendrites, which agrees with
the higher expression levels of stargazin in the hippocampal
stratum oriens, where basal dendrites are located, compared with
the stratum radiatum. Altogether, our data suggest that, besides
the well-described brain region- and cell type-specific roles of
TARPs, there may be subfield-specific roles that are determined by
the subcellular distribution pattern of different TARPs.
The V143L variant was found to be dephosphoryated in cortical

PSDs isolated from homozygous stargazin V143L KI mice,
compared to WT PSDs. Phosphorylation of stargazin in its
C-terminal region disrupts electrostatic interaction between the
membrane and stargazin C-tail [37], promotes the extension of the
C-tail into the cytoplasm and binding to PSD95 [38], and triggers
diffusional trapping of AMPARs at synaptic sites [31]. Stargazin
phosphorylation has been proposed to regulate Hebbian forms of
synaptic plasticity [12] and to mediate experience-dependent
plasticity and synaptic scaling [10, 11]. The lower level of
phosphorylation of stargazin-V143L compared to the WT protein
likely underlies its higher membrane diffusion rate at the
membrane and its impaired capacity in supporting AMPAR
synaptic traffic. The low phosphorylation of stargazin V143L may
also determine the sequestration of its C-terminal tail in the
plasma membrane and thus impair it from undergoing liquid-
liquid phase separation with PSD scaffold proteins [9]. Changes in
hippocampal spine maturation and in the ultrastructure of
hippocampal PSDs may thus be a consequence of defective
stargazin V143L phosphorylation and may be reflected in the
decreased number of functional synapses detected in our mEPSC
analyses in CA1 hippocampal neurons. While it is likely that the
aberrant stargazin V143L phosphorylation contributes to the
physiological effects observed, our MD analysis, which does not
consider post-translational modifications in stargazin, also sug-
gests compromised function for the V143L stargazin variant.
In this study we found that the V143L mutation in stargazin KIVL/VL

mice leads to altered spatial memory and associative memory.
These alterations in hippocampal-dependent cognitive behavior are
likely to be related to the changes in mEPSC frequency, synaptic
connectivity and plasticity, in spine maturity and in PSD ultra-
structure that we identified in the hippocampus of these mice. We
did not detect changes in social interaction in the three chamber
test in stargazin V143L mice, but stargazin KIVL/VL mice showed
impairment in preference for social novelty, suggestive of either a
perturbation in social memory or a lack of motivation for social
novelty. Stargazin KIVL/VL mice also displayed impaired motor
learning in the rotarod, pointing to possible functional and
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structural alterations in the cerebellum. Given the elevated
expression of stargazin in the cerebellum [4] and its non-
redundant functions in cerebellar excitatory synapses in several
cerebellum circuits [2, 7, 40], future studies should examine
cerebellum circuit-specific dysfunction triggered by the ID-
associated stargazin mutation. The cognitive and social behavioral
dysfunctions displayed by stargazin V143L mice most likely arise
from alterations in a combination of brain circuits, depending on the
stargazin expression pattern and its synaptic roles in different cell
types. Together, our data provide the first evidence for the causal
implication of stargazin in the pathogenesis of neurodevelopmental
disorders.

METHODS
Molecular dynamics simulations
The three-dimensional (3D) structure of stargazin was constructed by
homology modeling using the MODELLER package [45], the target
sequence retrieved from UniProt [46] (Q9Y698) and template used from
the GluA2:stargazin complex (PDB-ID: 6DLZ [26]). Molecular Dynamics (MD)
simulations of AMPAR:stargazin WT and mutated form (V143L variant)
were performed using GROMACS 2018.4 [47] and the CHARMM36 force
field [48]. Systems were built using CHARMM-GUI [49, 50] membrane
builder with a bilayer membrane of POPC:Cholesterol (9:1 ratio). Root mean
square deviations (RMSD) and solvent-accessible surface area (SASA)
calculations were performed using the Cα atoms by GROMACS package
[45]. The cross-correlation analysis (CCA) was calculated by Bio3D R
package [51] for residue-level dynamic analysis using the Cα trajectory.
Free-energy calculations were performed using AMBER’s MMPBSA.py [52]
as implemented in gmx_MMPBSA package [53].

Primary cortical neurons, neuronal transfection and imaging
Primary cultures of rat cortical neurons were prepared from the cortices of
E17 Wistar rat embryos, as previously described [54]. Neurons were
transfected using a calcium phosphate-mediated transfection protocol
[55]. Immunocytochemistry, quantum dots labeling, imaging and analysis
were performed blind, and as described [56].

Animal generation and maintenance
Stargazin V143L KI mice were generated by inserting a single nucleotide
mutation in the third exon of the Cacng2 gene. The targeting vector was
introduced through homologous recombination in R1 cells, as described
previously [57]. The imaging, biochemical and behavioral analyses were
performed in mice with 8–10 weeks and electrophysiology recordings
were performed in 15–20 days-old animals. Both male and female animals
were used; in the case where different conclusions were drawn for male
and female animals (open field activity), results were plotted separately. All
procedures and quantifications were performed by experimentalists
blinded to animal genotype. Sample size estimates were based on
previous literature. No randomization was applied. Procedures involving
animals were performed according to the EU Directive 2010/63/EU
guidelines and the experiments were approved by the institutional animal
welfare body (ORBEA) and the national competent authority (DGAV).

Behavior analyses
The object displacement test was performed in a 40 × 40 cm open field
arena. In the first trial the animals acclimatized to the empty arena for 6
min. In the three following trials, the animals were allowed to explore, for
6 min, two different objects located in a fixed position. In the fifth trial,
conducted 24 h later, one of the objects was displaced and the time spent
exploring the non-displaced and the displaced object was evaluated. All
other behavior tests were performed as described in [58].

Electrophysiology
300 µm acute hippocampal sagittal slices were prepared from WT and
stargazin V143L KI mice littermates, as previously described [58, 59].
Whole-cell voltage-clamp recordings were performed at a holding
potential of −80mV using a Multiclamp 700B amplifier, digitized at 20
kHz with Digidata 1550 A (Molecular Devices Corporation, USA), and
acquired using Clampfit 10.7 software (Axon Instruments, USA) [58]. Data

were analysed using Clampfit software (Axon Instruments, USA) using a
template search method to detect events [60]. fEPSPs were evoked by
stimulating axons in CA1 stratum oriens or in CA1 stratum radiatum at 0.05
Hz using a bipolar electrode and recorded in the same layer. An input-
output curve was performed and the stimulation intensity was set to elicit
40–50% of the maximal response. LTP was induced by theta-burst
stimulation (TBS; 10 bursts of 4 stimuli at 100 Hz with a burst frequency
of 5 Hz) [61]. Fiber volley amplitude and synaptic response slopes were
analyzed using Clampfit software. All electrophysiology experiments and
analyses were done blind to the genotype.

Labeling, detection and morphological classification of
dendritic spines
To achieve sparse labeling of neurons in the hippocampus, we performed
tail-vein injections in 4-week-old animals, with 5 µL of AAV9.Syn.eGFP.
WPRE.bGH at a titer of 8.88 × 1012 (Penn Vector Core, University of
Pennsylvania, USA). Four weeks post-injection, animals were sacrificed
and the brains were collected and processed for neuronal imaging as
described [58].

Electron microscopy
Sample preparation and post-synaptic density parameter measurements
were performed as previously described in [58].

Biochemistry
Mice were anesthetized with isoflurane and euthanized by decapitation.
Tissue lysates and post-synaptic density (PSD) isolations were carried out at
4 °C. Cortical lysates were subjected to the PSD isolation protocol
previously described in [59]. Immunoprecipitation (IP) of stargazin was
performed as previously described [62]. Lambda phosphatase (λ-PP)
treatment of cortical PSD samples was performed using the λ-PP treatment
kit from New England Biolabs (USA), according to the manufacturer’s
instructions.

Statistical analysis
The normality of population distributions was calculated for each
experiment by comparison with a theoretical normal distribution using
the Shapiro-Wilk normality test. According to this evaluation parametric or
non-parametric tests were used, as described in the figure legends. For all
tests, p < 0.05 was considered statistically significant. Outliers were
identified and removed from the biochemical and behavioral analyses
using the Grubbs test. Variance analysis following one-way ANOVA was
performed using the Brown-Forsythe test. Analyses were performed using
GraphPad 9.0 (Prism, USA). Details concerning number of independent
experiments, statistical tests used, and p-values can be found in Table S1.
Additional details on the Materials and Methods are available in SI

appendix.

REFERENCES
1. Greger IH, Watson JF, Cull-Candy SG. Structural and functional architecture of AMPA-

type glutamate receptors and their auxiliary proteins. Neuron. 2017;94:713–30.
2. Jackson AC, Nicoll RA. The expanding social network of ionotropic glutamate

receptors: TARPs and other transmembrane auxiliary subunits. Neuron.
2011;70:178–99.

3. Jacobi E, von Engelhardt J. Diversity in AMPA receptor complexes in the brain.
Curr Opin Neurobiol. 2017;45:32–8.

4. Tomita S, Chen L, Kawasaki Y, Petralia RS, Wenthold RJ, Nicoll RA, et al. Functional
studies and distribution define a family of transmembrane AMPA receptor reg-
ulatory proteins. J Cell Biol. 2003;161:805–16.

5. Letts VA, Felix R, Biddlecome GH, Arikkath J, Mahaffey CL, Valenzuela A, et al. The
mouse stargazer gene encodes a neuronal Ca2+-channel gamma subunit. Nat
Genet. 1998;19:340–7.

6. Hashimoto K, Fukaya M, Qiao X, Sakimura K, Watanabe M, Kano M. Impairment of
AMPA receptor function in cerebellar granule cells of ataxic mutant mouse
stargazer. J Neurosci. 1999;19:6027–36.

7. Chen L, Chetkovich DM, Petralia RS, Sweeney NT, Kawasaki Y, Wenthold RJ, et al.
Stargazin regulates synaptic targeting of AMPA receptors by two distinct
mechanisms. Nature. 2000;408:936–43.

8. Bats C, Groc L, Choquet D. The interaction between Stargazin and PSD-95 reg-
ulates AMPA receptor surface trafficking. Neuron. 2007;53:719–34.

G.L. Caldeira et al.

11

Molecular Psychiatry



9. Zeng M, Diaz-Alonso J, Ye F, Chen X, Xu J, Ji Z, et al. Phase separation-mediated
TARP/MAGUK complex condensation and AMPA Receptor Synaptic Transmission.
Neuron. 2019;104:529–43 e6.

10. Louros SR, Caldeira GL, Carvalho AL. Stargazin dephosphorylation mediates
homeostatic synaptic downscaling of excitatory synapses. Front Mol Neurosci.
2018;11:328.

11. Louros SR, Hooks BM, Litvina L, Carvalho AL, Chen C. A role for stargazin in
experience-dependent plasticity. Cell Rep. 2014;7:1614–25.

12. Tomita S, Stein V, Stocker TJ, Nicoll RA, Bredt DS. Bidirectional synaptic plasticity
regulated by phosphorylation of stargazin-like TARPs. Neuron. 2005;45:269–77.

13. Lima Caldeira G, Peca J, Carvalho AL. New insights on synaptic dysfunction in
neuropsychiatric disorders. Curr Opin Neurobiol. 2019;57:62–70.

14. Fromer M, Pocklington AJ, Kavanagh DH, Williams HJ, Dwyer S, Gormley P, et al.
De novo mutations in schizophrenia implicate synaptic networks. Nature.
2014;506:179–84.

15. Hall J, Trent S, Thomas KL, O’Donovan MC, Owen MJ. Genetic Risk for Schizo-
phrenia: Convergence on synaptic pathways involved in plasticity. Biol Psychiatry.
2015;77:52–8.

16. Hamdan FF, Gauthier J, Araki Y, Lin DT, Yoshizawa Y, Higashi K, et al. Excess of de
novo deleterious mutations in genes associated with glutamatergic systems in
nonsyndromic intellectual disability. Am J Hum Genet. 2011;88:306–16.

17. Kirov G, Pocklington AJ, Holmans P, Ivanov D, Ikeda M, Ruderfer D, et al. De
novo CNV analysis implicates specific abnormalities of postsynaptic signalling
complexes in the pathogenesis of schizophrenia. Mol Psychiatry. 2012;17:
142–53.

18. Sanders SJ, He X, Willsey AJ, Ercan-Sencicek AG, Samocha KE, Cicek AE, et al.
Insights into autism spectrum disorder genomic architecture and biology from 71
Risk Loci. Neuron. 2015;87:1215–33.

19. Liu YL, Fann CS, Liu CM, Chen WJ, Wu JY, Hung SI, et al. RASD2, MYH9, and
CACNG2 genes at chromosome 22q12 associated with the subgroup of schizo-
phrenia with non-deficit in sustained attention and executive function. Biol
Psychiatry. 2008;64:789–96.

20. Beneyto M, Meador-Woodruff JH. Lamina-specific abnormalities of AMPA
receptor trafficking and signaling molecule transcripts in the prefrontal cortex in
schizophrenia. Synapse. 2006;60:585–98.

21. Silberberg G, Levit A, Collier D, St Clair D, Munro J, Kerwin RW, et al. Stargazin
involvement with bipolar disorder and response to lithium treatment. Pharma-
cogenetics Genomics. 2008;18:403–12.

22. Miranda A, Shekhtman T, McCarthy M, DeModena A, Leckband SG, Kelsoe JR.
Study of 45 candidate genes suggests CACNG2 may be associated with lithium
response in bipolar disorder. J Affect Disord. 2019;248:175–9.

23. Adzhubei IA, Schmidt S, Peshkin L, Ramensky VE, Gerasimova A, Bork P, et al. A
method and server for predicting damaging missense mutations. Nat Methods.
2010;7:248–9.

24. Kumar P, Henikoff S, Ng PC. Predicting the effects of coding non-synonymous
variants on protein function using the SIFT algorithm. Nat Protoc. 2009;4:1073–81.

25. Choi Y, Chan AP. PROVEAN web server: a tool to predict the functional effect of
amino acid substitutions and indels. Bioinformatics. 2015;31:2745–7.

26. Twomey EC, Yelshanskaya MV, Vassilevski AA, Sobolevsky AI. Mechanisms of
channel block in calcium-permeable AMPA receptors. Neuron. 2018;99:956–68 e4.

27. Chen S, Gouaux E. Structure and mechanism of AMPA receptor - auxiliary protein
complexes. Curr Opin Struct Biol. 2019;54:104–11.

28. Twomey EC, Yelshanskaya MV, Sobolevsky AI. Structural and functional insights
into transmembrane AMPA receptor regulatory protein complexes. J Gen Physiol.
2019;151:1347–56.

29. Vandenberghe W, Nicoll RA, Bredt DS. Interaction with the unfolded protein
response reveals a role for stargazin in biosynthetic AMPA receptor transport. J
Neurosci. 2005;25:1095–102.

30. Schnell E, Sizemore M, Karimzadegan S, Chen L, Bredt DS, Nicoll RA. Direct
interactions between PSD-95 and stargazin control synaptic AMPA receptor
number. Proc Natl Acad Sci USA. 2002;99:13902–7.

31. Opazo P, Labrecque S, Tigaret CM, Frouin A, Wiseman PW, De Koninck P, et al.
CaMKII triggers the diffusional trapping of surface AMPARs through phosphor-
ylation of stargazin. Neuron. 2010;67:239–52.

32. Twomey EC, Yelshanskaya MV, Grassucci RA, Frank J, Sobolevsky AI. Elucidation of
AMPA receptor-stargazin complexes by cryo-electron microscopy. Science.
2016;353:83–6.

33. Zhao Y, Chen S, Yoshioka C, Baconguis I, Gouaux E. Architecture of fully occupied
GluA2 AMPA receptor-TARP complex elucidated by cryo-EM. Nature.
2016;536:108–11.

34. Forrest MP, Parnell E, Penzes P. Dendritic structural plasticity and neu-
ropsychiatric disease. Nat Rev Neurosci. 2018;19:215–34.

35. Favaro PD, Huang X, Hosang L, Stodieck S, Cui L, Liu YZ, et al. An opposing
function of paralogs in balancing developmental synapse maturation. PLoS Biol.
2018;16:e2006838.

36. Cane M, Maco B, Knott G, Holtmaat A. The relationship between PSD-95 clus-
tering and spine stability in vivo. J Neurosci. 2014;34:2075–86.

37. Sumioka A, Yan D, Tomita S. TARP phosphorylation regulates synaptic AMPA
receptors through lipid bilayers. Neuron. 2010;66:755–67.

38. Hafner AS, Penn AC, Grillo-Bosch D, Retailleau N, Poujol C, Philippat A, et al.
Lengthening of the Stargazin Cytoplasmic Tail Increases Synaptic Transmission
by Promoting Interaction to Deeper Domains of PSD-95. Neuron. 2015;86:475–89.

39. Rouach N, Byrd K, Petralia RS, Elias GM, Adesnik H, Tomita S, et al. TARP gamma-8
controls hippocampal AMPA receptor number, distribution and synaptic plasti-
city. Nat Neurosci. 2005;8:1525–33.

40. Menuz K, O’Brien JL, Karmizadegan S, Bredt DS, Nicoll RA. TARP redundancy is
critical for maintaining AMPA receptor function. J Neurosci. 2008;28:8740–6.

41. Yamasaki M, Fukaya M, Yamazaki M, Azechi H, Natsume R, Abe M, et al. TARP
gamma-2 and gamma-8 Differentially Control AMPAR Density Across Schaffer
Collateral/Commissural Synapses in the Hippocampal CA1 Area. J Neurosci.
2016;36:4296–312.

42. Bessa-Neto D, Beliu G, Kuhlemann A, Pecoraro V, Doose S, Retailleau N, et al.
Bioorthogonal labeling of transmembrane proteins with non-canonical amino
acids unveils masked epitopes in live neurons. Nat Commun. 2021;12:6715.

43. Zhang W, Wu J, Ward MD, Yang S, Chuang YA, Xiao M, et al. Structural basis of arc
binding to synaptic proteins: implications for cognitive disease. Neuron.
2015;86:490–500.

44. Newpher TM, Harris S, Pringle J, Hamilton C, Soderling S. Regulation of spine
structural plasticity by Arc/Arg3.1. Semin Cell Developmental Biol. 2018;77:25–32.

45. Sali A, Blundell TL. Comparative protein modelling by satisfaction of spatial
restraints. J Mol Biol. 1993;234:779–815.

46. UniProt C. UniProt: a worldwide hub of protein knowledge. Nucleic Acids Res.
2019;47:D506–D15.

47. Abraham MJ, Hess B, van der Spoel D, Lindahl E. The-GROMACS-development-
team. GROMACS User Manual version 2018.3. GROMACS User Manual version
20183. Groningen 2018.

48. Huang J, MacKerell AD Jr. CHARMM36 all-atom additive protein force field:
validation based on comparison to NMR data. J Computational Chem.
2013;34:2135–45.

49. Brooks BR, Brooks CL 3rd, Mackerell AD Jr., Nilsson L, Petrella RJ, Roux B, et al.
CHARMM: the biomolecular simulation program. J Computational Chem.
2009;30:1545–614.

50. Wu EL, Cheng X, Jo S, Rui H, Song KC, Davila-Contreras EM, et al. CHARMM-GUI
Membrane Builder toward realistic biological membrane simulations. J Compu-
tational Chem. 2014;35:1997–2004.

51. Grant BJ, Rodrigues AP, ElSawy KM, McCammon JA, Caves LS. Bio3d: an R
package for the comparative analysis of protein structures. Bioinformatics.
2006;22:2695–6.

52. Miller BR, McGee TD, Swails JM, Homeyer N, Gohlke H, Roitberg AE. MMPBSA.py:
an efficient program for end-state free energy calculations. J Chem Theory
Comput. 2012;8:3314–21.

53. Valdes-Tresanco MS, Valdes-Tresanco ME, Valiente PA, Moreno E. gmx_MMPBSA:
a new tool to perform end-state free energy calculations with GROMACS. J Chem
Theory Comput. 2021;17:6281–91.

54. Santos SD, Iuliano O, Ribeiro L, Veran J, Ferreira JS, Rio P, et al. Contactin-
associated protein 1 (Caspr1) regulates the traffic and synaptic content of alpha-
amino-3-hydroxy-5-methyl-4-isoxazolepropionic acid (AMPA)-type glutamate
receptors. J Biol Chem. 2012;287:6868–77.

55. Jiang M, Deng L, Chen G. High Ca(2+)-phosphate transfection efficiency enables
single neuron gene analysis. Gene Ther. 2004;11:1303–11.

56. Ribeiro LF, Catarino T, Carvalho M, Cortes L, Santos SD, Opazo PO, et al. Ligand-
independent activity of the ghrelin receptor modulates AMPA receptor trafficking
and supports memory formation. Science Signaling. 2021;14:eabb1953.

57. Heyer MP, Feliciano C, Peca J, Feng G. Elucidating Gene Function through Use of
Genetically Engineered Mice. Genomics: Essential Methods: John Wiley & Sons,
Ltd; 2010. p. 211–48.

58. Edfawy M, Guedes JR, Pereira MI, Laranjo M, Carvalho MJ, Gao X, et al. Abnormal
mGluR-mediated synaptic plasticity and autism-like behaviours in Gprasp2
mutant mice. Nat Commun. 2019;10:1431.

59. Fernandes D, Santos SD, Coutinho E, Whitt JL, Beltrao N, Rondao T, et al. Dis-
rupted AMPA Receptor Function upon Genetic- or Antibody-Mediated Loss of
Autism-Associated CASPR2. Cereb Cortex. 2019;29:4919–31.

60. Clements JD, Bekkers JM. Detection of spontaneous synaptic events with an
optimally scaled template. Biophysical J. 1997;73:220–9.

61. Matt L, Kirk LM, Chenaux G, Speca DJ, Puhger KR, Pride MC, et al. SynDIG4/Prrt1 is
required for excitatory synapse development and plasticity underlying cognitive
function. Cell Rep. 2018;22:2246–53.

62. Zhang H, Zhang C, Vincent J, Zala D, Benstaali C, Sainlos M, et al. Modulation of
AMPA receptor surface diffusion restores hippocampal plasticity and memory in
Huntington’s disease models. Nat Commun. 2018;9:4272.

G.L. Caldeira et al.

12

Molecular Psychiatry



ACKNOWLEDGEMENTS
We thank LCA (Laboratório de Computação Avançada), University of Coimbra; Luisa
Cortes and the MICC team for assistance with microscopy imaging; Jorge Valero and
Jeannette Schmidt for designing and optimizing quantification macros in Fiji®; Lara
Franco, Pedro Ferreira, Nuno Fonseca and Orsolya Antal for technical help. R1 ES cells
for mice generation were a kind gift from Dr. Andras Nagy (Mount Sinai Hospital);
Stargazin plasmids were a kind gift from Dr. Daniel Choquet (IINS, Bordeaux). Schematic
figures were created using Biorender.com. We thank all Ana Luísa Carvalho’s laboratory
members for technical assistance and for the indispensable discussion of the work.

AUTHOR CONTRIBUTIONS
Conceptualization: ALC, JP, ISM, GLC, ASI. Methodology: ALC, JP, GLC. Investigation:
GLC, ASI, NB, CAVB, MVR, TR, RM, RPG, BC, SRL, JG, ME. Writing Original Draft: ALC,
GLC, ASI, NB, ISM. Funding Acquisition: ALC, JP, ISM; Supervision: ALC, JP, ISM.

FUNDING
This work was supported by a NARSAD Independent Investigator Grant (#23151) and a
NARSAD Young Investigator Grant (#20733) from the Brain and Behavior Research
Foundation, by a research grant from the Jérôme Lejeune Foundation (#1530), by “la
Caixa” Foundation (ID 100010434), and FCT, I.P under the project code LCF/PR/HP20/
52300003, by a Marie Curie Integration Grant (618525), by a Bial Foundation Grant (266/
2016), by national funds through the Portuguese Science and Technology Foundation
(FCT: UID/NEU/04539/2013, UIDB/04539/2020, POCI-01-0145-FEDER-28541, POCI-01-0145-
FEDER-016682, PTDC/QUI-OUT/32243/2017 and CPCA/A0/7302/2020), and by the
European Regional Development Fund (ERDF), through the Centro 2020 Regional
Operational Programme, under project CENTRO-01-0145-FEDER-000008:BrainHealth 2020.
GLC, NB, MVR, ME and CAVB were supported by FCT through Ph.D. scholarships SFRH/BD/
51962/2012, SFRH/BD/144881/2019, SFRH/BD/129236/2017, SFRH/BD/51958/2012 and
SFRH/BD/145457/2019, respectively. ASI and JG were supported by FCT through Post-
doctoral fellowship SFRH/BPD122299/2016 and SFRH/BPD/120611/2016, respectively. RPG
and RM received support from FCT/DGES, under the program “Verão com Ciência”.

COMPETING INTERESTS
The authors declare no competing interests.

ADDITIONAL INFORMATION
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41380-022-01487-w.

Correspondence and requests for materials should be addressed to A. L. Carvalho.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

© The Author(s) 2022

G.L. Caldeira et al.

13

Molecular Psychiatry

https://doi.org/10.1038/s41380-022-01487-w
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Aberrant hippocampal transmission and behavior in mice with a stargazin mutation linked to intellectual disability
	Introduction
	Results
	Intellectual disability-associated stargazin V143L mutation affects the AMPAR:stargazin complex structure
	The V143L mutation affects the trafficking properties of stargazin
	Genetically engineered mice with the stargazin V143L mutation show altered cognitive and social behavior
	Stargazin V143L mutant mice exhibit early hippocampal synaptic transmission defects
	Stargazin V143L mutant mice have reduced mature spine density on basal dendrites of CA1 hippocampal neurons
	Stargazin phosphorylation and interaction with GluA1 are decreased in stargazin V143L mutant mice

	Discussion
	Methods
	Molecular dynamics simulations
	Primary cortical neurons, neuronal transfection and imaging
	Animal generation and maintenance
	Behavior analyses
	Electrophysiology
	Labeling, detection and morphological classification of dendritic spines
	Electron microscopy
	Biochemistry
	Statistical analysis

	Acknowledgements
	Author contributions
	Funding
	Competing interests
	ADDITIONAL INFORMATION




